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Supplementary Figure S4. Publicly Available RNA-Seq Data of EWS-FLI1 
Knockdown. A, Heatmap of Log2FoldChange in expression and bar graph of 
changes in FPKM levels of selected ATF4 target genes from publicly available RNA-
seq data of FLI1 (EWS-FLI1) knockdown in two biological replicates of TC32 cells 
[17]. B, Heatmap of Log2FoldChange in expression and bar graph of changes in 
FPKM levels of selected ATF4 target genes after 96 hours of FLI1 (EWS-FLI1) 
knockdown in SKNMC Ewing sarcoma cells [8]. 


