Table S2: Primers and crRNA used in this study

Name Description Sequence Reference
Forward to make left
AB0O1 flank of knockout 5-AAG GCG TGT CCTTCATGT T-3' )
construct for MRR1
Reverse to make left
5'- AAC GTC GTG ACT GGG AAA AAT CAT TAG
ABO003 flank of knockout CTT CGC TGG AAT TTC TGT TT - 3' (1)
construct for MRR1
Forward to make right ,
5'- TAT CCG CTC ACAATT CCACTG CTC GGT
ABO004 flank of knockout TCT GGT TCT ATA TG - 3 (1)
construct for MRR1
Reverse to make right
AB006 flank of knockout 5'- GAG TAC GTG GAT CTC TAC TTG ATG - 3' )
construct for MRR1
Nested forward to
amplify across stitched . ,
AB0O7 MRR1 knockout 5-CTTTGC TTGTTT GGGAAACCTC-3 (1
construct
Nested reverse to
amplify across stitched ' '
AB008 MRR1 knockout 5'- TGG CAT TGA ACC CGG AAA -3 (1
construct
AB009 Fm’“ﬁﬁ;? Ajr,gg;fy 5' - AAA CAG AAA TTC CAG CGA AGC TAA TGA "
TTITTTC CCAGTCACGACGTT -3
knockout construct
Reverse to amplify ,
5'- CAT ATA GAA CCA GAA CCG AGC AGT
AB010 NATT for MRR1 GGA ATT GTG AGC GGA TA - 3' (1)
knockout construct
EDsg  orward for RT-PCR of 5 - TCCATCCATGGGTCCATTATTC 1)
EDosg  Reverse T REPCROT 5 CTCAACACAAGGAAAGCACATC -3 (1)
ACT1-F  Forward /‘2\0(';7'3; -PCROf 5 _ GTATCG CTGAGC GTATGCAA-3' 2)
ACT1-R Reverse i\o&g -PCROf 5 _ GAT GGATGG TCC AGACTC GT-3' 2)
Forward to make left
AB023 flank of knockout 5'- CCG AAG AAT GAG CTACGAGAAT -3 This study
construct for MGD1
Reverse to make left
5'- AAC GTC GTG ACT GGG AAA AAT CAT TAT .
AB024 flank of knockout TTG GGT TGC TCT CGT GTT - 3' This study
construct for MGD1
Forward to make right ,
5'- TAT CCG CTC ACA ATT CCA CAA ATC CGG .
ABO025 flank of knockout ACA TTG AGG ACT ATC - 3' This study
construct for MGD1
Reverse to make right
AB026 flank of knockout 5'- CGG AGT ATC GTATCC CAA CAATAA-3"  This study
construct for MGD1
Nested forward to
ABo27 ~ a@mplify across stitched 5 Apc GAA GTG TAT GCA CATTTGAC -3 This study
MGD1 knockout
construct
AB028 Nested reverse to 5'- AGATCG CAATCT CCTTAATGC T-3'  This study

amplify across stitched




MGD1 knockout

construct
Forward to amplify ,
5'- AAC ACG AGA GCA ACC CAA ATAATG ATT .
AB029 NAT1 for MGD1 TTT CCC AGT CAC GAC GTT - 3' This study
knockout construct
Reverse to amplify .
5'- GAT AGT CCT CAATGT CCG GAT TTG TGG .
AB030 NAT1 for MGD1 AAT TGT GAG CGG ATA - 3' This study
knockout construct
ABogg  Forward for RT-PCROT 5. CGCAGAAAT CCCTAAAGTAAAT-3'  This study
ABO4g  Reverse A%EI'PCR of 5'-TAC CCT TTG CTT CGT TCT T - 3 This study
Forward to make left
AB043 flank of knockout 5'- GGC ATATCT GCC ACT AGG AAAG -3 This study
construct for GLO1
Reverse to make left
5'- AAC GTC GTG ACT GGG AAA AAT CAT TAC .
ABO044 flank of knockout TTT AAT AAG CAG GCC GGA GT - 3' This study
construct for GLO1
Forward to make right .
ABO045 flank of knockout 5'- TAT CCG CTC ACA ATT CCA TTG TAC GAG This study
GAA GCG AGAA-3
construct for GLO1
Reverse to make right
AB046 flank of knockout 5'-CCTTGATCT TAG GCTCCAACTT-3' This study
construct for GLO1
Nested forward to
amplify across stitched , . .
AB047 GLO7 knockout 5'- GAT CGG TGAGTG TGG TTC TTT -3 This study
construct
Nested reverse to
ABo4g ~ a@mplify across stitched 5'- GCC GCC AAT GAA GAT GTT TG - 3 This study
GLO1 knockout
construct
Forward to amplify .
5'- ACT CCG GCC TGC TTATTA AAG TAATGA .
AB049 NAT1 for GLO1 TTT TTC CCA GTC ACG ACG TT - 3' This study
knockout construct
Reverse to amplify ,
5'-TTC TCG CTT CCT CGT ACA ATG GTG GAA .
AB050 NAT1 for GLO1 TTG TGA GCG GAT A - 3' This study
knockout construct
aBost  romward for RI-PCROT 5 CAGAGATACCTAAAGCCTTT-3'  This study
ABO52 ~ Reverse /\% g;'PCR of 5'- TCC AAG ATG GTC TGT TGT G - 3 This study
Forward to make left
AB053 flank of knockout 5 - GCT GTAGTC TGT AAGGTTAGG TC-3'"  This study
construct for MGD2
Reverse to make left
ABO54 flank of knockout 5'— AAC GTC GTG ACT GGG AAA AAT CAT This stud
construct for MGD2 TAG GTT CAG GCC ATATTGACTTTG - 3' y
using NAT1
Forward to make right
ABO55 flank of knockout 5'- TAT CCG CTC ACAATT CCACGG TTT CAA This study

construct for MGD2
using NAT1

GCT ACT TAGTGT ATG G -3




Reverse to make right

ABO056 flank of knockout 5'— TGA GTA TGA GGA AGG GTG ATATTC -3 This study
construct for MGD2
Nested forward to
amplify across stitched 5'—GCA TTT ATT GGA GTATTG GAG ATG G - .
ABO57 MGD2 knockout 3 This study
construct
Nested reverse to
amplify across stitched . , .
ABO058 MGD2 knockout 5'-GTGTTC ATG ATC ATT GGG CATAG -3 This study
construct
Forward to amplify 5 _ cAp AGT CAA TAT GGC CTG AAC CTAATG ..
ABO059 NAT1 for MGD2 ATT TTT CCC AGT CAC GAC GTT - 3' This study
knockout construct
Reverse to amplify 5 _ 5oa TAC ACT AAG TAG CTT GAA ACC GTG -,
ABO060 NAT1 for MGD2 GAA TTG TGA GCG GAT A - 3 This study
knockout construct
Forward to make left
ABO069 flank of knockout 5'- TCA ACA GAAGTAGTGCCTGTAT-3 This study
construct for CAP1
Reverse to make left
ABO70 flank of knockout 5'- AAC GTC GTG ACT GGG AAA AAT CAT TAG This study
construct for CAP1 CTT TAACGG CAAGGAGTTAG-3'
using NAT1
Forward to make right
ABO71 flank of knockout 5'- TAT CCG CTC ACA ATT CCA CGA AAC GGA This study
construct for CAP1 CAGCGTAGTTAGT- 3
using NAT1
Reverse to make right
ABO072 flank of knockout 5'-CAGCTTCTCCGTGTATCGTITA-3 This study
construct for CAP1
Nested forward to
aBo73 ~ 8MPLly across stitched 5 GGC TTC TTTACG CATTGTAACC -3 This study
nockout
construct
Nested reverse to
ABO74 ampc"z’lfffss stitched 5'- CAG CGT ATT CGA CCC ATC TT - 3 This study
nockout
construct
Forward to amplify 5 oTA ACT CCT TGC CGT TAAAGC TAATGA .
ABO75 NATT1 for CAP1 TTT TTC CCA GTC ACG ACG TT - 3' This study
knockout construct
Reverse toamplify 5\ o1 AAC TAC GCT GTC CGT TTC GTG GAA .
ABO076 NATT1 for CAP1 TTG TGA GCG GAT A - 3' This study
knockout construct
Reverse to make left
AB092 flank of knockout 5'- GAC GTC AGG TGG CAC TTT TCG GGG This study
construct for CAP1 GCT TTA ACG GCA AGG AGT TAG -3
using HygB
Forward to amplify 5 _ A ACT CCT TGC CGT TAAAGC CCCCGA -
AB093 HygB for CAP1 AAA GTG CCA CCT GAC GTC - 3' This study
knockout construct
Reverse to amplify .
AB094 HygB for CAP1 5'- ACT AAC TAC GCT GTC CGT TTC GGC CTC This study

knockout construct

GTGATACGCCTATT -3




Forward to make right
flank of knockout

5'- AAT AGG CGT ATC ACG AGG CCG AAA

ABOSS  onstruct for CAP1 CGG ACA GCG TAG TTA GT - 3 This study
using HygB
Forward to amplify 5'- GCG TAT AAT TAT TCC GTG TAT GTT GAA
AB122 MGD2 MMEJ construct CTT CGG AAT TAA ACC CAA CGG GGT ATA This study
with HygB GTGCTTGCTGTTCGAT-3'
Reverse to amplify 5'-CCT TAATTG TGC GAA CGT ACA TGA AAT
AB123 MGD2 MMEJ construct CCT CAG TAT ATC ACA AAT CTT GCATTT TAT  This study
with HygB GAT GGAATG AATG-3
Forward to make left
EDO038 flank of knockout 5 -CAGTAGTGT GTTCGTCTCCTTAG-3 (1)
construct for MDR1
Nested forward to
amplify across stitched , ;
EDO042 MDR1 knockout 5 - CGG CGG AGT TATATCCGTTTC -3 (1)
construct
Nested reverse to
amplify across stitched , ,
EDO043 MDR1 knockout 5 -GGC TTC CGTATT TAAGCT GTACT-3 (1)
construct
Reverse to make right
EDO048 flank of knockout 5 -CCGACCCTCCCATTCAATC-3 (1)
construct for MDR1
Forward 1o amplY 5 _TTT TCC CAG TCA CGA CGT TGT AAAACG
ED103 ACG GCC GCG GCC GCAAGG CGTGTCCTT  This study
upstream w/ homology CATGTT — 3’
to pMQ30
Reverse to amplify 1 kb 5 — CGG ATA ACA ATT TCA CAC AGG AAA
ED110 downstream MRR1 w/ CAG CTATGA CCC GGAGCT TTT CAT CAC This study
homology to pMQ30 CACCA-3
Rovorseloamplly & _ AGC AAT ATC GAA CAG CAA GCACTATAT
ED115 CTA GAG GTT TAC GAC GGAACTAGC TGC T  This study
upstream w/ homology _3
to HygB
Forward to amplify 5 —TAG TTC AAC TCA GCA GCT AGT TCC GTC
ED121 HygB w/ homology to GTAAAC CTC TAGATATAGTGC TTG CTG This study
MRR1 (swap for URA3) TTC GAT -3
Reverse to amplify 5 — CTG ATG TGC CGA TCA ATG AGT CAG
ED122 HA};%%‘;"/dhomo"’gy 0 AAACAG CCT GTA TTT TAT GAT GGAATG  This study
ownstream )
AAT GGG ATG-3
(swap for URA3)
Forward upstream of
ED125 MRR1 to validate 5 — GAA AAAGAA GCCAGCAGACC-% This study
complement
Reverse downstream of
ED126 MRR1 to validate 5 -GGG TAAAGC CATTGCAGAC-3 This study
complement
Reverse to make left
ED187 flank of knockout 5 — GCA ATATCG AAC AGC AAG CAC TAT This study
construct for MDR1 AGC GAT TAG GTATTAGAT GGATGTTTG -3’
using HygB
Forward to amplify ;
ED188 HygB for MDR1 5 - CAAACATCC ATC TAATAC CTAATC GCT This study

knockout construct

ATAGTG CTT GCT GTT CGATATTGC -3’




Reverse to amplify

5 — CCT GAA CAATTA CCT TGT GAA CTC ATT

ED189 HygB for MDR1 TTA TOA TOG AAT GAA TGO G — 3 This study
knockout construct
Forward to make right
£D190 flank of knockout 5~ CCC ATT CAT TCC ATCATAAAATGAGTT .
construct for MDR1 CAC AAG GTA ATT GTT CAG G- 3’ y
using HygB
NG g7 Reverse NATTintemal, 5 — GAA GTT CCA GTT GAT CCACCATTG A- @)
— for validation 3
rev seq Forward NATT internal, , )
NATH o validation 5 — CGA TGG TAC TGC TTC CGA TGG - 3 3)
ED123  Reverse HygBintemal, 5 AT AAC CTC TAC CACCAACATC—3  This study
for validation
ED124  orward HygB internal, 5~ GCT CAA GGT AGATGT GATGC -3 This study
for validation
Forward to amplify ,
5 — ACA TCC GAA CAT AAA CAA CCA TGA .
POPO1 CaURA3 w/ homology CAG TCA ACA CTA AG — 3’ This study
to pNAT
Reverse to amplify ;
5 — AAT CTT TTT ATT GTC AGT ATT TAT AAT .
POP02 CaURA3 w/ homology TGG CCA GTT TTT TTC — 3' This study
to pNAT
Forward to amplify :
i 5 — ATA CTG ACA ATA AAA AGA TTC TTG TTT .
POPO3 pNAT, replacing NAT1 TCA AGA ACT TGT CAT TTG TAT AG — 3 This study
w/ CaURA3
Reverse to amplify ;
POP04 pNAT, replacing NAT1 5-GGTTCT g;': -I(-:C.;I.-IC;T&? gAiTS,GTG ATG TGA This study
w/ CaURA3
Reverse to validate , , .
POP18 CTEF1-URA3 5'- CAG GAA ACA GCT ATG ACC ATG — 3 This study
Forward to validate , , .
POP19 TEF1-URA 5 -CGT ACATTTAGC CCATACATCC—3  This study
ggﬁ;\ crRNA for MDR1 5 — AGT CCT TGC TTG GCC ACA GG — 3' (1)
ngRﬁ;\ crRNA for MRR1 5 — TTC ATC ACT AAA GAT GAT GG — 3’ (1)
ggm crRNA for CAP1 5 — AAC CAC ACA CAAAAC CAG GG —3  This study
mee crRNA for MGD1 5 — GGA GAA AGG ATACTC CGT GG—3  This study
MGD2 crRNA for MGD2 (used , , .
GRNA  with NATT construct) 5 — GAA AAA GTT TGC TGA AAA GG- 3 This study
MGD25  crRNA for MGD2 (used ) , .
GRNA  with HYGB construct 5 — GGG AAA GAC TAC AGA TAA GG - 3 This study
MGD2 3  crRNA for MGD2 (used , , .
CRNA  with HYGB construct) 5 — CTA TAC CGA TAA TCT GGA CT -3 This study
oL crRNA for GLOT 5 —TGG CCA CATTTG TATCACGG—3  This study
NATA crRNA for NAT1
orRNA (making MRR1 5 — GGG AAA ACC TTA GTC AAT GG — 3’ This study

complement strains)
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