Supplemental:

Comparison of Schizophrenia Prediction AUCS by Mode| 1 Split
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Supplemental A. This plot represents the average performance of 150 models for 1 split AutoML
models divided by algorithm of the leader. In this experiment we found that overall Stacked
Ensemble performs the best but most often GBM or GLM were the leading model types for an
AutoML.




Comparison of Schizophrenia Prediction AUCS by Model 4 Splits
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Supplemental B. This plot represents the average performance of 150 models for 4 splits AutoML
models divided by algorithm of the leader. In this experiment DRF was the outlier but GLM was
still the leading model in the majority of the AutoML runs. Stacked Ensemble and GBM were

comparable.

Caomparison of Schizophrenia Prediction AUCs by Model B Split
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Supplemental C. This plot represents the average performance of 150 models for 8 splits AutoML
models divided by algorithm of the leader. In this particular experiment Stacked Ensemble was
again the best overall performing model with GLM still being the most common leader model in

an AutoML. DRF was never a leader in any of these runs.

Comparison of X Chromosome CSLV Levels Between Sex
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X Chromosome CSLV Split

Supplemental D. This plot compares the X Chromosome CSLV values of schizophrenia patients
by sex. It contains all patients from the UK Biobank with a diagnosis of schizophrenia. In general
females have higher average CSLV values than males. This is consistent with the fact that females
have two X chromosomes while males only have one X chromosome.




