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Supplementary Fig. S1. The effect of target concentration on the melt peak height generated by the SMB-501 (A
and B) and SMB-484 (C and D) assays tested against SARS-CoV-2 RNA. A and C- SARS-CoV-2 wildtype (WT)

RNA; B- B.1.1.7 mutant (MT) RNA and D- B.351 mutant (MT) RNA at the indicated number of genomic

equivalents (GEs).





