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Supplementary Figure 10 (related to figure 7) Differentially 

expressed genes in ILCP and three Pre-ILCs 

(a) Dot plots show the average expression level of reported feature 

genes in ILCP, Pre-ILC1, Pre-ILC2 and Pre-ILC3 clusters. Colors 

represent the average expression, and size encodes the proportion 

of gene-expressing cells. (b) Tissue distribution of UMAP of ILCPs 

and three Pre-ILC cells. Colors indicate different tissues. (c) Dot 

plots show the average expression level of top 10 DEGs (right 

panel), TF-encoding (middle panel) and surface marker encoding 

(right panel) genes in ILCP and 3 Pre-ILC clusters. Colors represent 

the average expression, and size encodes the proportion of gene-

expressing cells. 
 


