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Supplementary Figure S2. Heatmap representing hierarchical clustering of differentially expressed miRNAs. The urinary exosomal
miRNAs that were differentially expressed between the sulfonylurea (SU) group vs. control (CTRL) group (A) and between the DPP-4 in-
hibitor (DPP4i) group and CTRL group (B) were selected.
DPP-4, dipeptidyl peptidase-4; miRNA, microRNA.
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