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Ethics oversight

16S-amplicon and gyrB-amplicon sequence data produced by this study are publicly available under accession numbers (PRJNA692991; PRJNA693013), and we used
the accession numbers from published studies to acquire additional data.

Sample sizes are based on the number of captive apes housed in enclosures at US zoos. We included human and wild ape samples from
previously published studies, and these data were sampled at roughly equivalent numbers.

Samples were excluded from the analysis if they failed to meet the 10,000 read rarefaction threshold.

In library preparation, samples were PCR reactions were performed in triplicate and successful reactions were merged.

Not applicable for an observational microbiome study because there is no treatment assignment in this study.

Not applicable for an observational microbiome study because there is no treatment assignment in this study.

This study did not involve laboratory animals

Fecal samples were collected through noninvasive means from captive great apes, the species, sex, and age of the individuals are
available in Table S3.

Samples collected with 12 hours of deposition and were stored in RNAlater at -20 degrees and shipped overnight to laboratory for
DNA extraction.

Research proposal were submitted to individual zoos for review by zoo staff to determine compliance with the Association of Zoos
and Aquariums.




