Supplementary Table 1. Genetic interventions that modulate reproductive aging in C. elegans.
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Intervention: gene with mutant allele or RNA..

?Longitudinal experiment: the same individual animal is observed at sequential time points. yes: measured in a longitudinal
experiment, no: measured in a cross-sectional experiment.

3Male mated: yes- hermaphrodites were exposed to males, with adult day of exposure specified, no: self-fertile hermaphrodites.




“Reproductive span to peak: time from adult day 0 until day of peak egg-laying (Figure 1).

SReproductive span after peak: time from day of peak egg-laying until last day of egg-laying (Figure 1).

®Total reproductive span: time from adult day 0 until last day of egg-laying (Figure 1).

"Peak progeny number: Number of eggs laid on day of peak progeny production (Figure 1).

$Total progeny number: Total number of eggs laid (Figure 1).

‘Matricidal hatching: If mature hermaphrodites cannot deposit eggs into the environment, then eggs hatch inside the hermaphrodite,
and larvae feed on the parent resulting in death.

""Morphological phenotypes: interventions may affect age-related changes in gonad morphology.

491, increase; 1 decrease; +/-: no change; ND: not determined.
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