
Fig S1. Chip images of all 6 samples (n=3).
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	Fig S1. Chip images of all 6 samples (n=3).
	Fig S2. Clustering graphs of miRNA microarrays. (A) Clustering graph of all miRNAs with signal intensity >32 (all detectable miRNAs). Altered miRNAs were also clustered based on the p values. (B) P<0.1. (C) P<0.05. (D) P<0.01.
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