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Enzyme GuidelD Guide protospacer gANAfomat  DonorD
9 HeCaSAICEL TAATCGGCAGTIGICCACAL  AILR G329 crlNAre ALCE-NT
ey SGALTENT
ey AMDACLENT
Gt HeCaoAAGASL CAGCTGGTGACTAACGCACA  AILA Cas9 rtAtrs MGABNT
ey ABCALZNT
9 HeCa:9ABCAOL GCACAANTIGICGTCCTGAL  AILR G329 crlNAre ABCADT
9 HeCasoABCEILY CGCATGACCTCGACCATCTG  AItA Casd crithAte ABCELLNT
9 HeCas9 ABCED.1 ACCCTCGTGTGECTCITCGT  AILR Cas9 crlNAre ABCBI-NT
ey Aecciont
9 HeCai9ABCDLL COCCEOCEATATCACCSAC ARG A ABEOLAT
9 HeCa:9ABCDIL AAGACCCAT At G229 riNAtrs ASCDINT
9 HeCa:9ABCDAL CTCETATETACTIGACEA. Al ou otk 4800

9 HeCas9ABCG21 GTCICAACGCCATCC  AILR Cas9 riNAtr: ABCG2NT
9 HeCas9ABCGAL TCGTGTGAGAGCACGACATE  AILR C329 crlNALre ABCGANT
9 HeCas9ABCGS1 (CATGTGGCAGACCGACTGAT  AILA C3s9 crlWAre ABCGS-

9 HeCasSABHDILL \GACGACGGCE AR Cas9 riNAtrs ABHDILNT
ey ABHOISNT
9 HeCas9ABHDS1 TIGGACGAAGTAGTAGACCE  AILR C329 riNArz ABHOSNT
9 HeCas9ABHDEL GATTGICAGTTGAGTACTGE  AILR Cas9 criNArs ABHDGNT
Cuo HeCasoABRL LA s ot ABINT
9 HeCaoABL2L AGGGACGTGTGTATCACTAC  AILR C329 crlNAre ABLENT
9 HeCasoABLMR TCGACACGCCGGATGLCAGA  AILR C329 riNALre ABLIMZT
ey 1 e

9 HeCa9 ACATLY TCAAGCTTTACCCCACCATA.  AILR G329 crfAre ACATLT
9 HeCa9ACAT21 \CCAC  AILR Cas9 criNAtrs ACKTZNT
Gt HeCamoACCLY (GGATAGGTCGCGGTIGACAR  AILA Casd rtAts ACCSLNT
9 HeCa9ACER2L GATCIGACCCAAGAAACTA.  AILA G329 crtWA-re ACERZNT
9 HeCa9ACKRS TIGCACGTGAGCTCGECCAT  AILA C3s9 crltAre ACKRINT
ey AcorsaNT
9 HeCamoaCOT21 (GAGCGTCCCGGCTGTACCAR  AILA (329 crlNAre ACOTZNT
Gt HeCasoALL ACCGARTACGT  AILA Ca29 riNAtre ACPNT
Gt HeCasoASL TCCCSTAGCACETACES - ARG A ACPS AT
9 HeCa9AGRL e LR Co29 rRNALr: ACRNT
9 HeCas9 ACREP.L Mﬁunmrrmurrmel AR Cas9 crRtAte ACREP-NT
Gt HeCasoACSISY CCCTCTACKETACIC - ARG A ACSLSNT
9 HeCa9ACSMAL LR Co29 crRNALr: ACSMANT
Gt HeCasoaCs21 CTEIATOTETE  Alnous s ACSENT
9 HeCa9ACTR21 AR s oAt ACTAZNT
9 HeCaSACNLL GTGCITTGATCCACCGACAC  AILA Cas9 crtAre ACTNAN
ey TR AcTRTLAT
ey ACRICNT
ey ACR2ANT
9 HeCa9ACAL CACCTCATATGGGTCGTCCG  AILR C3s9 crlNAre ACYENT
ey OAM30-NT
s AOAZINT
9 HeCas9ADAM? (GCCAGTATCAGTACGTGTAR  AILR C329 rRNALre ADAMTNT
s AOAMTSIZNT
i3 HeCa9ADC2L (GACGCTAAGCACGATGETGT  AILR C329 crlNAre ADCYENT
ey DGREINT
9 HeCas9ADGRFLL ADGRFLNT
9 HeCa:9 ADGRGLL AGLNT
9 HeCas9ADGRLLY ADGRLLNT
ey ADGRLZNT
ey ADGRLENT
9 HeCa9ADLL CHGAICHTTIGNT | ARG ks ADINT
9 HeCas9ADREL \CCTGAAGCARC ATt Cas9 critAtrs ADIRF-NT
9 HeCas9AONPL CTEATAGEETATACETER AlRcus s 000

Gt HeCa9ADPGRL AGCCCAAGGGAAGTCACCGC  AILR Cas9 riNArs ADPGKNT
ey ADRAZCNT
9 HeCas9ADRERT CAACGTGTICGTGACTICGE  AILR Cas9 crlNAre ADRE3NT
9 HeCaoAERLL GAACTCCTCGATCICGTCGT  AILA Cas9 crtWAre AEBPLNT
9 HeCa9AAPLY ATAAGAGCTGCTCATCGEAT  AILR G329 crlNALre AFAPLNT
ey 2 ArGaLLNT
Gt HeCa9AGAPLL TOCTGOKEGETATCTGS AL ACad ks AAPLAT
9 HeCas9AGH TGGANTATIGTGCTT LA s critAtrs AGAPNT
9 HeCas9AGH TGS i o s AT
9 HeCas9AGEIS CCOA AR G crANALT AGELS

9 HeCa9AGO1L GATCGACGTGTACCACTACG  AILR G329 crlVAre AGOLNT
9 HeCa9AGO31 GTAGCACCACATCAACGGCA  AILA G329 crilVAre AGOINT
ey o AGPATLNT
Cua HeCasoAGrsL GTACCAATGAGTGEAMGCG  AILA Cas9 critAre AGPSAT
ey HCTFLL AHCTFLNT
a9 HeCaSAHOLLL oHL.
9 HeCa9ASGL GCCCCGCTGAACGACACCA  AILR C329 riNATrs AHSG:

Cua HeCamoaHSPl TGCGGAAATGAGATCCTTAT  AILA Cas9 critAte AHSPNT
9 HeCa9ADAL racca € AtR i crANAL ADANT
gy TCTOATIGHTGGETCEES AL ACa ke, LT
9 HeCaoAL GAGTGGCCGTICCTACCACS  AILR Cas9 crtNAre

9 HeCHSAKANLL ATICIGCACAATCIGITIGE  AILR Cas9 crtNAre mm Nt
ey AP1OT
9 HeCao AP ACARTOCCANTHEALT Al o s AP
9 HeC9 AKRINLY AGAATATAGTCGTIATCAG  AILA G329 critAre AKIRINLNT
ey AKRIBLONT
ey Lo ALDHALNT
i3 HeCa9ALOOAL ACGGAGCTGACTICLCAAG  AILR Cas9 riNArs ALDOS

Cu9 HeCa9AGI TCGTTTATAMCCACTACGAG  AILR G329 crlNAre ALGIENT
Cuo HeCaoAGIAL TICCATGGACGITACGECCE  AILR G329 crlNAre ALGLNT
Cua HeCsoALGILY GIGGACTCACTCICIGTC  AltA Casd critAtrs AGILNT
ey Lo AGIZNT
9 HeCHS ALY TGTCCCCCACGGAGCCCAC  AILR G329 riNAre ALKALLNT
Gt HeCasoALEALL ACGGAGACCCCGAGTITAC  AItA Cas9 critAtr ALKEHLNT
ey AkEHINT
ey AkEHENT
9 HeCaH9 ALOKS (GGATICATACGACGTGACTG  AILR C329 rlNALre ALOXS-NT
Cuo HeCsoALPKIL COTCGAGCCCATACAGGAC  AILA Casd ritAtrs ALPKINT
Gt HeCsoALPK2L GATAACCCTAACCTACACCG  AILA Cas9 ritAts ALPRONT
o HeCaoms2l ACATG AR Cas9 riNAtr: ALSZNT
9 HeCasSAMDHDLY (GAGTGGATATGGCCTCGACC  AILR C329 criNAre AMDHDLNT
9 HeCSAMELYL CACCACARATCATCCCCG AR Cas9 riNArs AMELYNT
9 HeCas9 AMIGO21 MIGO2T
a9 HeCusAMZLL ATCTTTACCOMGAGACTCS  AILR Cas9 criNAre AMZINT
Gt HeCsSANAPCILY GATTAGTGLIGGAACGGCS  AILA C3:9 crlAre ANAPCLANT
ey (GPIANT
ey ANGPTLENT
9 HeCasSANKERLL CCATICGGTCTTGEACATC  AILA Cas9 crfWAre ANKEFANT
9 HeCHSANKELL (GGTATICICACGGGATCCCS  AILR G329 rlNAre ANKIBLNT
ey ANKRDL3DNT
ey ANKRO2T-NT
ey ANKRO3SNT
ey KD
ey KR4 NT
ey ANKRDSON
ey 1 ANKROS2NT
9 HeRSANKRDSLI  AGMAGACTGCACTACGATCG I (i rANAL: ANKRDGLNT
a9 HeCasoANKLL GeTATACGE VLR Co29 criNAtrs ANKZFL
i3 HeCa9ANOSL (GGACCGGTTTITCAGATCAT  AILA Cas9 crliAre ANOS
9 HeCSANTRLL (GGGGGCCAACGTITACACCE  AILA Casd rtAtrs ANTIRLNT
ey ANt
o HeCaoApISL AGAGATIGTGCATCGTIACG  AILA C3:9 crlWAre APLSINT
9 HeCa9APIELY IGCACGANT LR s At APIELNT
a9 HeCaSAPIMLL ACAACCGTICGAAGGATGGT  AILR G329 crlVAre APIMZNT
o HeCao AL TTCCHCGICCTIMGE ARG ks AP32AT
9 HeCa9APAFLY TTIGCACACGGTTGGATC At G criNAtrs APAFLNT.
o HeCas9 APRER1 TGOS o s A0S
ey APoBECENT
ey APOBECIANT
Cua HeCsoAPOCLL TCOMGGCACTGGAGALGTC  AILR Cas9 riNATrz APOCLNT
Gt HeCa9APOCLL AR Gas9 critAtrs APOCINT
9 HeCas9APOCLL GAACCATIGCCACCCGTCTC AR Cas9 riNATre APOCANT
s HeCas9 APl LA Gas9 crittrs APOL2N
9 HeCa9APOPTLL TGTAMAGTGAACAGGTCGA  AILA G329 crlAre APOPTLNT
9 HeCa AL GANTTGACAAGTTCCGA  AILR Casd riNAtrs APP-NT
9 HeC9AR CTGGGACGCAACCTT VLR Co29 criNAtrs ARNT
9 HeCasoARELLY GGACTATTTATGACTACGTG  AItA Cas9 crtAtr ARELLNT
9 eGSR AGGACAAGATICGACCCCTC  AILR C329 crlNAre ARFENT
9 eGSR CCCCAACTICAGTTIGTAC  AILR Cas9 crlNAre ARFS-NT
ey ARHGAP2ZNT
s ARHGAP23.NT
s ARHGAP2ANT
ey ARHGAPIGNT
s ARHGAPS
s ARHGEFSINT
9 HeCa9ARDIEL TGCCANTIGGATACCGCTGT  AILR G329 crlVAre ARIDIBNT
9 HeCaoARKRL (GITCICGTCAAGGACGGCGT  AILR Cas9 riNAre ARIHZ-NT
Cu9 HeCsSARLL TGGOACTAACTC LR as9 criAtrs ARLLNT
Gt HeCoARISL TGGTCGACACGACGTTATCS  AILA Casd critAts ARLISNT
o HeCsoARIE] TGCCACGATGTCAGTAAGAT  AILA Cas9 rthAtr ARLIGNT
9 HeCs9 AN GAG LA Cs9 criAtrs ARLZNT
9 HeCaSANSL TGCCACTATTATCTAGCCCA.  AILR G329 crlNAre ARLENT
ey ARLEPSNT
ey AMCIONT
9 HeCa9ARMOLL ACTACTGAGTAGECCTGACC  AILR G329 crlVAre ARMCINT
9 HeCa9ARMCEL (CACACGGATGCGTCATCGA  AILR G329 crlVAre ARMCENT
Gt HeCaSARMON TIGAACTIGCCTCICCGGAC AR Cas9 riNATre ARMCKLNT
ey ARTLZNT
Cu9 HeCsoARLL AGTACAATTTGEACCACCGG  AILA Cas9 riNATre ARRA-NT
9 HeCa9 AP CTAAGGATICCACGG LR s At ASAPENT
9 HeCasoasErl TOATACGGEGTATCGO ARG A, ST
o HeCasascca ATGGCTTTACCTCG! LR s critAre ASCCINT
a9 HeCasoASSD emmn:unmmlmm AR e crits ASCLSNT
9 HeCa9ASICSL LA Cas9 oA ASICSNT
o HeCasoASLL TR tvRCa et AT

ey AspHO2AT
9 HeCaSATES TGGGATGGCTCGTAGALTAT  AILR C329 crlNAre ATFST
9 HeCaSATGADL CGGCTTTTAACCACCCAALE  AILR Cas9 riNAre ATGADNT
ey TP100-NT
9 HeCasoATRIBA) (GACGGTGGTGCCCMATCGS  AILA Casd critAte ATPIBANT
o HeCsoATRALL e
9 HeCasoATPSEL TIGCACAGATCTGGGAGTAT  AILA Cas9 crthA:ts ATPSENT
9 HeCa9ATPSIZ1 (GCCAAGCTGGATCTIGATGE  AlLA Casd critAtre ATPSIZNT
9 HeCao ARSI TACTACACCACGGTIGAGE  AILR G329 crlVAre ATPSLONT
ey PoAP2NT
ey ATPEVORZNT
ey 1 ATPEVIGLNT
ey i e
9 HeCaSATNIL TAATCAGGTIGTCAAACCGE  AILA C3s9 crlWAre ATXNT-

9 HeCa9AVENL (GITCGOCAGEAACGTTGAGT  AlLA Cas9 crtAre AVEN-NT
Gt HeCasoAL TGCGAAGCCCATAACGCCAR  AILR Cas9 rNATrs AXLNT
ey B6NTLNT
ey BIGANTLNT
9 HeCasoBANDLL ACCANTGGGCGCTTACGAAG  AILR Cas9 riNATrs SAHDLNT
0 HeC9BALL COMCTCTGASTOTAGEST - ALACa A AKLAT
9 HeCaSBANFLL CARMAGEAC VLR Co29 riNAtr: BANFLNT
Cua HeCasoATR2L CorTEGOEACAEAGRT i o s e
o9 HeCas9.880) VLR Co29 criAtr: BBOXLNT
o eCaoges2 (GCCACCANTAATCGCARGAG  AILR C329 rlNAre S8S2NT
9 HeCa9 RO P AR Cas9 crRtAte BCARLT
9 HeCssCORL (CTGCGGAACCCCACTITCCA  AILR Cas9 crlVAre BCCIPNT
Cua HecsomcHEl TACCGCCCAMGGAGCATTAR  AILR Cas9 riNATrs SCHENT

GHTHTITIGGGATGCCCCCAN
6T GGAGCGCGTGACRCRE
CORTCCACCTGCACCCTGA

sreTaETOAMOASS

AGHAMGTAGGCATAGTAR
T CAGAGEAC
e

/G CTGRACTGGGGEATCC
TTCCTAGCTTCATAMAGAG

PS modied
PS modied

Ps modied

acacteticectacacgacgeetecgatctCACCTICASTAACCTTTTTCATCT
ARG taCaCgaCECCNCCEACAMAGTGCCCTGAAGTG
acactetcectacacgacgectccgEIGCTCAGAATCIGTTCTATGEC

O CCETATTACTCST
cacttcetacacgacgicHccgatctACAGCAGATGTTTAACAGACTT
ot CTCACCARGACAS
acactetcectacacgacgeeHccaaCIAGAGSCTGACAGMRTARTAAC
ACACHICEEtacaCgaCECCHCCgatCIGCCGAGTAATGTACGTC
acactetcectacacgacgectccgater cAG

AcaCEHICEEtacacgaCECatccgatct CACCAA cr
acactetcectacacgacgeetccaatcICAGTGACTGGCCAACATITA

Nas,
mn:u:n:uaz:!ﬂ:mzz:mvmmﬂuswm(nc
st crctecga et TETACTACGTGTTCACCGAG

oo ——"s
EactgEaRtcagaCRtEECCtcgACICTGCTTCACAMACTIGEA

acactetcectacacgacgeeHccaatcICGGCAGGAGAGTAAGAT
acactetcectacacgacgeetecgACIAGTGECTCTICCTICTGAG

SOt
Bl aCccgaATAGGCATIGTAGTCCTGGAAG

it CTTACATCTTCACETSS
esctrtccetacacgacgtctccgatc TIAGATIACTCTIGICTCTGETS
R e CCCCATICASTIGTICTCAS
acactetcectacacgacgectccgater 5
acactetcectacacgacgeetecaatcTAGAGTATGCARTCTGGGCA
acactetcectacacgacgecHecaACIACAGAGGGAMTGACATIGE

acactetcectacacgacgeetcegatctCAGCATITACCAGATIGEACT

EactgsagtcagacgtgECiecegatct TIGGTGAGTAGGTGATGGA
S SCAASCEATISTGATATGTAT

EsctagagcagaEEEEHECgatACCCATICCAGCTTTGTS,
BB EARCagaCEIgECtCgaICIGTAGCCCCARATACCAATGA
EgsctagagcagacatEIgcHCcgatcICTCCAGCTATGTTGAAGA
EescatcagaGgtgcicic

EgaciagagcagacatEIEEHEcgatcGCTGGCCATCATTATTACTGTG

i AT SACET
S————_

cscteteccaca IAACTGCAGTAGGTAGGA
A ATCTTCCCHACCCAC
acactetcectacacgacgetctccgate e arccar

N —————— NN

acactetcectacacgaCgCEHECEACTGGAGTCG e
acactetcectacacgacgectccaaCIGAGGTGCATGSTAGTTGS
Ea— o TGTGGA
acactticectacacgacgCatccgatccC] rrTTTCTTGTC

S ————— crectes
acactetcectacacgacgeetecaatcIGCCACTGGARTTAGACAAGE
acactetcectacacgacgecticegat cccoacen

crticectacacgacgatccs
acactetcectacacgacgeetecgateTCCTGAGTITACATACGTCATCTIT
acacteticectacacgacgeetecgatcIGTCACTGATICICTCTICTCT

RSB CaEaCRIENEICHCCERICICCLCTTARACCACTGAAGA
spemEseTIeTeT
Eresctgpagcapacatgcic
:w:wmza:az:wu:mz::amvmvuumﬂmnﬂsm
IACCAATETC

taactggagtcagacgtgtECctccgatctCOTACTTCAGTIARCCTARCTCAT
EgsctagagCaRaEEEEHECgatcTAGGTGAGAMACCTGGARATGA

acactetcectacacgacgeetccgatcICTIGAMACAGAGTICTCCCTAMG.
acactetcectacacgacgectccgatcy
acactetcectacacgacgectccaaCAGATGTGSTATITAGCAAGAGTCA
AcaCEICEEtacacgaCEetccgatcTCCAGGTCACAGTICTTGT
acactetcectacacgacgetctccgate 6
[ ———— e

[ ——————— AGTA
acactetcectacacgacgeeteeaatcIGGGACTGTAGITARTCCTAAC

EgactagagcagacaIEIEEHEcgatcIGCTTAACTTCARGGAAACACTCA
BsctssagcapacgtEtEctccgatcCAS

S CATGOATMCAGATCTTCE
st crcttegatct TGGTCTITGCTGAGCCTC

it ATTATICG AT
csctrtcceacacgacgtctccgatciCTGACAGTITACE
e GETTIGTTOTATIETTEE

acactetcectacacgacgeetecgaATICCTGTGCCCCTTIC
acactetcectacacgacgeetecaatATEARGTCCACRCACTGCTC
acactetcectacacgacgeeteCgaETGCTGETGT:

acactetcectacacgacgeetcegEICTCCTIGC

g3 HcagacEIERECCH gt

et TGLTETATIAKGTGA
g3 cagaCRIBTECCHCCEatCI GG crcr

EgacagagcagacatEIglcHCcgatcICAGGTICTTGGTCTIGCTAAG
T ——Y o

ARG EEACHCCEAItAGCCTTGTCCTCCAGTGT

B EaECaRaCRIBTECCCEANCICEAC o

s cagacgtElEICHCCERteCTTTCCTCCT
ciggagHcagacEEIgEctccaatctGATTACCTGCAGTTGGTAGAA

Eescgttcagac ecgatctSTITGCCCA

RS CaEaCEIEICHCCERICCT) TAGACATGCA

Bsctsgagcagac CcgatcIAGCTGAGTCATCCTCGTC

BtcagacgtgtacietegatctACGTGTAGTCAGCTTCCTC

escagresgaggccice: TAARCACTTCATGE
EgactagagcagacatgigcHccgatcCTCTAGGCCATACTGGAGAT
e

D rcAchAC

et TGOS

acactetcectacacgacgectecaaCIGGCAGCCCACARTAAAGAC

BB EAECagaCRIBHECHCCgatCICACAMGACCATGACTCCTC

acactetcectacacgacgeeHecaatctCAMACATGTCTGCAGAGTACAC

ACACICHICEEtacaCgaCECeHcCEatctCGTTGCCTGAAACATGAA
acactetcectacacgaCgeeHeCaAICIGGGCAGTSGAMARTCCARG
acactetcectacacgacgeetecaatcIGCCCATAGSTAAGTGTTGA
acactetcectacacgacgeetccgatciCTIGGCTAATCICTTGGTCTCT
acacteticectacacgacgeetecaatCTGAACACGG: e
acacteticectacacgacgeetecaatcTCGCCATIATCCGAGASAS
acactetcectacacgacgeetecgatctCARATCTACCTITARGTCAGECA
EE— 1
acacteticectacacgacgeeHecaaCTAGATCTGCCATGTCACAAGT
acactetcectacacgacgtctces smescrcTectes

cictcectacacgacet
e e CTACCAGTCTGAGCACTACT

tEactgEaRtcagacgE ECCtcgUCICTTACCTGCACCAAGTIGTAAAT
ctggagtcagacgiatgectccaatctCCTTGTCICCTGCACAAT
EgsctagagcaRaaIEIgIcHECgaICTTGITACCCAGAS
CeEatGTGRAMCTCTGTCATGTGT

BtcagacgtgtactetegatctCCGTITCAGTACCASTGAG
BB CaEaCEEEICHECERtTGCTGTGACTTACTIGAAG

acactetcectacacgacgeetecaatAGTICTAGTGCTGACAGATGT
acactetcectacacgacgectccgatcIGTICTGATARTCCCTCCGTGA

i
H
H
i
£
a4
g
H

ATACCGTCCAMAGAGATCACTT
acacteticectacacgacgectccgatcTGTATAGACACATCTIGATAGGCAT
acactetcectacacgacgectecgatcIGCTACTATGGSCTGSTC
acactetcectacacgacgeetecaACCTAAGTTCAACSTICTGTC

S s aCACTCOAGCTACTEACAST
B CrctcgatctGGTTGTCCAGACTTCATCC

AR g ATAGECTGEATTGETTICTE



AvDHOL
Ly
wico2

RG22

Hecasoc02t GTCAACTATGTGEGGTACAR  AILA Cas9 crlAte BCOZNT
HeCasoBECNLY GCCACGITTGAGATC  AILR C329 crlNAre SECNENT
HeCas9.8ENDT.L ANTGGCCTGCAACGTTGAC  AILR Ca29 riNArs SENDT-NT
o1t (GTGTGCCTAGAGGAARTCGT  AILR C329 crlNAre SEXLNT
HeCas0ENS 1 ATGTTATCGACARGLCTATT  AILR C329 crlNALre BEXSNT
HeCas9.80DL11 ACCCCGGGG VLR Co29 rRiNALr: BICDLLNT
HeCas0800L21 CAACGAGGCAGCCGACACGT  AILR Cas9 riNArs BICDL2NT
H 1 BLoCISLNT
LOCIS6 T
HeCas0.BLVRAL ACACGAGCCAATCAGGTIC  AILR G329 crtAre BLVRANT
HeCas0.BMEL AGAGAGCAAGCTCCCGGGTT  AILA Casd crthAts BMF-NT
HeCas0 8PS CTICCTCAACGACGGGACA  AILR C329 criNAre SMPENT
HeCaso.BMT21 TGGTGMGAGCGTCCALCGS  AILA G329 crlVAre BMT2NT
i Cas COTCOACGAMGMCCEACTA.  AILR G329 rtNAre SMXN
HeCas0.BNIPLL (GGTGTICCOATGGGACCAC  AILR Cas9 crlVAre BNIPLNT
o A AR Cas9 critts BOLLN
Hecas0.80PLL GTACGATGACTTCC AR Cas9 critAts BOPLNT
HeCas0.BRARL CTGTACT VLR Co29 criAtr: BRAF-NT
HeCas0.8R08.1 CCGGAGGTTACCCACTGGA  AILR C3s9 rlNALre SRS
HeCas0.8R0T TICTCCCTTGAACGTGRTAC  AltA Cas9 critAre BRDT-N
HeCaso.RL1 CAACCAAGAGGAMCGGLG  AILR C329 crfNAre BRICLNT
HeCaso.asPRYL CAGGACGTCCGLCACATACT  AILR Ca59 ri A
HeCaso 878031 TCAACGCCAGATCITGICGT  AILA Cas9 crtWAre BTEDLNT
HeCas0.8TFaLAL (GICATCAGETG  AILA Cas9 crtWAre BTFILANT
HeCas0 BTNIALL GAGGGAACTTCIGATGGTAC  AILA C3:9 crtWAre BTNSALNT
HeCas0.BTNIAZL CACGTCGAAGTGA AR Casd criNAtrs BTN3AZNT
HeCas0.8UDRLL GTAGTCTACCACCATGECAC  AILR G329 crlVAre BUD23-
HeCaso.BzWLL TGAAACCGGTACTGATT At Cas9 crNA:trs EZWLNT
Cuortiiing
CatartsT-NT
CltartooNT
Crtarts7-nT
Lorf7aNT
and
77T
CusatizaT
CisortsaT
Corts
HeCas0.Chfort2 1 Clsortez T
i
CurartioznT
TorfseNT
ertos T
HoCass Cl90r112.1 CusartizT
Cusortzz T
Cusart
Cusortzant
HeCas0.C101 AACCCAAGGAGTTARTCCTA  AILR G329 crlVAre CLDNT
2 Clorzr
Clori6 T
o
Clorm2enT
ort27NT
HeCaso.Clorte11 TCTATCTCCACACGGAGGA  AILA G329 crfAre ClorENT
Clorsant
clamrant
Cport173NT
Cport203NT
HeCas0.Ca021 CGACGCACACTGEATIATG  AILR C329 crlNAre C2COZNT
QorsNT
QoreNT
QoroNT
Corant
ATADIANT
TADICNT
HeCas9.AICEL TAATCGGCAGTIGICIACAL  AILR Cas9 riNATrs ALCE-T
2T
oAci
HeCas0.AAGABL CAGCTGGTGACTAACGCACA  AILR Cas9 riNATrs AAGAB-T
Aeca12T
HeCas0.ABCHO1 GCACAARTIGICGTCCTGAL  AILR Cas9 rlNAre ABCADT
HeCas0 ABCRILE CGCATGACCTCGACCATCTG  AItA Casd critAts ABCEILT
HeCas0.ABCES.1 ACCCTCGTGTGECTCITCGT  AILR Cas9 rlNAre ABCBST
heccior
HeCas9.08C011 (GGCGGGCCACATACACLGAC  AILR Cas9 riNATrs ABCOLT
HeCas9.ABCD31 o LA as9 critAts ABCD3T
HeCas9.A8C041 CIGGTAAGTGTAGTAGACGA  AILR C3s9 riNArs ABCDAT
o9 ACG21 CAACGCCATCC AL Cas9 criAtr ABCGT
HeCas0.A8CGA1 GAGCACGH LR Gas9 At ABCGAT
HeCas0.08CG5.1 (CATGTGGCAGACCGACTGAT  AILA G329 crlWA-re ABCGS-
HeCas0ABHDILL TGCAMAMGAS € AR Cs9 AT ABHOLLT
ABH01ST
HeCas0 ABHDS.1 CGAGTAGTS LA Cas9 critAts ABHOS.T
HeCas0 ABHDE1 GATTGICAGTTGAGTACTGE  AILA Cas9 critAre ABH
HeCas0.B31 \ceAGHT AR s crits ABT
e Cosg ALY AGGGACGTGTGTATCACTAC  AILR G329 crlNAre ABLLT
HeCas0.ABLIM2.L ICGACACGCCGGATGCCAGA  AILA Cas9 riNArs ABLIVZT
AeRANASLT
HeCas0ACATLL TCAAGCTTTACCCCACC AR s crRAte ACATLT
HeCas0ACATIL (GCCGCCGAGACGATGACCAC  AILA G329 crtAre ACATZT
HeCas0ACCSLY (GGATAGGTCGCGGTIGACAR  AILA Casd rtAts ACCSLT
HeCas0 ACER2L LA s crftAre ACERLT
HeCas0 KRR TIGCACGTGAGCTCGECCAT  AILA Cas9 crlWAre ACKRLT
AcorsaT
HeCas0.AC0T21 CHCCETCCKEGCTOTCEAR - ARG A, ACOT2
HeCas0.ACP2L CCORTACGT AL Cas9 critAtrs ACPLT
HeCas0.ACPS1 TTOSaTAGEICEINES,  tvRca et AEPST
HeCasoACR1 ATGAGCs LR Co29 et ACRT
HeCas0 ACREP1 AMGAAGCGTTCGTATICGGT  AILA Cas9 crlWAre ACREP-T
HeCas0ACSIS 1 (GGCTIGITACACGTACTCTA  AILA Casd ritAts ACSIS-T
HeCasoACSMAL GG € AR Casd riNATr: ACSMIAT
HeCas0.ACss21 CICTTGTOMCGGATT A ACa e x
HeCas0ACTAZL GACGTCCCACARTGGAT At Cas9 riNAtrs ACTAZT
HeCas9.ACTNLL CTOTTTaATCACRACA,  AlRom ek ACTHLY
TR acrRrLT
v
Acv2AT
HeCas9AC1 CACCTCATATGGGTCGTCCG  AILR Cas9 crlNAre ACY3T
ADAMDT
AoAMZT
HeCas0.ADAM?.1 (GCCAGTATCAGTACGTGTAR  AILR C329 rRNALre ADAM-T
AoAMTSI2T
HeCas0.A0C21 (GACGLTAAGCACGATGETGT  AILR (329 crlNAre ADCY2T
ADGRERT
HoCasd ADGRF11 AoGRFLT
HoCaso ADGRG1 1 GG
HoCaso ADGRLL 1 AoGRLT
AoGRLT
oGR3T
HeCas0.ADILL (CTACGAGGAGEATITGEACT  AILA C3s9 crlWAre ADILT
HeCas0.ADIRE.L CTTGCAGGACCTGAAGCAAC  AILR C329 riNAre ADIRF-T
HeCas0ADNPL CCIGATAGLCTATACGTTCA  AILR C329 criNArs ADNP-T
HeCas0.ADPGKL AGCCCAAGGGAAGTCACCGC  AILR Cas9 riNArs ADPGK-T
AoRRCT
HeCas9.ADRET CAACGTGTICGTGACTICGE  AILR Casd criNATrs ADREST
HeCaso AEBPLL GAACTCCTCGATCICGTCGT  AILA Cas9 crtWAre AEBPLT
HeCas0AFAPLL ATAAGAGCTGCTCATCGEAT  AILR G329 crilNAre AFAPLT
HeCaso AFGIL2.1 a2t
HeCas0.AGAPLL TGGTGCACCGCTATCIGACG  AILR Cas9 riNATre AGAP3-T
HeCas0.AGAPS.L TGGANTATIGIGCTTGACTC  AILR Cas9 riNATrs AGAPET
HeCas0 AGAS TGGTGGTGCIGEAGATACCG  AILA Cas9 riNATrs AGAPS-T
HeCas0.AGRLS 1 LA s critts AGELS:
HeCas9AGO11 GATCGACGTGTACCACTACG  AILR G329 crlVAre AGOLT
HeCas9.G031 GTAGCACCACATCAACGGCA  AILA G329 crlVAre AGO3-T
o AGPATLT
HeCas0.AGPS GTACCAATGAGTGARAGCG  AILR Cas9 riNATrs AGPS-T
HTFL L AHCTELT
H n1 oL
HeCas0.AHSG.1 (GGCCCCGCTGAACGACACCA  AILA Cas9 ritAe AHSGT
HeCaso P TGCGGARATGAGATCCITAT  AILR Cas9 riNATrs AHSP-T
HeCaso ADAL AR Cas9 oAt ADAT
HeCaso.KLL TCCIGATIGATGGCTACCCS  AILR Cas9 crlVAre AKLT
21 Gaci AR Cas9 crRAre AT
HeCas0 ARAINLL ATICIGCACAATCIGITIGE  AILR Cas9 riNAre AKANLT
AcAPIOT
HeCas0 AKAPEL ACGLCANTGGCAACTACACT  AILR G329 crilNAre AKAPST
HeCas0 AKIRINLL AAGAATATAGTCTIATCAG  AILA G329 crtAre AKIRNLT
AcRELOT
HoCast ALDHIAL 1 ALDHIALT
HeCas9.ALOORL ACGGAGCTGACTICLCAAG  AILR Cas9 riNATrz ALDOAT
HeCaso L1 TCGTTTATAMCCACTACGAG  AILR G329 crlNAre ALGIST
HeCasoALG1 TICCATGGACGITACGECCE  AILR G329 crlNAre ALGAT
HeCaso.ALILY GIGGACTCACTCICIGTC AR Casd critAts ALGILT
Hecass ALGAL )
HeCas0ALKALLL TGTCCCCCACGGAGLCCAC  AILR C3s9 crtVAre ALKALLT
HeCaso ALKBHLL ACGGAGACCCCGAGTITAC  AILA Casd crithAtrs ALKBHLT
AT
g
HeCas0.ALONSL (GATICATACGACGTGACTG  AILR C329 crlNAre ALOXST
HeCas0ALPKLL COTCGAGCCOATACAGGAC  AILA Cas9 rithAts ALPKLT
HeCasoALPK21 GATAACCCTAACCTACACCG  AILR Ca29 riNAre ALPKC:
o nis2 ACATGGTGTCGCGTACATG  AILA Casd crtAts ALS2
HeCas0 AMDHDLY (GAGTGGATATGGCCTCGACC  AILR C329 riNAre AMDHDLT
HeCas0.AMELYL % LA s crittrs AVELYT
HeCaso AMIGO2.1 iGo2T
HeCas0.AMZ2L MTCTTTACCOMGAGACTCS  AILR Cas9 criNAre AMZLT
HeCas0 ANAPCIL1 GATTAGTGLTGGAACGGCS  AILA C3:9 crlAre ANAPCIAT
ANGPTLA
ANGPTLET
HeCas0 ANKEFLL CCATICGGTCTIGEACATC  AItA Casd critAtrs ANKEFT
HeCas0.ANKEL GGTATICICACGGGATCCCS  AILA G329 crlVAre ANKIBLT
ANKRD13DT
KR027-1
ANKRO35-T
ANKROAS-T
ANKROAS-T
ANKROSOT
1 ANKRDS2T
FCOMMIDELL  AGHGATGCATACGATE | ALR G A ANKIDE
o F11 GCTATACGGTTCG AR s critAtrs ANKZS
HeCas0.ANOSL CCGTTTEAGATCAT Al RCa At ANOST
HeCas0ANTHRLY ‘GGGGGCCAACGTITACACCE  AILA Casd rthAts ATIRLT
ANGAZRT
HeCas0APISLL AGAGATIGTGCATCGTIACG  AILA C3s9 crilAre APLS3-T
HeCas0AP3ELL T ARG N AP3ELT
HeCas0APIMLL ACAACCGTICGAAGGATGGT  AILR G329 crilVAre APIM2-T
i Cas9 A3 TTTCCATCTAGTCCTCAAGE  AILA Cas9 crlWAre AP3S2T
HeCas0APAFLL o € AR CasO criNATr: APAFL
HecCaso.APBR2L TIGGGACAACGTIGICCAGE  AILR C329 rilNALre APBEZT
poBEc2T
APOBECIAT
HeCas0.APOCLL TCOMGGCACTGGAGALGTC  AILA Cas9 riNATrs APOCLT
HeCas0.APOCLL GGAGTACCCS AR Cas9 riNATrs APOC3-T
HeCaso.APOL GAACCATIGCCACCCGTCTC  AILR Cas9 riNATrs APOCAT
HeCas0.apOL21 VLR Co29 criAtr: APOLLT
HeCas0 APOPTLL TGTAMAGTGAACAGGTCGA  AILA G329 critAre APOPTLT
HecCas0.PP.1 CGGAKTTGACAGT AR s crite APPT
HeCasoaR CTGGGACGCAACCTT LR Co29 criVAtr: ART
HeCas0.ARELLY CCATATINGACTCETS - ALACad A, ATELLT
HeCas0.ARF31 AGGACAAGATICGACCCY 1R Cas9 criNAtr ARFS:
HeCas0.ARES1 prmsvalionsssiigi e piidpeie]
ARHGAP22T

(COAGLCATGACTGACAATAC

TTTCICGAGGR
(A AGGACGECCCROCCAC
G CAGTCACTGATGTCCCTT
T CALLECCGALGR
i

ACACTGCTCCACCAGEAGE

PS modifed

Ps modied

acacteticectacacgacgecHccgAAMTAACTCTAGGGTTTGGTTTCA

AcaCIHiCECtacacgaCECetccgatc TGCARCCCTCTCGATGG

S CTTATT TSI

EgscagagcagaEEEEHECgatcTCCOAGCTGGAGGAGS

acactetcectacacgacgeetccgatctCCTACAGTGTTTICAGACTCCA

acactetcectacacgacgetcticcgatciCTIGTTTICTIC
e GTOTAGTESGASTEAT

ggscigagcagacatEIgctccgatcCTGGCTTTCCATGARTTATGA
RSB CaEaCREEICHCCERICAGGATGATGTGTTCCAACC

atcagace
S e—————T
et pae e OTAGCENTHCLTCA

ACACHICEEtacacgaCECCHcCEaICIAACTGGTCCAGCTCATCC
acactetcectacacgacgectccgate \GACATCGTAG
acactetcectacacgacgeetcegatcICTCTICCATAGTGGTIGGAGT

EAEEAECaCETgECItCEaIC TAGGATCAGATGLCGACAT
EactEEagCagEtgECtcgaICHTCA
EgsctagagcagacagEctccgatcCTGCTITAGTARTGCACATACCT

acactcticectacacgacgectccaaEIGAGCCGCCGAACCATA
[ —————— s

ACACHICEEtacaCgaCECCHCCEAICAACAGTGTGTCCTCAGE

st s aaCSGTCEGEATTATTC

AT aTCCCTANGTCTANGGECTTAT
M ——————— scTTiccTaca
e e ATACCTCTICAATA
EgscagagCaRaEEEEHECgAtIAGGTTGACTGCAGACACTAR
RS CaEaCEEICHCCERIAGATGLTGCTACTICATATAGGE
EAEEACaCEIgECCEaICIGCTATG
clggagHcagacgEgEetecaatctCGACGGTAATCARGTTTTGCT
A CagaCEIEICHCCERCIGAATATCC
st Bl aCtciccgatGATCGCAGGGCTCATTATT

EactgEaRCagaCREECccEACIGATTAGGAATCCCGGCAC

it ATCCASGAGMTTOGASEA

- caacec
acacteticectacacgacgeetecaaETCAGGSTCCCACATS
acactetcectacacgacgeetccgateTGTGCCTGACTTCCCAC

B TOTCGATACCTETCEGT
ggsctagagtcagacaigtEtctccgatciCCATCTCCCTTGAACAT

E ertwp e g TGAATICTATAGTACE
EAEEARCagaCRIEECHHCgaICLAATCCATAGCARGACGGC
EscagCaRaEEEEHECgATACACAGTGSCGTICT
Eescgpattcagac

P ————CCTOOANT

it TSSO ETGGATATE
[E——— GeAGCAN

acactetcectacacgacgtctces ecrric
acactetcectacacgacgectccgEAAGGTGAATICCTCTTE

[ ——————— ATTIGTICAGCTATCCT
acactetcectacacgacgerctcesa ICAGAAATGGCACAR
acactetcectacacgaCgEeHeCaACIAGGTCGCTGT

[ —————— TCAGGGCCATT
acactetcectacacgacgeeteCgAICASTGGTGTCTCTS
acactticectacacgacgCatccgatcAT cccre
Ea— CCTICASTAACCTTTITCATCT
E—— TGCCGCTGAAGTS

AcaciicEctacacgaCECetccgatcCCe eren
acactetcectacacgacgectccgaETAAGCTICICITGGACCTTGA.
[ ————— GAAAAC

- P—
e e CASTOACTGGCCAACATITA

TGO

[ ——— cacca
gscagagcagac epmeAATTT
taactggagtcagacgtaECctccgatctCATICITCATCCAAGTATCCAACTTA
EgacagagcagacatgigtcHccgatcTCICTICCCTTT) c
EAEEARCagaCEIgECtcgaICICTIGLAGGAGCTTGAACATA
taactggagtcagacatgtECetccgEICTACGCCGCCTICTCC

ErescaagcagacgtEttcces
EgsctagagcagacatgigicHccgaIcTCAGACTCTGAS
atggctctccgatctCTACTACCCSGTCATC
EgsctaagcagacatgigctccgatcCACRTCTCCACTCTTCATGGATT
E agacatgigeictcegatct GACATAGGAGCAGAGCT
-

i e

acactetcectacacgacgeeHccaatcICGGCAGGAGAGTAAGAT
acactetcectacacgacgeetccgACtAGTGECTCTICCTICTGAS

smessEsEOCTe)
cagacgEtgCetccaaTAGGCATIGTAGTCCTGGAAG

acactetcectacacgacgeetecaatcICTGCTACATCITGAACCTGS
acactetcectacacgacgectcegEICTTAGATIACTCTTGTCTCTGCTS

- acaacec CATGATTAGACAGGTA
acactetcectacacgacgeetcegatciCAGCATITACCAGATIGEACT

EactgmagtcagacgtgECiecegatc TIGGTGAAGTAGGTGATG GA
e EaRCagaCEIg Gt CgaICHGCAGAGCCATIGTTGATATTTAT

ggsciagagcagacatEIEEHEcgatcGCTGGCCATCATTATTACTGTG

acactetcectacacgacgectccaatcIGCASGTCAGGACARAGT
acactetcectacacgacgeetecaatciCTTTTAACTGCAGTAGGTAGSA

e — 3
acactetcectacacgacgeteteegatctCTCAGCTGCCTCCTG
acactatccctacacgacgCetcagatcGl r

acactetcectacacgacgetctccgate
acacteticectacacgacgectccaAEIATGSCTITCTGGACTICATC
acactetcectacacgacgerctcesa crecTss

acacteticectacacgacgeetecgatcIGTCACTGATICICTCTICTCT

cigEagH AR ERECHCCEAEICCCCTTAMRCCACTGAGA

gacagagtcagacEgEteHecgatcTAGGTGAGAMACCTGGARATGA

i CTGARACAGAGTTTOLTAARS

e
e et GSGACTSTAGCTANTCETAAC

s CTMTOMOT
P EAMGCTCACTTGATIG,
mnmgmmmmn s

ATAACTGAAGATTTCTCTCC.
Erescgagcagacatgctc nmmcrrmcvm 3
s AACATIGGEATITTCCATGATS
s CCTETTIEIGTAGETS
EgscagagcagaaEIEEHECgateTGTGCGTICICTICT:
ErescgagtcagacgtEtEtcces ccrecrs

BRI CaEaCEEEICHECERITCAGAAAAGGTACACCCCG

<

RS CaEaCEEEICHCCERIAATACCATCTGTCAAAGAGGC
RS CaEaCEEACHCCEatctCAGATGCCACAGTTCTCAT
RS oG EACHECEALTGGACCT

g3 HcagacRIETECCHccEatc T acTTTcTce

meactepgtagaatatEcatccs: GARGATATSGT
BtcagacgtatECiccegte TICAGCAGATGTGARTGCE
S CaEaCEIEEICHECERIICAGAATGGTGATGGGCTG
e — TAGCSCCTCAS

agticagac
gigsctagagcagacatgigictccgatcTACACTGAGGACTTTGGTAMAC.
EscagagcaRaEEEEHECgatcISGTIGGCTCGAMAGTGAC
EigsctagagcagacatgIglcHEcgaICIAGCCTCCACCTATIGTGA
R CaEaCEEACHCCEattTICGTGOGAARACTGTCTC

AcaciicEctacacgaCECetccgatc TTTCCATIGCTACCGAGT
acactetcectacacgacgectccgatcICTGACAGTITACCTICCACC

citicectacacgacgtatcceat
acactetcectacacgacgeetecaaATOARGTCCACRCACTGCTC

B CaEaCEtEACHCCEattCTGTAGGATGGCCACTATCT

agticagacgtactetegatciCGGGCTCACCTATGSTT
PR ———— e
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ARHGAP23T C/GAGCCGOGEATACEITC PS moifind na A
ARHGAP2AT TGAAAATAATAGAGCTGATC PS modified na A
ARHGAP3ET 6T PS modied na A
ARHGAPST GPAPAGITCCAGTCCCCACEL PS modified na A
ARHGEFT N modified na A
HeCas0ARIDIEL TGCCANTIGGATACCGCTGT  AILA (329 crlVAre ARIDIET (GHTHCCOTACCCAGGAGGTTC PS mified na A
HeCas0.ARH21 (GITCICGTCAAGGACGGCGT  AILR Cas9 criNAre ARIH2T AAGTTITGIG b5 modified na A
HeCas0ARLLL CHSGOMCTARCTCTCATT A o e ARLLT G PS modied na A
HeCas0.ARLIS1 AR s it ARLIST A*AACCAGTCTGTGICCAR 95 modified na A
HeCas0.ARIE1 TGCCACGATGTCAGTAAGAT  AILA Cas9 rthAts ARLIGT o e odied na A
HeCas0AR2E AACTACTTTGAGAGEACCGA  AILR C329 rlNAre ARLET CT*GGCGGTCTGLGCTGICC PS modified na A
HeCas0ARS 1 TGCCACTATTATCTAGCCEA.  AILA Cas9 critAre ARLE r G modified na A
LepsT ATGGAGATAAGGAAATAG PS modified na A
awci0T A*AAGTAKTCARAGETCTTT 95 modified na A
HeCas0ARMCIE ACTACTGAGTAGECCTGACC  AILR G329 crlVAre ARMIC3-T TTGTAMATGCATICCATAG PS modified na A
HeCas0 ARMC.1 CACACGGATGTCGTCATCGA  AILR G329 crlVAre ARMICE-T % CCTGCTGS S modifed na A
HeCas0 ARMON.L TIGAACTIGCCTCICCGRAC AR Cas9 riNATrs ARMCKLT A*AGTAAGAGCACCAGGGC PS modified na A
izt TAAAGTGTTGAGAGAGGA PS modified na A
HeCas0.ARRLL AGTACAATTTGCACCACCGG  AILR Cas9 riNATrs ARR3-T C*GGLGGATGGTCIGRGCT. PS modified na A
HeCas0ASAP3L CTAMGGATICCACGGCCTCT  AILR Cas9 crlNAre ASAPLT (COCHTCCACAGGLCATGTGG! PS moified na A
HeCas0 5871 TGATCACGGCGTATCGUMC  AILR Cas9 riNArs ASET-T A"CCACAATGCCAACATCGH 95 modified na A
w9 SCCRL MTGGCTTTACCTCGTCICAC  AILA Cas9 crlWAre ASCCIT TTGCTTGGTGACAT odied na A
G ASCLS1 (GCGAGTCAAGTGCGTCAACG  AILA Casd rthAts ASCLS-T G*CGCCGGGGAGGTGGLCC PS modified na A
HeCas0ASICS1 AGAA AR Cas9 oA ASICST “GAACTGAGCCCAGACCA) PS modified na A
HeCas0ASLL TGCCTACGACCGGCACETTT  AILR Cas9 riNAre ASLT CToGCIGTAGGCTTIGETGE b5 modified na A
pro2T TT*GACGGAGACGTAGGGC PS modified na A
HeCasoATES1 TGGGATGGCTCGTAGALTAT  AILR G329 crlNAre ATFST A6 GEAGCCAGG modifed na A
HeCas0.ATGAD.L LA s critts ATGADT GHCTICATCICGCTGRGERE PS modified na A
ArPio0T GOAPATTTATATGETGTCTTTC b5 modified na A
i GACGGTGGTGCCCMATCGS  AILA Casd crtAts ATPIBAT TCCTCTTCTTICTCCTC PS modifed na A
sy CTCCTTAAGCITCTTGACE! PS mified na A
HeCas0.ATPSEL TIGCACAGATCTGGGAGTAT  AILA Cas9 rtNAts ATPSET (COCATATACCTICICICATIT 95 mified na A
HeCas0.ATPSI2.1 (GCCANGCTGGATCTIGATGE  AILR C3s9 crlVAre ATPSIZT LCTCCGAARATG PS modified na A
HeCas0ATPSL2L TACTACACCACGGTIGAGE  AILR G329 crlVAre ATPSL2T ATAGCTCTAGGGATCTCAC PS modified na A
ArpeAP2T ACTCAGTGTTC PS modied na A
ATpeD ACTGIGITCAACTCTTGIC! PS modified na A
ATPEVIGLT TCACTCCCCATE 95 moified na A
HeCasoATPRESL ey AGGATCACC PS modified na A
HeCas0ATINTL TAATCAGGTIGTCARACCGE  AILR G329 crlNAre ATXNT-T A“TGGTTARGEACTTACCAT 95 modified na A
HeCas0.AVEN.D CGGCAGCAACGTTGAGT  AILR Cas9 criNAtrs AVEN-T TUGHGITCGAGCCC] PS modied na A
HeCasoL TGCGAAGCCCATAACGCCAR  AILR Cas9 riNATre AXLT A*CCIGTGATGGTGGCTGTC PS modified na A
6T ATETICATGCTARAGGGAG PS modified na A
BiGATLT TCPCTGTACGCGAGCACLLC PS modified na A
HeCas0.8AHDLL ACCANTGGGCGCTTACGAAG  AILR Cas9 riNATrs BAHDLT (CCCAGBTCACCTCACAGG PS mified na A
HeCas0BAKLL COMCTCTUASTOTAGEST AL ACa ik LT *A*CGGCAGCTCGLCATCAT PS moified na A
HeCas0 BANFLL LR Cas9 At BANFLT A"GUGCTCCCCACTGRCTICT 95 mified na A
HeCas0.BATF21 CorTEGOEATREAGRT Al o cAices e G*GHTGCCATITCICACCTG 95 modified na A
HeCas0.880X11 CGGAGCATCTGACARACE  AILR C329 riNArs S80XLT GAAPAACCCATCCTITICCCA PS modified na A
HCaso g2, (GCCACCANTAATCGCARGAG  AILR C329 crtNAre 8852 GHCAATIGIGCTGGGAC PS modified na A
HeCas0.BOARRL (GTGAATCACCAGITCCCCC.  AlLA Cas9 rthAts BCARS: GG GEACCTGCTGE modified na A
Hecaso.cP 1 CTGCaGAACCCCA AR Cas9 oA BCCPT A"G*CGGCAACATGGCGTCC, §S modified na A
HeCas0.BCHEL CGCCOMGGAGCATIAR  AILR Casd riNAtre BCHET TChATTGTIOAC odied na A
1 9 800 (GICAACTATGIGCGGTACAR  AILA Cas9 crtAre BCO2T CORTAMGTGTCICAGTC PS modified na A
HeCasoBECNLL [CACCGCCACGTITGAGATC  AILR Cas9 riNAre SECN2T TGAAAGTTATIGATGACGEC PS modified na A
HeCas9.8ENDT.L GAATGGCCTGCAACGTTGAC  AILR Cas9 riNArs SEND?-T COATCAGCTGEAT odied na A
HeCasoExLL (GTGTGCCTAGAGGAARTCGT  AILR C329 crlNAre SEXLT TATACTGCAGGATGGGCTC PS modified na A
Hecas0.0 ATGTTATCGACAAG AR s criAts BEXGT G*GHCICCACCTGECCCGGE PS modified na A
HeCas0.80DL11 cerceceasa CIC AR Casd riNATr: BICDLLT 646 TCCBGCCCCETCRG! odies na A
HeCas0.800L21 CAACGAGGCAGCCGACACGT  AILR Cas9 riNATrs BICDL2T TChCGAGCTGGAGGAGGAC PS modified na A
HeCas08L0CIS1E LocisiT A"GHAGGAGGCGAGAGECT) PS mified na A
Blocis6T TTGICITGRCIGIGTGTTT! pS modified na A
HeCas0.BLVRAL ACACGMGCCAATCAGGTIC  AILA G329 crlAre BLVRAT GACTTGCGGANTCCAG! §S moified na A
HeCas0.BMEL AGAGAGCAAGCTCCCGGGTT  AILA Casd crthAts BMF-T GPAVTGTGTICCAACCAGAGK PS mified na A
HeCas0.BMPE.L CTICCTCAACGACGGGACA  AILR Cas9 riNAre SMPS-T TCCTTACCCAGGT 95 moified na A
HeCaso.BMIT21 TGGTGMGAGCGTCCALCGS  AILR C329 criNAre SMT2-T CTGTTTACCTTCTCG! 7S modified na A
HeCas0.BMX1 « AAGAA AR s critts BMXT A"GHATAAGGGGTAACCCCC, PS modified na A
HeCas0.BNIPLL (GGTGTICCOATGGGACCAC  AILR Cas9 crlVAre BNIPLT TA“GGGCTCANTGACAGTC) PS modified na A
HeCas080LLL \CCOMGTTACCTC AL Cas9 At BOLLT A*CITACCATATGGTGTT! PS modified na A
Hecas0.80PLL GTACGATGACTICCCCCACG  AILA Cas9 crtAre BOPLT G*GACITGTAGATGCGCCTG PS modified na A
HeCas0.BRARL TGTACTACAACGC  AILR Cas9 riNATrs SRAF-T GTeTTCCGCTGT odied na A
HeCas0.8R08.1 CCGGAGGTTACCCACTGGA  AILR C329 rRlNALre SRS CCATCTEGGGAGG odied na A
HeCas0.8R0TL CCCTTGAACGTGGTAC  AILR Cas9 criNArs SROT-T +CCGLAGTITGTGAACTG 95 modified na A
HeCaso.RL1 AGGAAACGGEG  AILR C329 crlNAre BRICLT TeCTITTGGETTCITCS odied na A
HeCaso.asPRYL CAGGACGTCCGCCACATACT  AILR C329 rlNAre BSPRY- TGATGAGAGGCTGEAGTTAL PS mified na A
HeCaso 878031 CGCCAGATCITGICGT  AItA Casd crtAre BTEDLT TT*GAGGCAGCTCICAACTE PS modified na A
HeCas0.8TFaLAL TCAGCTG  AILA Casd critAtre BTFILAT s PS modied na A
HeCas0 BTNIALL GAGGGAACTICIGATGGTAC  AILA C3:9 crtAre BTNIALT T GATCATGAGAG odied na A
HeCas0.BTNIAZL GIGA AR Cas9 rANAz BTNIALT CTPGCACTCCAGATGGATCC PS mified na A
80231 GTAGTCTACCACCATGECAC  AILR Cas9 riNArs BUD23-T T GATCACAACCCAGG odied na A
HeCas0.BWLL AACTGAAACCGGTACTGATT  AILR Ca29 criNAre SZWAT GrCTCCAGARG PS modied na A
croomis CTOTTAAATGTTATICGGO! PS modified na A
67T (C/CHCGCAGETCGGTGRCCTT PS moified na A
o1 A"GHCAGTCCCCCACACCAG PS modified na A
ChtartsrT [CACCTTGAACT! PS modifed na A
Co GPA*AGTGGAGEAGGATGTA PS modified na A
Cuortset o AGGGATGAG PS modied na A
ort71:1 G*GHCATICGRGGGCAGGTA PS moified na A
Cutartizz T G CTGLLATGATG odied na A
A"GGGTTGCATIGCTCACCC PS modified na A
CisortsaT G*GHCCAAGAGGACLTGGG PS modified na A
Clsortse T G*GAGCTTCCCTGATAGCSTC PS modified na A
HeCas0.Chfort2 1 Clsortez TUCHTAAGCTGGGTGACTGTS PS mfied na A
i CT*GGOGACTGCGGETGE! PS modified na A
Crartioz T o G odied na A
CurartseT A*ACTCTGGACACGGCTIAT PS modified na A
CurartonT CORGATCATCTCCA modified na A
HeCas0.Ch00r112.1 CusartizT CTGGGAAGGGTGCCCTG! PS modifed na A
ClsortzaT TTACCTTTGGACCCGGACE PS modified na A
Cusarico T +CTCCCGCGAGGLGGUSE 7S modifed na A
Cusortsat C/CHTGLCTGRGAGCAGCAG: PS moified na A
HeCas0.C101 AACCCAAGGAGTTARTCCTA  AILR G329 crlWAre CID-T A*AAATCITACCAATICCTC PS modifed na A
HeCaso.Clort112.1 ozt TG modifed na A
Clor6T (CAGOAGGGTGGGATGAG PS modified na A
o1 AAGTGLAKTGAGGAGC 7S modified na A
Clormast G*G*GGCCTCTCICCAGCACC PS modified na A
ort7. LGGATGTTTGA PS modifed na A
HeCaso.Clorte11 TCTATCTCCACACGGAGGA  AILA Cas9 rthAtrs Clorf6iT 6*G*GGCGGGTGGGTICIGE PS modified na A
orse. 6t PS modied na A
clamat G*GHCCTGCACAGCTCCGAC PS mified na A
Cporti737 COCATAGTCTICCTGEAGCA PS modified na A
Cport2037 G*GHACTCGETGAGLCTTTGH PS modified na A
HeCas0.Ca021 CGACGEACACTGEATIATG  AILR G329 crlNAre C2CO2T coace PS modied na A
QorisT RCTOACTCGCTGGTICCA ps s na A
QorsT CTARG 7S modifed na A
QoroT GHCGEACCCACCATGGCCTC PS mified na A
Qorat GHCTIGICACCACTTIGGCA PS modified na A
ATn03AT G*GHACGGCTICCCCAGLCG PS modified na A
ATAD3CT TGACICCAACTGEAGCGTCT 95 moified na A
PS modied na A
Nt GOAPATTTGGCTACAGCAAC PS mified na A
Nt TTCOICTIGTGETCTIGEC PS modified na A
PS modied na A
GAPDHA2365.8 TACAGIAACAGGGTGGTG PS modified na A
odied na A
PS modied na A
(COAGGGTGGTGGACCTCATI PS modified na A
Nt TCTCCTCTICCICTIGNGE PS modified na A
PS modied na A
PS modied na A
< modied na Na
PS modied na A
v CACGARTIGETACK P modied na A
T TTCeTTGTG < modied na A
T T TCRTAAAACIES Pt na A
v TTGaCTACK G 95 modifed na A
GAPDHA2365.8 CATGGCCCACATGGCCTCCA  AILR Cas9 riNArs GAPDH 4236.5-8 T TTCOICTIGTGETCTIGETC PS modified na A
T A*GACAACAGGGTGRTGGAC PS modified na A
T A*A*CAGGGTGGTGGACCTC. PS modified na A
T GTCTTeCTCTTGT odied na A
T (COAGGGTGGTGGACCTCATI PS modified na A
T (COAGGGTGGTGGACCTCATI PS modified na A
v (COAGGGTGGTGGACCTCATI PS modified na A
v (COAGGGTGGTGGACCTCATI PS modified na A
™ (COAGGGTGGTGGACCTCATI PS modified na A

T ot odied

T HpaT1 PS modied

T HPAT 510p PAM 0wt Top 7S modifed

T HpaT1 < modied

T HPATI 510p PAM-out 8Top 7S modifed

T PS modied

T HPATI 510p PAM-out CTop s mdifed

T HpRT1 PS modied

T HPATI 510p PANL0ut D Top. PS mdifed

T HpRTL < modied
sanrsa AAGTTTTAARATCACTCCT  AILA Cas9 crtAtre SAAL S8 TGTIGGGARAGAGAARACAL Unmodifed na A
sansa TGTIGGGARAGAGAARACAC Unmodifed na A
sansa TGTIGGGARAGAGRMAACAC Unmorif na A
sanss TGTIGGGARAGAGAARACAC Unmodifed na A
sanrss TGTIGGGARAGAGAARACAC Unmodifed na A
sansa TGTIGGGARAGAGRAAACAC Unmorif na A
sansa TGTIGGGAMAGAGAARACAC Unmodifed na A
sansa TGTIGGGARAGAGAARACAC Unmodifed na A
sanss TGTIGGGAMAGAGRMACAC nmorif na A
sansa TGTIGGGARAGAGAARACAC Unmodifed na A
sansa AGTTTTAMARATCACTCCT  AILR G329 crtNAre SAALSB-1A TGTIGGGAMAGAGAARACAC Unmodifed na A
sansa AAGTTTTAMARATCACTCCT  AILR G329 crtNAre SAALSB-IC TGTTGGGARAGAGARARCAC Unmosif na A
sanss AAGTTTTAMMATCACTCCT  AILR G329 crtVAre SAALSB-1G TGTIGGGARAGAGAMACAC Unmodified na A
sanrsa AGTTTTAMARATCACTCCT  AILR G329 critNAre SAAL88.2A TGTIGGGARAGAGAARACAC Unmodifed na A
sansa AGTTTTAARATCACTCCT  AILR G329 critVAre SPAL 8827 TGTTGGGARGAGARARCAC Unmosif na A
sansa AAGTTTTAMMATCACTCCT  AILR G329 critVAre SAALL88.26 TGTIGGGARAGAGAMACAC Unmodified na A
sansa AAGTTTTAMARATCACTCCT  AILR G329 crtNAre SAAL88.3A TGTIGGGARAGAGAARACAC Unmodifed na A
sanrsa AGTTTTAARATCACTCCT  AILR C3s9 critWAre SAAL 8837 TGTTGGGARAGAGARARCAC Unmosif na A
sansa AAGTTTTAMAATCACTCCT  AILR G329 critVAre SAAL883G TGTIGGGARAGAGAMACAC Unmodified na A
sansa AGTTTTAMATCACTCCT  AILR G329 critVAre SAAL S84 TGTIGGGARAGAGAARACAC Unmodifed na A
sansa AGTTTTAMMATCACTCCT  AILR G329 critNAre SAAL84C TGTTGGGARAGAGARARCAC Unmosif na A
sanss AAGTTTTAMAATCACTCCT  AILR G329 critVAre SAAL 834G TGTIGGGARAGAGAMACAC Unmodified na A
sansa AAGTTTTAMMATCACTCCT  AILR G329 crtNAre SAALSB-5A TGTIGGGAMAGAGAARACAC Unmodifed na A
sansa AGTTTTAARATCACTCCT  AILR G329 critWAre SAAL88-5T TGTTGGGARAGAGARARCAC Unmosif na A
sansa AAGTTTTAMMATCACTCCT  AILR G329 critVAre SAAL8B-5G TGTIGGGARAGAGAMACAC Unmodifed na A
sansa AMGTTTTAARATCACTCCT  AILR G329 critNAre SAAL8B.6C TGTIGGGARAGAGAMAACAC Unmodified na A
sansa AGTTTTAARATCACTCCT  AILR C3s9 critWAre SAAL88-67 TGTTGGGARGAGARARCAC Unmosif na A
sansa AAGTTTTAMMATCACTCCT  AILR G329 critVAre SAAL88.6 TGTIGGGARAGAGAMACAC Unmodified na A
sansa AGTTTTAAATCACTCCT  AILR G329 critNAre SAALSB7A TGTIGGGARAGAGAARACAC Unmodifed na A
sanrsa AGTTTTAMARATCACTCCT  AILR G329 critWAre SAAL 88T TGTTGGGARAGAGARARCAC Unmosif na A
sansa AAGTTTTAMMATCACTCCT  AILR G329 crtVAre SAALSB7G TGTIGGGAMAGAGAARACAC Unmodifed na A
sanrsa AGTTTTAAATCACTCCT  AILR G329 crtNAre SAAL88.8A TGTIGGGARAGAGAARACAC Unmodifed na A
sansa AMGTTTTAAATCACTCCT  AILR G359 crtNAre SAAL8B.8C TGTTGGGARAGAGARARCAC Unmosif na A
sansa AAGTTTTAMAATCACTCCT  AILR C329 critVAre SAAL 888G TGTIGGGARAGAGAMACAC Unmodified na A
sansa AAGTTTTAMAATCACTCCT  AILR G329 crtNAre SAAL88.SC TGTIGGGARAGAGAMACAC Unmodified na A
sanrsa AMGTTTTAARATCACTCCT  AILR G329 critWAre SAAL 889 TGTTGGGARAGAGARARCAC Unmosif na A
sanss AAGTTTTAMMATCACTCCT  AILR G329 critNAre SAALL88.9G TGTIGGGARAGAGAMACAC Unmodifed na A
sanrss AGTTTTAMMAATCACTCCT  AlLA Casd rtre SARL 88-10C TGTIGGGARAGAGAMACAC Unmodified na A
sansa AGTTTTAMMMATCACTCCT  AlLA Casd rtArz SARL-88-107 TGTTGGGARAGAGARARCAC Unmosif na A
sansa AGTTTTAMMAATCACTCCT  AlLR Cas9 xRz SAAL88-10G TGTIGGGARAGAGAMACAC Unmodified na A
sanss AGTTTTAMMAATCACTCCT  AlLA Casd rAtre SARL88-11C TGTIGGGARAGAGAMACAC Unmodified na A
sansa AGTTTTAMMAATCACTCCT  AILA Casd rAre SARL 88111 TGTTGGGARGAGARARCAC Unmosif na A
sanrsa AAGTTTTAMMAATCACTCCT  AILR Cas9 crRNA 7z SAAL 881G TGTIGGGARAGAGAMACAC Unmodifed na A
sansa AGTTTTAMMATCACTCCT  AILA Casd crtAre SARL 88-12C TGTIGGGARAGAGAMAACAC Unmodifed na A
sansa AGTTTTAMMATCACTCCT  AILA Casd rAtre SARL 88-121 TGTTGGGARGAGARARCAC Unmosif na A
as8 AGTTTTAARATCACTCCT  AILR G329 critVAre SPAL 88126 TGTTGGGARAGAGAMACAC Unmodifed na A
STAT3 105 (CTIGGATIGAGAGTCAAGAT  AItA Cas9 crtAtre STAT3-105-ctrl GGAGCTGCGGCAGTITCTGG Unmodified na A
STAT3105 GGAGCIGCGGCAGTTTCTGS Unmorif na A
STAT3 105 GGAGCTGCGACAGTITCTGG Unmodified na A
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sTaT3 105 GGAGCTGEGRCAGTITCTGG Unmodified
STAT3-105 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3-105 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3 105 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3 105 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3-105 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3-105 GGAGCIGCGGCAGTITCTGS Unmorif
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3-105-14 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA G329 crtAre STAT3-105-1C GGAGCTGCGGCAGTITCTGG Unmodified
STAT3-105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3 10516 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3-105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 critAre STAT3-105-2C GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA G329 ritAre STAT3-105-21 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR (329 crlVAre STAT3-105-26 GGAGCIGCGGCAGTTTCTGS Unmorif
STaT3 105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3-105-34 GGAGCTGEGACAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtAre STAT3-105-3C GGAGCTGEGGCAGTITCTGG Unmodified
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA G329 crtWAre STAT3-105-31 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtWAre STAT3-105-4C GGAGCTGEGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtWAre STAT3-105-4T GGAGCTGEGGCAGTITCTGG Unmodified
STAT3-105 CTTGGATIGAGAGTCAAGAT  AILR (329 crilVAre STAT3-105-46 GGAGCIGCGGCAGTTTCTGS Unmorif
STaT3 105 (CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtAre STAT3-105.5C GGAGCTGEGGCAGTITCTGG Unmodified
STT3105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtWAre STAT3-105-5T GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3 10556 GGAGCIGCGGCAGTITCTGS Unmorif
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR (329 crlVAre STAT3-105-64 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA G329 crtWAre STAT3-105-61 GGAGCTGEGACAGTTTCTGG Unmodified
STAT3105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3-105-66 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3-105-7 GGAGCTGEGACAGTTTCTGG Unmodified
STAT3-105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtAre STAT3-105-7C GGAGCTGEGGCAGTITCTGG Unmodified
STaT3 105 CTTGGATIGAGAGTCAAGAT  AILR C329 crlVAre STAT3 10576 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3105 CTTGGATIGAGAGTCAAGAT  AILR (329 crlVAre STAT3-105-8 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 critWAre STAT3-105-8C GGAGCTGEGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtWAre STAT3-105-8T GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 critWAre STAT3-105-5C GGAGCTGEGACAGTTTCTGG Unmodified
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtWAre STAT3-105-9T GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 CTTGGATIGAGAGTCAAGAT  AILR (329 crilVAre STAT3 1059 GGAGCIGCGGCAGTITCTGS Unmorif
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR C329 criNArs STAT3-105-108 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR C329 criNAre STAT3-105-10C GGAGCTGEGGCAGTITCTGG Unmodified
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR C329 crNAre STAT3-105-107 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR (329 riNAre STAT3-105-11¢ GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR (329 criNAre STAT3-105-111 GGAGCTGEGGCAGTITCTGG Unmodified
STAT3105 CTTGGATIGAGAGTCAAGAT  AILA Cas9 crtAre STAT3 105116 GGAGCIGCGGCAGTTTCTGS Unmorif
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR C329 criNArs STAT3-105-120 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3 105 (CTTGGATIGAGAGTCAAGAT  AILR C329 criNAre STAT3-105-12 GGAGCTGCGGCAGTITCTGG Unmodified
STAT3-105 (CTTGGATIGAGAGTCAAGAT  AILR C329 riNAre STAT3-105-121 GGAGCTGCGGCAGTITCTGG Unmodifie
e PS modied
Hecaso ADCT2.L HeCas9.AD012.1 PS modied
H 21 < modied
V1670 PS modied
PS modied
Hecaso ADCT2.L HeCas9.00 < modied
PS modied
67 PS modied
SERPINGI-166 < modied
SERPINGI 166 PS modied
SERPINCI 166 ek PS modied
SERPINCI 166 < modied
SERPINGI 166 PS modied
SERPINCI 166 PS modied
SERPINCI 166 < modied
SERPINCI 166 tack PS modied
SERPINCI 166 PS modied
SERPINCI 166 < modied
SERPINCI 166 PS modied
SERPINCI 166 tack PS modied
SERPINGI 166 < modied
SERPINCI 166 PS modied
SERPINCI 166 PS modied
SERPINGI-166 tack < modied
HPRT-38087 PS modied
HPRT 38087 PS modied
HPRT 38087 track < modied
HPRT 38087 tack PS modied
HPRT 38087 PS modied
HPRT 38087 < modied
HPRT 38087 PS modied
HPRT 38087 tack PS modied
HPRT 38087 < modied
HPRT 38087 PS modied
HPRT 38087 PS modied
HPRT 38087 tack < modied
HPRT 38087 PS modied
HPRT 38087 PS modied
HPRT 38087 < modied
HPRT 38087 tack PS modied
an1 g8 PS modied
sanss < modied
sansa tack PS modied
sansa track PS modied
sanrsa < modied
sansa PS modied
sansa PS modied
sansa < modied
sansa PS modied
sanrsa PS modied
sansa < modied
sanrsa track PS modied
sansa *CTCCCTGRCAGGEAGRG: PS modified
sanss GHCTCCCTGRCAGGEAGRG: PS modified
sansa PS modied
as8 PS modied
HCOAPBRLLAA  TIGGGACAACGITGICCAGC AR CadsgiNA  APBRZproxT AMRCCGACTGTGCACTGCAC! Altk HOR modifed
Hocaso APBS2 1 AR Casd sgNA
Hocaso APBS2 1 VLR C2s9 sgRNA AMRCCGACTGTGCACTGCAC! Alt§ HOR modifed
HCOAPBR21AN  TIGGGACAACGTTGICCAGC AR Cad sghNA  APBEZproxNT ‘GGGGAGCTGGGTGAGGCAC. Altk HDR modifed
Hocaso APBS2 1 AR Casd sgNA
Hocaso APBS2 1 VLR C2s9 sgRNA 'GGGGAGCTGGGTGAGGCAC. Altk HOR modified
HCOAPBR2IAA  TIGGGACAACGTTGICCAGC AR CadsghNA  APBAZ.distT CGGATCCAGAACCTGGCACE Alt-k HOR modifed
Hocaso APBS2 1 VLR C2s9 sgRNA CGGATCCAGACCTGGCACE Alt§ HOR modified
HCOAPBR2IAA  TIGGGACAACGTIGICCAGC AR G sghNA  APBEZ-istNT CCAGGGGTACCTGTTTCATE Alt-% HOR modifed
HeCaso.APBE2 1 IR G229 RNA CCAGGGGTACCTTITCATCC Alt§ HOR modified
HECsOAPOBEC21AA  ACCAGGTGACATIGIACCGC LA Cs9 RNA  APOBECE-proxT TGCCCATGCAGAGGAAGCTT Alt§ HOR modified
m VLR C25 sgRNA
m AR Cas9 A
" AR Cas9 sgANA TGCACAGGGGCTGGAGGAC) Alt§ HOR modifed
m AR Cas9 sgNA
m AR Cas9 A
HECsOAPOBEC21AA  ACCAGGTGACATIGIACCGC AR Cas9 ANA  APOBECE-distT TCTICRACACCATCCTGECAS Alt§ HOR modified
VLR C2s sgRNA \CACCATCCTGCCAS. Al HOR mified
HECuOAPOBEC21AN  ACCAGGTGACATIGIACCGC AR Cas9 RNA  APOBECE-distNT ATAATGCGGTCAGCACACGC Alt-k HOR modifed
n VLR C29 sgRNA
HECosOAPOBECIALAR  CGGTCAAGATGGACCAGCAC LR Cas9 sgiNA  APOBECIAproxT ‘GGGCCCTGCCCGGATICGGA Altk HOR modifed
m IR G229 s5RNA
m AR Cas9 A
m AR Cas9 A ‘GGAGCGCCTGGACARTGGCS Altk HOR modifed
m AR Cas9 A
m VLR C29 sgRNA
HECsOAPOBECIALAR  CGGTCAAGATGGACCAGCAC AR CasdsgiNA  APOBECIAUELT TGGCIGGGTCGGTCACCIGS Al HOR modified
m IR G229 s5RNA
m AR Cas9 A GACCTACCTGTGCTACGARG” Alt§ HOR modified
m VLR C29 sghNA
HCHOAPOCLLAA  TCOMGGACTGGAGACGTC AR Cas9sgANA  APOCIproxT AATTTTGAACCCCTGECCATC Alt§ HOR modifed
HeCas0.APOCL LA AR Casd sghNA
HeCas0.APOCL LA VLR C2 sgRNA AATTTTGAACCCCTGECCATC Alt§ HOR modifed
OAPOCLIAN  TCCAMGGCACTGGAGACGTC  AILACi9 gfNA  APOCLproxT TGTITCCAMACTCCTTCAGET Alt§ HOR modifed
HeCas0.APOCL LA AR Casd sgNA
HeCas0.APOCL LA VLR C2s9 sgRNA CAMCTCCTICAGCT Al HOR modified
OAPOCLIAN  TCCAAGGCACTGGAGACGTC  AILACi9sghNA  APOCLdistT CTTCCTGOCAGGCCCAGELLt Altk HOR modifed
HeCas0.APOCL LA VLR C2s sgRNA erccrascassce At HOR modifed
HCHOAPOCLLAA  TCCMGGCACTGGAGACGTC AR CagANA  APOCIGINT CCOAGCCTIGICCTCCAGTGT Al HOR modified
9 APOCLLAN IR G229 sgRNA CCOAGECTIGICCTCCAGTGT Al HOR modifed
HeCas0 ARFS. LA CCCCCAACTICAGTTTGTAC AR Cas9sgNA  ARFS proxT CCCTGTGCCCCTTICCGTTGE, Alt§ HOR modified
HoCast ARES 1 VLR C2s sgRNA CCCTGTGCCCCTTICCGTTGE, Alt§ HOR modified
H 1 AR Cas9 sRNA CCCTGTGCCCCTTICCGTTGE, Alt§ HOR modified
HeCas0 ARFS.LAA CCCCCAACTICAGTTTGTAC AR Cas9sgNA  ARFS-proxNT GGTIGGGATGGTGRTGACA: Alt§ HOR modifed
HeCaso ARFS 1 VLR C2s sgRNA
HeCas0ARES 1. AR Cas9 A GGTIGGGATGGTGRTGACA: Alt§ HOR modifed
HeCas0 ARFS.AA CCCCCAACTICAGTTTGTAC LA Casd sgNA  ARFS distT CAGTTGGCTTGATGEGGCT! Alt§ HOR modifed
HeCas0 ARFS.LAA CCCCCAACTICAGTTTGTAC AR Cas9 sgNA  ARFSist T-rac (GGCTTGGATGEGGCT Alt} HOR modifed
HeCas0 ARFS.LAA CCCCCMCTICAGTTIGTAC  AIGR Casd iNA  ARFS-GstNT TCGTCCCCGGRCTCACCTATE Alt-} HOR modifed
HeCast ARFS 1 VLR C2s sgRNA TCGTCCCCGGRCTCACCTATE Alt§ HOR modifed
HECROARHGAP221AA  GICCACCACGAGCGGAAGTA AR Cas9 sRNA  ARHGAP22proxT CGCTCCCGRATGARGTCCAC, Alt§ HOR modified
IR G229 2RNA
AR C2 sgRNA
AR C2 sgRNA TTGGGCAGCGCCTAGAGGAR Alt§ HOR modifed
AR G2 sRNA
VLR C2s sgRNA
HECHOARHGAP221AA  GICCACCACGAGCGGAAGTA  AILA Cas9 sANA  ARHGAP22dist T ACACTGETCCACCAGCAGGG: Alt-k HOR modifed
IR G229 2RNA
AR C2 sgRNA CICTCTGTGCTCAGGGATCIT Alt§ HOR modified
VLR Cas sgRNA
HECsOARHGAP231AA  CATCGTGTACCCACCCGAGT AR Cas9 sRNA  ARHGAP23proxT TCCCCAGACCAGGGCAGLGS Alt§ HOR modifed
AR Casd sgNA
AR Casd sgNA
AR Cas9 gRNA TTTGGCTTCACTCIGEGCCAC Altk HOR modified
AR Casd sgNA
VLR C29 sgRNA
HECRsOARHGAP231AA  CATCGTGTACCCACCCGAGT AR Casd ANA  ARHGAP23.distT CGAGCCGGGCATACCTICAG Alt} HOR modifed
AR Casd sgNA
AR Casd sgNA TACAARAGTCCCCAGGACGG Alt§ HOR modifed
AR Cas9 gRNA
HECsOARHGAP2A 1A TCMGACTIGGCATACTCGL AR Cas9 sANA  ARHGAP24-proxT CTIGRITICATCITCATCTITE Alt§ HOR modified
VLR Cas sgRNA
AR G2 RN
AR C29 sgRNA GCTGAGGAAGCAAGGAGGC Alt§ HOR modifed
AR C2s9 sgRNA
AR G2 sRNA
HECHOARHGAP2A 1A TCMGACTIGGCATACTCGL AR Casd sANA  ARHGAP24dist T TGAAATAATAGAGCTGATCC! Alt-} HOR modifed
VLR Cas sgRNA
AR G2 sgRNA GARTGCCATCAAGTGTGGGT Alt-} HOR modifed
AR C29 sgRNA
HECRROARHGAPIG1AN  AAGGTGITCGGACGETCAAT AR Cas9RNA  ARHGAP36 proxT TATTAAGTCCTATITGTAAGT. Alt§ HOR modifed
It G229 sgRNA
AR Casd sgNA
AR Cas9 sgNA TCAMAATCAGARACCACTTAT Alt§ HOR modifed
AR Cas9 gRNA
AR Cas9 sgNA
HECHOARHGAPIG1AN  AAGGTGTTCGGACGETCAAT AR Cas9 ANA  ARHGAP3G distT TGTATCITTICITTTTICICT Altk HOR modified
It G229 sgRNA
AR Casd sgNA CTCACCCCTCTGETSTCCTCTC Alt§ HOR modifed
VLR C2s sgRNA
HECHOARHGAPG.LAN  TCGGATTTCCACACGACGTA AR Cs sgiNA  ARHGAPG proxT AGGAGGTGGCTCCAGCAGAC Alt§ HOR modifed
am AR Cas9 A
am AR Cas9 sgiNA
am AR Cas9 A (GACGCGCAGCGCTGRTCCCT. Altk HOR modifed
am AR Cas9 A
am VLR C2s sgRNA
HECHOARHGAPGLAA  TCGGATTTCCACACGACGTA  AILR Ca:9 sANA  ARHGAPG-Git GAAGTICCAGTCCCCACCLG Alt-k HOR modified
am LR C29 sgRNA (GAAGTICCAGTCCCCACCCGS Alt§ HOR modifed
HECROARHGAPGLAA  TCGGATTTCCACACGACGTA  AILR C3:9 sANA  ARHGAPG-GILNT GGCCICCTCCTIGRGCCRTGN Alt-k HOR modifed
am IR G229 RNA
HECHOARHGEF33IAA  GATGGCTIGGATCATCGACA LR Cas9 sgiNA  ARHGEF33-proxT ATGTACCACGTTAAAACATAC Alt§ HOR modifed
VLR C29 sgRNA

AR C29 sgRNA

TGCATITCTICTTGTTGGA

At HOR modifed

ACACTCITICCCTACACGACGCTCITCCGATCITCTGECCTCTGACCCA
ACACTCITTCCCTACACGACGTCITCCGATCITGCCAGETCTCCCTC

GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTGGCCTGTGACGLTCAC
GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTCCATCCTAGGCCTCCT

ACACTCITICCCTACACGACGTCITCGATCITCTGECCTCTGACCCA
ACACTCITTCCCTACACGACGTCITCCGATCITGCCARGETCTCCCTC

GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTGGCCTGTGACGLTCAC
GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTCCATCCTTAGGCCTCCT

ACACTCITICCCTACACGACGTCITCCGATCTACTCCAGCTTGGGCTACA

ACACTCITICCCTACACGACGTCITCGATCTACTCCAGCTTGGGCTACA




GRS
GRS
GRS
GRS
GRS
GRS

AR Cas9 A na A
AR Cas9 gANA na A
HECROARHGEF3IAA  GATGGCTIGGATCATCGACA AR Cs9 sgiNA  ARHGEF33-ditT GCARTICITATITITTAGGAR AR HORmocifid  NA A
It G229 sgRNA na A
AR Casd sgNA (GAAGCTGETCGATITICIGIT AR HOR mocifid  NA A
AR Cas9 gANA na A
HCHOARDIBIAA  TGCCAATIGGATACCGCTGT AR Cas9 sghNA  ARIDIE proxT TCTCAGCCTCAGEAGAGEAC Al HOR modified  NA A
AR Cas9 A na A
AR Cas9 A TTCTCAGCCTCAGCAGAGCAC AT HOR mocified  NA A
TGCCANTIGGATACCGCTGT  AILR Ca:9 ANA  ARDIB proxT (GGCCCCGGGAGTCCGACCCT AR HORmocified  NA A
AR Cas9 A na A
AR Cas9 A (GGCCCCGGAGTCCGACCCT AR HOR mocified  NA A
TGCCANTIGGATACCGCTGT  AILA C3:9 sANA  ARDIBist T (GTCCGTACCAGGAGRTICC AR HOR mocified  NA A
AR Cas9 A (GTCCGTACCCAGGAGRTICC AR HOR mocified  NA A
TGCCAATIGGATACCGCTGT  AILA Cas9 sgANA  ARIDIBIstNT CCGGCCAT, AltRHOR modified A A
AR Cas0 sghNA (GGGTACTGCATICCGGCCATC AR HOR mocified  NA A
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
(CTIGGGTGTGITAAMAGTGAC  AILR C3<123 rRNA. HPRT-38104 EcoRl. Unmodifed
(CTTGGGTGTGITAAMAGTGAC  AILA Cas12s rANA HPRT-38104 EcoRl o2 Unmodifed
(CTTGGGTGTGITAAMAGTGAC  AILA Cas12s rANA HPRT-38104 EcoRl o4 ot
(CTTGGGTGTGITAAMAGTGAC  AILA Cas12s rANA_ HPRT-38104 EcoRl o6 Unmodifed
(CTIGGGTGTGTTAAMAGIGAC  AILR C3<123 rRNA. HPRT-38104 EcoRl +20 Unmodifed
CTIGGGTGTGITAMMAGTGAC  AILA Casi2s RI-38104 EcoRl 415 ot
(CTIGGGTGTGITAAMAGIGAC  AILR C3<123 crRNA. HPRT-38104 EcoRl +21 Unmodifed
(CTIGGGTGTGITAAMAGIGAC  AILR C3<123 rRNA. HPRT-38104 EcoRl +27 Unmodifed
CTIGGGTGTGITAMMAGTGAC  AILA Casi2s RT-38104 EcoRl ot
CTTGGGTGTGITAAMAGTGAC  AILA C3c123 RNA. HPRT-38104 EcoRl 4 Unmodifed
CTTGGGTGTGITAAMAGTGAC  AILA C3£123 RNA. HPRT-38104 EcoRl 6 Unmodifed
CTIGGGTGTGITAMMAGTGAC  AILA Casi2s RT-38104 EcoRl 10 ot
(CTIGGGTGTGTTAMMAGTGAC  AILA Cas123 ANA HPRT-38104 EcoRl 15 Unmodifed
(CTIGGGTGTGTTAAMAGTGAC  AILA Cas123 ANA HPRT-38104 EcoRl 21 Unmodifed
(CTIGGGTGTGITAAMAGTGAC  AILA Cas123 ANA HPRT-38104 EcoRl 27 ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
ot
Unmodifed
Unmodifed
e
Atfmodfied A A
modfied A A
CTATATCCTGGGGEATCRGTC AR mocifid  NA A
Atfmodfied A A
Mtfmodfied A A
tfmodfied A A
TCCTGAAGTTCIGO AtRmodified  N& A
AGCTGTAGTGGGGCTICAAT AR mocifid  NA A
COTGOTGCTCCCGCANGTTT  AILR Cas12a rRNA AR7I0.ST-EcoR CTAGCTGCCOACCTC A mocifid  NA A
CICTCTGACTTTGGATCATCT) AR mocifid  NA A
TCTGCCTGRGCCCCN AR mocifid  NA A
aTsGeCcTTTGG modfied A A
ATTATICTTGIGIGAAMGTC AcRimocifisd  NA A
(GAGAGGTTTATCIGLCAMN AR mocifid  NA A
AGTAAGATITCACAGATARC] AR mocifid  NA A
tfmodfied A A
modfied A A
AGGGAAMAGGCATIAGGTC AR mocifid  NA A
Atfmodfied A A
AtRmodfied A A
Mtfmodfied A A
GCTGACTGLCTGCCCTGTGTT Al mocifid  NA A
n AGTT Atfmodfied A A
TIGAGGCTGICAGAGCGCTT ARmocifid  NA A
Atfmodfied A A
(GAGAGCTGGAGACAGGGGA AlRmocificd  NA A
Atfmodfied A A
ATGCCTTTGAMGCAACART] AR mocifid  NA A
ANTGGTATAGGTCITICAGTT AcRimocifid  NA A
tmodfied A A
GPCANTTATARGCCATITCA pS modified na na
; pam GPCANTTATARGCGATITCA pS mdified na A
s G*CANTTATARGCGATITCA pS mdified na A
ey G*CANTTATARGCGATITCA pS mdified na A
pis G*CANTTATARGCGATITCA pS mdified na A
pis G*CANTTATARGCGATITCA pS mdified na A
G*CANTTATARGCGATITCA pS mdified na na
; pam GPCANTTATARGCCATITCA pS mdified na A
s G*CANTTATARGCGATITCA pS mdified na A
ey GPCANTTATARGCGATITCA PS mdified na A
i G*CAATTATARGCGATITCA pS mdified na A
pis G*CAATTATARGCGATITCA pS mdified na A
" TGCTGAGTGTA ps modied na A
- pam TTICATCCGTGETGAGTGTA b5 moified na A
s T CATCCGTGCTGAGTGTA pS mdified na A
e TTPCATCCGTGCTGAGTGTA b5 moified na A
hls TTICATCCGTGCTGAGTGTA b5 moified na A
e TTPCATCCGTGCTGAGTGTA b5 moified na A
TTPCATCCGTGCTGAGTGTA b5 moified na A
odifed na Na
e TTPCATCCGTGCTGAGTGTA b5 moified na A
e TTICATCCGTGCTGAGTGTA b5 moified na A
hls TTPCATCCGTGCTGAGTGTA b5 moified na A
15 TTPCATCCGTGCTGAGTGTA b5 moified na A
TICCGAGGGGGCARCTTCCA  AILR C3s9 criNAre TNPO3 26-5 KT GACCTAATAG PS modifed na A
anG LR Co29 rRNAtr: TNPO3 20-ASNT TCPGCGLITCCTCACTGICTC PS moified na A
TIGGCCGTTACCAGGGCAGA  AILR (329 crNAre TNPO3 -10-AS NT TCPGCGCITCCTCACTGICTC PS modified na A
CCACGGAGAGCCTICTGECC  AILA Cas9 crtWAre TNPO3 95 NT (COCHTGANTACGACCTATAG PS mified na A
AGAGCCTICIGECCTGRTAA  AILA C3:9 crlWAre TNPO3 35 NT +CTGAATACGACCTARTA 7S modified na A
crcciermsc VLR Co29 rRNAtr: TNPO3 345 NT TCOGCGLITCCTCACTGICTC PS modified na A
CCTCCTCITIGAECOTIACE  AILA Casd critAte TNPO3 -2 NT TCOGCGCITCCTCACTGICTC PS moified na A
TGCCCTGGTAACGGCCAMAG  AILR C3s9 criNAre TNPO3 16.SNT +CTGAATACGACCTARTAG 7S modified na A
ceTGaTANCGG: 6 ALRCa9 criNAtr: TNPO3 195 NT (COCTGANTACGACCTAATAC PS mified na A
TEGCGCCATCTCCTCCT VLR Co29 criNAtrs TNPO3 49-A5 NT TCOGCGLITCCTCACTGICTC PS modified na A
\GAGGAGGAGA At G229 rANAr2 TNPO3 4+15:SNT +CTGAATACGACCTARTAG 7S modified na A
AGGAGGAGATGGCGCCAGTC  AILA (329 crlAre TNPO3 126-5 KT (COCTGANTACGACCTAATAC PS moified na A
TICCGAGGGGGCARCTICCA  AILR Cas9 criNAre TNPO3 26.5T TCPGCGCITCCTCACTGICTC PS modified na A
anG VLR Co29 criNAtr: TNPO3 204 T +CTGAATACGACCTARTAG 7S modified na A
TIGGCCGTTACCAGGGCAG  AILA G329 crlVAre TNPO3 -10-45 T (COCTGAATACGACCTAATAC PS moified na A
CCACGGAGAGCCTICTGECC  AILA Cas9 crtWAre TNPO3 95T TCPGCGLITCCTCACTGICTC PS modified na A
AGAGCCTICIGECCTGRTAA  AILR Cas9 crtWAre TNPO3 35T TYCOGCGCITCCTCACTGICTC PS modified na A
crcciermsc LR Co29 rRiNAtr: TNPO3 3.5 T o GACCTAATAG PS modifed na A
CCTCCTCITIGACCOTIACE AR Casd critAe TNPO3 25T GACCTAATAG PS modifed na A
TGCCCTGGTAACGGCCARAG  AILR C329 criNATre TNPO3 165 T TCPGCGLITCCTCACTGICTC PS modified na A
ceTGaTARCGG: 6 AR criNAtr: TNPO3 19.5T TYCOGCGCITCCTCACTGICTC PS modified na A
TEGCGCCATCTCCTCCT VLR Co29 criAtr: TNPO3 19-05 T GACCTARTAG PS modifed na A
\GAGGAGGAGA At G229 riNArs TNPO3 4155 T TCOGCGLITCCTCACTGICTC PS modified na A
AGGAGGAGATGGCGLCAGTC  AILA C3:9 crtAre TNPO3 12¢ TCPGCGCITCCTCACTGICTC PS modified na A
TTATGGGGATIACTAGGAAG  AILR C3s9 criNATrE NA
e VLR Co29 criNAtr: NA
TGAMTGGAGAGCTARATTA  AILR (329 criNATrE NA
aa AAAGTT AR s it NA
CATCCTGLIGAGTGTACCA  AILR Cas9 riNArs NA
\CAGAGAGACTACA  AILR C329 rNAre NA
TTARCAGCTIGCTGRTGARA  AILR C329 rNATrs NA
\GGACCCCACGAAGTGT  AILR C229 riNAtrs NA
GCTTATATCCARCACTTCGT  AILR Cas9 criNATre NA
AAGTARTICACTT AR s it NA
TAAMAGAGTTTATGTGARA  AILR C329 criNATrE NA
AGGTTAMAGA  AILR Cas9 crNATTE NA
TTCCAGACMGTTTGTIGT  AILR Cas9 crRiNAtrs NA
GTC AR G AT NA
TGACTATAKTGARTACITCA  AILR C3s9 criNATrs NA
TGAAGTATICATIATAGTCA  AILR C329 criNATrs NA
AR s it NA
TCATAATTTGAACAGACTGA.  AILR Cas9 riNATrs NA
CTGTICAMTTATGAGGTGE  AILR Casd crNATrs NA
it TACAGCITTATGTGACTART  AILR Cas9 criNATrs NA
AAVSI 45 PAM-0ut A Top. 7S modifed
vt PS modied
vt PS modied
st < modied
vt PS modied
vt PS modied
st < modied
st PS modied
AAVS1 45 PAM.out E Top 7S mdifed
st < modied
AAVSI 45 PAM.out  Top 7S modifed
vt PS modifed
AAVS1 45 PAM.0ut G Top s mdifed
vt Ps modied

AcaciicEctacacgaCECatccgatctCCACTIGGCCTICTCCTE
acacteticectacacgacgeetecgatcTCATCICTAAGGTAGGARTCACE

S AT
R CaEaCEEICHCCEatctCAGCTCCACAGTTTGAGT/

acactetcectacacgacgeetccgateTGCTCTCATTARACTGCCTC
acactetcectacacgacgetctccgate

[ ————— Y]
ACACICHICEEtaaCgaCECCHcCEaICIGAGACKTGAAAGATAGECCAT
m:unwm@mm‘mmm

e

eI
R e CTATGCTGACTGGTCATITCA
acactetcectacacgacgectccaatcIGAGATGATACTATICACTTGCTGTT
acacteticectacacgacgeetecgatcICTIACCCCATIARGTATGTCCATS
acactetcectacacgacgeetccgeTICCTICTATSTAMAGTCCAGTTG

EgactaagcagacatgigctccgatcCTGTTTGTCAGTIGCGARATA

BlEsctsgagRcapacatEtEclcHcegatc ACTTTT 1
EgacagagCaBaCEEECHECEAICIAAGAGAATC
g A AAMASTTIAATCCTGGTTC

EigsctagagcaRacatEIglcHCcEaICTGGAACAGAACCTC
o e TATGAAGITTAIETS

AcacHiCEEtacacgaCECetccgatctCCACTIGGCCTICTCCTC
acactetcectacacgacgeeHecgatcTCATCICTAAGGTAGGARTCACE

S TGO
R CaEaCEEACHCCEatctCAGCTCCACAGTTTGAGT/

acactetcectacacgacgeetccgateTGCTCTCATTARACTGCCTC
acactetcectacacgacgetctccgate

[ —————r Y]
ACACICHICEEtacaCgaCECCHcCEaICIGAGACKTGAAAAGATAGECCAT
m:unwm@mm‘mmm
ot
e CTTTACTICONTEAT
e e TATGCTGACTGGTCATITCA
acacteticectacacgacgeetecaatcIGAGATGATACTATICACTTGCTGTT
acactetcectacacgacgeetecaatcICTIACCCCATIARGTATGTCCATS
acactetcectacacgacgeetccgeTICCTICTATSTAMAGTCCAGTTG

EgsctaagcagacatgigctccgatcCTGTTIGTCAGTTGCGARATA

BlgsctssagRcapacatEtElcHccgatc GACTTTT 1
EgscagaCaRaREECHECEAICIAAGAGAAATC
g A AAMASTTIAATCCTGGTTTC

EigscagagcagacatgIgcHCcgaICTGGAACAGARCCTC
o e TATGAAGITTAIETS




serpnct

Gz
Gz
Gz
Gz
Gz
Gz
Gz
sy
sy
Gz
Gz
Gz
sy
Gz

SERPINGI-166

HPRT-38330.05

ATTCCARTGTGATAGGAAC
ATTCCARTGTGATAGGAAC

ATTCARTGTGATAGGAAC
e

s
ATTCARTGTGATAGGAAC
e

ACCTCTGGAAAGGTAAGA

AR Gs9 it

ceed
SERPINCI-166 1AM 2 seed

s
ATTCCARTGTGATAGGAAC

AGTTTTAMMATCACTCCT
AMGTTTTAMMATCACTCCT
AGTTTTAMATCACTCCT
AMGTTTTAMATCACTCCT
AMGTTTTAMMATCACTCCT
AMGTTTTAMMATCACTCCT
AMGTTTTAMMATCACTCCT

AR 9 it
AR Gs9 it
AR Gs9 it
AR 9 it
AR 9 it
AR 9 it
AR Gs9 it

SAAL88 none
SAALS8 1PAM

SAAL88 2 PAM

SAALS8 1 seed A
SAALS8 1 seed®
SAALS8 1 PAMIL seed A
SAALS8 1 PAMIL seed B

s
G TTGGGAAGAGRAAAL

TGATIGGGAMAGAGMMC
TGATIGGGAMAGAGMAMC
TGATIGGGAMAGAGMMC
TGATIGGGAMAGAGMMC
TGATIGGGAMAGAGMAMC
TGATIGGGAMAGAGMAMC

AMGTTTTAMMATCACTCCT

AR Gs9 it

SAAL88 1 PAMI2 seed

TGATIGGGAMAGAGMAMC

CTTGGATIGAGAGTCAAGAT
CTTGGATIGAGAGTCAAGAT

AR 9 it
AR Gs9 it

STAT3-105 none
STAT3-105 1 PAM

CTTGGATIGAGAGTCAAGAT
CTTGGATIGAGAGTCAAGAT

AR Gs9 it
AR Gs9 it

STAT3-105 1 PAMF1 seed A
STAT3-105 1 PAMH1 seed &

CTTGGATIGAGAGTCAAGAT

AR Gs9 it

ceed
STAT3-105 2 PAMI2 ez

GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGCGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC
GG AGCTGLGGCAGTITCTC

ANTTATGGGGATTACTAGGA
ANTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
ANTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA

AR Gs9 it
AR Gs9 it
AR Gs9 it
AR Gs9 it
AR 9 it

AR 9 it
AR 9 it

HPRT 38087 1 PAM
HPRT 38087 2 PAM

HPRT 38087 1 PAM2 seed

s
AAAGACTATGAANTGGAG

AAAGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AAAGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AR AGACTATGAARTGGAG
AR AGACTATGAARTGGAG

PS modifed

HPRT 38087

AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA

AR 9 it
AR 9 it

HPRT 38087
HPRT 38087 EcoRl 6 mutPAM
HPRT 38087 Ecol 3 mutPAM
HPRT 38087

HPRT 38087

mupam
mupam

mupam

mupam

ANTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
ANTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA
ANTTATGGGGATTACTAGGA
AKTTATGGGGATTACTAGGA

AR 9 it

AR 9 it

HPRT-38087 EcoRl 45

§
§

HPRT-38087 EcoRl 145

AMGTTTTAMMATCACTCCT
AMGTTTTAMATCACTCCT
AMGTTTTAMATCACTCCT
AMGTTTTAMMATCACTCCT

AR Gs9 it
AR 9 it
AR Gs9 it
AR Gs9 it

SAAL88 EcoRl 6
SAAL88 EcoRl 3
SAAL88 Ecol 13
SAAL88 Ecol 16

GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT
GTTAAAGATGGTTAATGAT

AR Casia A

AR Casia A

HPRT 38330 Ecot 42
HPRT 38330 Ecot 44

HPRT 38330 Eco 46

HPRT 38330 Ecol 410
HPRT 38330 Ecol 415
HPRT 38330 Ecot 421
HPRT 38330 Ecot 427

HPRT 38330 Eco 27

ACARATATICTCTARGCAATT

At modifed




