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Supplementary table1: Genomic PCR primer list and Southern Blotting probe sequence 
 
Genomic PCR primer list 
Mouse line   
R26-DreER 
M: 143bp 
W: 364bp 
 

M, forward CGTGCTGGTTATTGTGCTGTCTC 
M, reverse TACTCCTTGCCGATGTTCCTCAGG 
W, forward TTGGAGGCAGGAAGCACTTG 
W, reverse CCGACAAAACCGAAAATCTGTG 

R26-GFP 
M: 622bp 
W: 297bp 

M, forward AAGGGAGCTGCAGTGGAGTA 
M, reverse CCGAAAATCTGTGGGAAGTC 
W, forward CAGCGACTTCTTCATCCAGAGC 
W, reverse AAAGCAGCGTATCCACATAGCG 

Tnnt2-DreER 
M, 439bp 
W, 773bp 

forward TCCGTGCCAGAATGAAAATGTC 
M, reverse ACTCCTTGCCGATGTTCCTCAG 
W, reverse TGTGGGGTGACTTGAGACCTAAGG 

Tnnt2-Dre 
M, 323bp 
W, 422bp 

forward GCTGCCTTGCTGTGTTGTTCAG 
M, reverse ACTCCTTGCCGATGTTCCTCAG 
W, reverse TGTGTATTCCCAAAGTCCCCAG 

 R26-rox-tdTomato 
M, 609bp 
W, 297bp 

M, forward ACGGGTGTTGGGTCGTTTGTTC 
M, reverse TTCTTGTAATCGGGGATGTCGGCG 
W, forward AAGGGAGCTGCAGTGGAGTA 
W, reverse CCGAAAATCTGTGGGAAGTC 

R26-RSR-LSL-
tdTomato 
M, 404bp 
W, 297bp 

M, forward ACGGGTGTTGGGTCGTTTGTTC 
M, reverse ATGTTTCAGGTTCAGGGGGAGGTG 
W, forward AAGGGAGCTGCAGTGGAGTA  
W, reverse CCGAAAATCTGTGGGAAGTC 

ACTB-Cre 
M, 391bp 
W, 200bp 

M, forward CCTGGAAAATGCTTCTGTCCG 
M, reverse CAGGGTGTTATAAGCAATCCC 
W, forward GTATTGAATTGAAGCACCTTTGTTTGG 

Ki67-CrexER 
M, 312bp 
W, 475bp 

reverse TTGGCGTCTGAAGAGAGTATGACC 
M, forward GGGCTCTACTTCATCGCATTCC 
W, forward ATCTGGTTCCCTGGATGGTTG 

Ccna2-CrexER 
M, 677bp 
W, 726bp 

reverse TGTAACATCTGAGAGCCGAATGAG 
M, forward GGGCTCTACTTCATCGCATTCC 
W, forward TGGTAAGAGAAGGGTAAGGGGG 

Tnnt2-LSL-mTnG 
M, 214bp 
W, 477bp 

M, forward TCCCACAACGAGGACTACACCATC 
M, reverse CCTTCTTGGAGCCCTTTTTCG 
W, forward CACACAGTGGAGTCACACAATGG 
W, reverse ATTATTTCTGAGGTCTCGGGGG 

M, mutant allele; W, wild type allele. 
 
Southern Blotting probe sequence 
ACGTATAGCCGAAATTGCCAGGATCAGGGTTAAAGATATCTCACGTACTGACGG
TGGGAGAATGTTAATCCATATTGGCAGAACGAAAACGCTGGTTAGCACCGCAGG
TGTAGAGAAGGCACTTAGCCTGGGGGTAACTAAACTGGTCGAGCGATGGATTTC
CGTCTCTGGTGTAGCTGATGATCCGAATAACTACCTGTTTTGCCGGGTCAGAAAA



AATGGTGTTGCCGCGCCATCTGCCACCAGCCAGCTATCAACTCGCGCCCTGGAAG
GGATTTTTGAAGCAACTCATCGATTGATTTACGGCGCTAAGGATGACTCTG 
 


