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Fig. S4. DPP4+ APCs are the principal source of IL-33 within adult inguinal WAT.

A) mRNA levels //133 isoforms in freshly sorted DPP4+ and DPP4- APCs (n=5 for each
group).

B) Flow cytometry analysis of IL-33 protein expression within DPP4+ APCs and DPP4-
APCs.

C) II33-EGFP reporter mouse contains an EGFP reporter inserted into 3' UTR of //33 gene.
(left) Flow cytometry analysis depicting the percentage of adult iWAT DPP4+ APCs and
DPP4- APCs expressing EGFP. (right) Bar graph depicting the percentage of DPP4+
APCs and DPP4- APCs expressing that express EGFP based on quantification of flow
cytometry data. (n=3 each group)

D) (left) Flow cytometry analysis depicting the percentage of all IWAT EGFP+ cells
expressing markers of either DPP4+ APCs or DPP4- APCs. (right) Bar graph depicting
the percentage of EGFP+ cells that represent either DPP4+ APCs or DPP4- APCs (n=3
each group).



