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vivax 3,        GGTAACCCCCTATAATGGTTTGGGGCATTCGAAAGACAATAGT------GATGGACCTGCGGAATTTGCAGAATCTACGAAATCTGCGGAATCAATGGCGAATCCTGATTCAAATAGTAAAGGTGAGACGGGAAAGGGGCAAGATAATGAT
vivax 4         GGTAACCCCCTATAATGGTTTGGGGCATTCGAAAGACAATAGT------GATGGAC---------------------------CTGCGGAATCAATGGCGAATCCTGATTCAAATAGTAAAGGTGAGACGGGAAAGGGGCAAGATAATGAT

*
* *

*

*
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Figure S20 

P. simium DBP1

P. vivax DBP1



Figure S21 

P. vivax AM02

P. vivax AM01

P. simium AF22

P. simium AF36

P. simium assembly

DBP1



Figure S22 

P. simium AF22

P. simium AF36

P. vivax P01 genome

DBP1



Figure S23 



Human cases of P. vivax 

Template 
P. vivax:  Human cases from Amazon region, Brazil. 
 
Expected Size  
DBP1:  424bp 
 
Volume : 10uL 

570   533      21      27      29       35      36       38       39      40       41       48       52      54      61       NC 

100bp 

200bp 
300bp 
400bp 
500bp 

Rio Pardo, AM Porto Velho, RO 

Human cases of P. simium 

Template 
P. simium:  Human cases from Atlantic Forest, Rio de Janeiro, RJ, Brazil. 
 
Expected Size  
DBP1:  310bp 
 
Volume : 10uL 

P. simium human cases from Atlantic Forest 

H11   H12    H14  H15    H17  H18    H19  H20   H21   H22   H23   H24   H26   H28   H29   NC 

P. vivax 

H30 

100bp 

200bp 
300bp 
400bp 
500bp 

P. simium from NHPs 

Template 
P. simium: NHPs from Atlantic Forest 
 
Expected Size  
DBP1:  Variable 
 
Volume : 10uL 

 NC    Nowaski     2302     3636      J11      Bl 61     Bl 64     Bl 6      Bl 10    Bl 69      MB       2503     2209     2098 

100bp 

200bp 
300bp 
400bp 
500bp 

Figure S24 

forward primer: ATCGCGACAAAGCTACTGCC
reverse primer: TCCCACAACAATCCCTGCTG

424 bp
- no deletion

310 bp
- deletion

424 bp
- no deletion
310 bp
- deletion

region deleted
in P. simium

DBP1

Expected
band sizes:



Figure S26 

P. vivax AM02

P. vivax AM01

P. simium AF22

P. simium AF36

P. simium assembly

RBP2a



Figure S27 

P. simium AF22

P. simium AF36

RBP2a

P. vivax P01 genome



Figure S28 



Human cases of P. simium

Template
P. simium:  Human cases from Atlantic Forest, Rio de Janeiro, RJ, Brazil.

Expected Size
RBP2a:  344bp

Volume : 10uL

H11   H12    H14  H15    H17  H18    H19  H20   H21   H22   H23   H24   H26   H28   H29  NC

100bp

200bp
300bp
400bp
500bp

P. simium from NHPs

Template
P. simium: NHPs from Atlantic Forest

Expected Size
RBP2a:  Variable (12/14 with 344bp)

Volume : 5uL

Bl 61    Bl 69      Bl10      Bl6      Bl64       Bl3    Nowaski J20        J11     3636     2209   2324     2302     MB       NC       

300bp

Human cases of P. vivax

Template
P. vivax:  Human cases from Amazon region, Brazil.

Expected Size
DBP1:  3376bp

Volume : 5uL

21      27      29       35      36       40       48      54       61       11          
NC

3000 bp

Porto Velho, RO
BH 31    BH22   2066   2057   2063   

Human P. vivax

Human P. simium

NHP P. simium

Figure S29 

region deleted in P. simiumRBP2a

forward primer: AGTGCAAAAGCAGAGGAGG
reverse primer: CCTGCTGCAAAACGGACATT

3376 bp
- no deletion

344 bp
- deletion

Expected
band sizes:

344 bp
- deletion



0	

0.02	

0.04	

0.06	

0.08	

0.1	

0.12	

0.14	

0.16	

0.18	

1	 1.2	 1.4	 1.6	 1.8	 2	 2.2	 2.4	 2.6	 2.8	 3	 3.2	 3.4	 3.6	 3.8	 4	

Figure S30 

Percentages of indels in genes with 
sizes being integers of 1, 2 and 3.

A

1 (1.6%)
2 (2.0%)

3 (96.3%)

B

Percentage of indel
sites overlapping 

low-complexity regions

Protein size distributions for genes 
with and without indels

C

Percentage of 
all proteins being

low-complexity regions
fra

ct
io

n 
of

 p
ro

te
in

s

log10 protein size (aa)

with indels
without indels

0	

10	

20	

30	

40	

50	

60	

70	

80	

inserYons	 deleYons	 total	



PvDBP1

PsDBP1

CDC PsDBP1 R263S

N260Y

K366N

T359R

R263S

N260Y

K366N

T359R

R263S

Figure S31 



Figure S32 

P. simium

Brazil
El Salvador

Solomon Islands
Papua New Guinea
‘Melanesia’

Indonesia
Bangladesh
Viet Nam
India
Thailand
China



Figure S33 

P. simium

P. cynomolgi BP. vivax-like Pvl01

P. vivax P01
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