Figure S1. Determination of transfection efficiency using western blotting or RR-qPCR. PLC cells were transfected with the
indicated siRNAs or overexpression plasmids. The expression levels of the indicated factors were analyzed by western blotting or
RT-gPCR in (A) PLC/PRF/S and (B) HepG2 cells. RT-qPCR, reverse transcription-quantitative PCR; PLC, primary liver cancer;
siRNA, small interfering RNA. siRNA, small interfering RNA; NC, negative control; ATF, activating transcription factor;

XBPI, X box-binding protein 1; sXBP1, spliced form of XBP1; unXBP1, unspliced form of XBP1; p-, phosphorylated; t-, total;
CHAC, ChaC Glutathione Specific y-Glutamylcyclotransferase.

~ [aV] =
A 5 3 ¥ B 5 I 3
E o E E g2 9 E E
5 z < < s z 2 i
o e ® 2 o @ D ®
ATF4-49kDa WS SR = . = ATF4-49kDa Wl S . e
GAPDH-36 kDa #ilS SN NS S GAPDH-36 kDa | Ml SIS S SN
5 CI\I = Al
o © © = - &
= L g o
s z & K cE 2 g £
(@] [ 7] n 1) D B ‘B
ATF6-00 kDa =~ SN S s ATF6-90 kDa = GRS s
GAPDH-36 kDa | SEG_—G———— GAPDH-36 kD2 | g s I S
by R
5 5 & b 5 e 2 2
o < < < £ O T I =T
[te) € o = I i <) = (@) O O
- <] z O O 0 o ©C @ @ @ »
o (6] » 7] 7] 7] 0]
S| cHACI24kDa| wemm i S e e g | cHAC1-24 kDa --r"- -
b I . % -
0 | GAPDH-36 kDa NS GEED SNED SHED SN GAPDH-36 kD2 | s s s S
o 2 0 ° o 5
(o] = (@]
E = = £ 8 g
8§ & &8 § ¢ 58
Flag R Flag Rl
T T o
° ™ ° el rad
£ 0 & & £ 0 & &
S Z X X S Z X X
O » » o O » @
> uaXBFRY unXBP1
sXBP1 RN




