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Figure S1: Disease-free survival curve for high and low SERPINBI1 expression in GBM
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Figure S2: Disease-free survival curve for high and low FERMT3 expression in GBM
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Figure S3: Disease-free survival curve for high and low MMP9 expression in GBM
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Figure S4: Overall survival curve for high and low NPC2 expression in GBM
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Figure S5: Overall survival curve for high and low COL6A1 expression in GBM
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Figure S6: Disease-free survival curve for high and low RPL18 expression in GBM
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