Figure 1D. Western blot quantification
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Densitometry for the Figure 1D. Bar graph shows the relative protein expression levels of the targets in different CRC cell lines.
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Figure 2A. Western blot quantification
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Figure 2A. Western blot quantification
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Densitometry for the
Figure 2A. Bar graph
shows the relative
protein expression
levels of the targets
(SLC7A5, pS6K1land
PMEK1/2) in sShKRAS
transfected cells.



Figure 2A. Western blot quantification
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Densitometry for the Figure 2A. Bar graph shows the relative protein expression levels of the targets (pan-Ras) in
shKRAS transfected cells.



Fig. 3A. Western blot quantification
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Supplementary Figure S3A. Western blot quantification
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Figure S3A. Bar graph shows the relative protein expression levels of the targets (SLC7A5, SLC1A5, SLC38A2, pS6K1, pan-RAS and
PMEK1/2) in MEF-KRAS cells.



Figure 4D. Western blot quantification
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Figure 4D. Bar graph shows the relative protein expression levels of the targets (SLC7A5, SLC1A5, SLC38A2, pS6and total S6) in HCT116
and DLD-1 cells following shRNA transfection against AATS.



Figure 5C and D. Western blot quantification
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Figure 5C and D. Bar graph shows the relative protein expression levels of the pS6 in different CRC cells following the treatments with the
inhibitors of AATs (JPH203 and V-9302).



Supplementary Figure S5.C and D. Western blot quantification
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Supplementary Figure 5C and D. Bar graph shows the relative protein expression levels of the pS6 in CRC cells following the treatments
with the inhibitors of AATs (JPH203 and V-9302).



Figure 6F. Western blot quantification
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Figure 6F. Western blot quantification
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Figure 6. Bar graph shows the
relative protein expression levels
of the targets (SLC7A5, p-4EBP1,
pS6) in siYAP transfected cells.



Figure 6. G. Western blot quantification
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Figure 6G. Bar graph shows the
relative protein expression levels
of the targets (YAP, TEAD,
SLC38A2, ASCT2, SLC7AD5, p-
4EBP1, pS6) in verteporfin treated
MEF-KRAS cells.
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