Additional file 17: Figure S12. Screening for the ubiquitin ligase of EGR1
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The EGR1’s sequence view MDM2 recognition consensus motif
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1 MAAAKAEMQLMSPLQISDPFGSFPHSPTHDNYPKAEEMHLLSNGAP
47 QFLGAAGAPEGSGSNSSSSSSGGGGGGGGGSNS SSSTFNPQADT
93 GEQPYEHLTAESFPDISLNNEKVLVETSYPSQ LPPITYTGRFS

139 LEPAPNSGNTLWPEPLFSLVSGLVSHTNPPA APSPAASSASA

185 SQSPPLSCAVPSNDSSPIYSAAPTFPTPNT PQSQAFPGSAG

231 TALQYPPPAYPAAKGGFQVPHIPDYLFPQ LGTPDQKPFQG

L_ow... |

277 LESRTQQPSLTPLSTIKAFATQSGSQDLKALNTSYQSQLIKPSRHMR

323 KYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIRIHTGQKPF

369 QCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRH

45 TKIHLRQKDKKADKSVVASSATSSLSSYPSPVATSYPSPVTTSYPS

461 PATTSYPSPVPTSFSSPGSSTYPSPVHSGFPSPSVATTYSSVPPAF

567 PAQVSSFPSSAVTNSFSASTGLSDMTATFSPRTIEIC



