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Supplementary Figure 1. (A) Volcano plot shows 82 differentially expressed proteins (DEPs) (blue dot) between Control and OVA/PBS,
which are defined as those with adjust p value(adj.P.Val) less than 0.05 and foldchange over 1.2 or less than 0.83(absolute LogFC>0.263). (B)
Clustering heatmap. Red represents OVA/PBS group, blue represents Control group. (C) Protein function annotation KEGG pathway (Control
v.s. OVA/PBS). (D) Protein function annotation Gene Ontology (GO)-BP (biological process) subtype (Control v.s. OVA/PBS). (E) Protein
function annotation Gene Ontology (GO)-BP (biological process) subtype (OVA/PBS v.s. OVA/IL-37).
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