
DNA was sequenced on a HiSeq2500 (Illumina) platform, qRT-PCR data were collected using the BIO-Rad CFX Manager. Image J 1.52V 
for image analysis.

Microsoft Excel 2019, GraphPad Prism 8 were used for statistical analysis.

The data that support the fingdings of this study are available within the paper and its supplementary information. The source data is provided as a Source Data File.
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No sample size calculation were performed. All sample size was determined  to be sufficient based on the consistency a magnitude of measurements.
 All replicates represent biological  independent samples. The exat sample size for each experiment was describe in the figure 
legends and figures.

No data was excluded from the analysis.

At least three replications were used for each experiment.

Measurements and samplings of  plant materials were randomly performed for our data collection and analysis. 
All replicates were carried out at the same time.

Blinding was not relevant to this study, because all data are objective.



anti-GFP antibody (1:3,000, Clontech, cat# 632380)
https://www.takarabio.com/products/antibodies-and-elisa/fluorescent-protein-antibodies/green-fluorescent-protein-antibodies?catalog=632569

gGoat anti-mouse IgG HRP-conjugated secondary antibodies （1:10000，Thermo Scientific， cat#32230）
 https://www.thermofisher.com/antibody/product/Goat-anti-Mouse-IgG-H-L-Poly-HRP-Secondary-Antibody-Polyclonal/32230












