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CIBERSORT
ESTIMATE
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ssGSEA
xCell

race
NA
AMERICAN INDIAN OR ALASKA NATIVE
ASIAN
BLACK OR AFRICAN AMERICAN
NATIVE HAWAIIAN OR OTHER PACIFIC ISLANDER
WHITE

age

20
40
60
80
100

neoplasm_histologic_grade
NA
G1
G2
G3
G4
GB
GX

tumor_residual_disease
NA
>20 mm
1−10 mm
11−20 mm
No Macroscopic disease

clinical_stage
NA
Stage I
Stage II
Stage III
Stage IV

OS

0
0.2
0.4
0.6
0.8
1

OS.time

0
50
100
150
200

RiskScore

−4
−2
0
2

Riskgroup
high_risk
low_risk

expression level

−1 0 1


