
Supplemental Figure. S16:  MS2 spectra for single peptide identifications 
and phospho STY 
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- L A
b

L
b

N
de
y

b
V

y

A

y

K

y

-



y
376.2757

a
414.3278

b
442.3227

y
505.3183

y
562.3398

y
649.3718

b
1142.581 b

1229.613

y
1349.63

b
1415.677

y
1462.714

0
50

10
0

R
el

at
iv

e 
A

bu
nd

an
ce

0
1

2

Intensity [1e6]

500 1000 1500

m/z (zoom)

Raw File Scan Method Score m/z

RO-QC-160121_ZackD_SS_Set_02_Fraction_8 23094 FTMS; HCD 85.53 895.98
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- Y I
b

M
b

V

y²

b
P S

b
G
b

N
b

M
b

G

y

b

V

y

F

y

D

y

P

y

T

y

E I

y

H

y

N

y

R

y

-



y-NH
158.0924

y
175.119

y-NH
272.1353

y
289.1619

y-NH
409.1942

y
426.2208

a
478.3227

b
506.3176

y-NH
522.2783

y
539.3049

b
637.3581

y-HO
650.3369

y-NH
651.3209

y
668.3474

b
736.4265

y-NH
752.3686

y
769.3951

y-HO
848.4373

y-NH
849.4213

y
866.4479

b
920.5113

b-HO
959.5222

y-NH
964.4483

b
977.5328

y
981.4748

b
1091.576

y-NH
1111.517

y
1128.543

b
1222.616

y
1227.612

b-NH
1262.611

b
1279.638

y
1284.633

y
1673.77

0
50

10
0

R
el

at
iv

e 
A

bu
nd

an
ce

0
1

2
3

Intensity [1e7]

1000 2000

m/z (zoom)

Raw File Scan Method Score m/z Gene names

RO-QC-160121_ZackD_SS_Set_02_Fraction_932699 FTMS; HCD140.28 836.42 CNIH4
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