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Cluster Enriched GO category #genes pvalue
3 Cell surface receptor signaling pathway 20 1.02 E-05
4 Regulation of signal transduction 29 1.11 E-08
4 Regulation of kinase activity 15 6.95 E-08
4 Negative regulation of MAPK cascade 7 1.58 E-06
4 Receptor binding 18 9.03 E-06
d G0:0007166 cell surface receptor signaling pathway
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