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Cluster Enriched GO category # genes p value

4 Regulation of signal transduction 29 1.11 E-08
4 Regulation of kinase activity 15 6.95 E-08
4 Negative regulation of MAPK cascade 7 1.58 E-06

3 Cell surface receptor signaling pathway 20 1.02 E-05

4 Receptor binding 18 9.03 E-06
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GO:0007166 cell surface receptor signaling pathway
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GO:0009966 regulation of signal transduction 
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GO:0043549 regulation of kinase activity 
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GO:0043409 negative regulation of MAPK cascade 

Crh
Ccl17
Ccl28
Cort
Fgf3
Fgfr1
Gabra5
Grb14
Hbegf
Irs2
Per2
Pik3cg
Shc3
Spred2
Spred3
Vgf
Wnt2
Ntrk2

GO:0005102 receptor binding

d

D1-Cre-flTrkB-RT-NS vs. D1-Cre-RT

D1-Cre-flTrkB-RT-S vs. D1-Cre-RT
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