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A Maternal mtDNA heteroplasmy dynamics in skin B Maternal mtDNA heteroplasmy in urine
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C Polymorphisms in human CSBII region
G6AGS GGGGGGAGGGGGGGGTTTG
G6AG7 GGGGGGA GGGGGGGTTTG
G5AG7 GGGGG A GGGGGGGTTTG
Guanine residue number Replication speed
D CSBII haplotype and parental mtDNA increase in MRT monkeys

Maternal mtDNA increase in Spindler
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Paternal mtDNA increase in Mac
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Maternal or paternal mtDNA increase in Tracker

Maternal G5TG7 GGGGG T |GGGGGGGTTTG
Donor G5TG7|G|G|GIGG T GGGGGGGTTTG
Paternal G5TG7|GG/GGG |T |GGGGGGGTTTG

Supplementary Figure S2. Maternal carry-over mtDNA levels in MRT monkeys. (A) Maternal mtDNA heteroplasmy measured by
amplification refractory mutation system (ARMs)-quantitative (q) PCR (ARMs-qPCR) in skin of mitochondrial replacement therapy (MRT) monkeys
at different age. The data in A represents the mean & SD (n = 3 per monkey, biological replicates). (B) Maternal mtDNA heteroplasmy detected by
ARMs-gPCR in urine samples of MRT monkeys. The data represent the mean & SD (n = 3 per monkey, biological replicates). (C) Sequence poly-
morphism in the conserved sequence box Il (CSBII) region of human mtDNA. Increase in the number of guanine residues positively correlates with
mtDNA replication efficiency. (D) CSBIl sequences in MRT monkeys were identical.





