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Supplementary Fig. S9. Robustness of CNV inference in C9 cells from P3 and P5. 
A, Heatmaps showing CNV scores of cells in the malignant-enriched cluster of P3 using 

NK cells (left), B cells (middle), T cells (right) as background references. B, Heatmaps 

showing CNV scores of cells in the malignant-enriched cluster of P5 using NK cells 

(left), B cells (middle), T cells (right) as background references. 
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