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Supplementary Figure 1
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. Expect Method Identities Positives Gaps

MSEQSICQARASVMVYDDTSKEWVPIKPGQQGFSRINIYHNTASNTFRVVGVKLQDQOQVV
MSEQSICQARASVMVYDDTSKEWVPIKPGQQGFSRINIYHNTAS+TFRVVGVKLQDQOQVV
MSEQSICQARASVMVYDDTSKEWVPIKPGQQGFSRINIYHNTASSTFRVVGVEKLQDQOQVV

INYSIVKGLKYNQATPTFHQWRDARQVYGLNFASKEEATTFSNAMLFALNIMNSQEGGPS
INYSIVKGLKYNQATPTFHQWRDARQVYGLNFASKEEATTFSNAMLFALNIMNSQEGGPS
INYSIVKGLKYNQATPTFHQWRDARQVYGLNFASKEEATTFSNAMLFALNIMNSQEGGPS

SQROVQNGPSPDEMDIQRRQVMEQHQQQRQESLERRTSATGPILPPGHPSSAASAPVSCS
+QROVONGPSP+EMDIQRRQVMEQ ¢ RQESLERR SATGPILPPGHPSSAAS +SCS
TQRQVQONGPS PEEMDIQRRQVMEQ--QHRQESLERRISATGPILPPGHPSSAASTTLSCS

GPPPPPPPPVPPPPTGATPPPPPPLPAGGAQGSSHDESSMSGLAAATAGAKLRRVQRPED
GPPPPPPPPVPPPPTG+TPPPPPPLPAGGAQG++HDESS SGLAARA+AGAKLRRVQRPED
GPPPPPPPPVPPPPTGSTPPPPPPLPAGGAQGTNHDESSASGLAAALAGAKLRRVQRPED

ASGGSSPSGTSKSDANRASSGGGGGGLMEEMNKLLAKRRKAASQSDKPAEKKEDESQMED
ASGGSSPSGTSKSDANRASSGGGGGGLMEEMNKLLAKRRKAASQ+DKPA++KEDESQ ED
ASGGSSPSGTSKSDANRASSGGGGGGLMEEMNKLLAKRRKAASQTDKPADRKEDESQTED

PSTSPSPGTRAASQPPNSSEAGRKPWERSNSVEKPVSSILSRTPSVAKSPEAKSPLQSQP
PSTSPSPGTRA SQPPNSSEAGRKPWERSNSVEKPVSS+LSRTPSVAKSPEAKSPLQSQP
PSTSPSPGTRATSQPPNSSEAGREKPWERSNSVEKPVSSLLSRTPSVAKSPEAKSPLQSQP

Compositional matrix adjust. 391/416(94%) 405/416(97%) 2/416(0%)
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