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the manuscript are available in Supplementary Tables 4, 5, 6, 7, 8, 9, 10 and 11.

Sample size was not pre-determined. Data were obtained from 3 independent NHP studies, and data from a total of 81 NHP was included in
modeling. Predictions were compared against data from a single study, testing durability of protection 6 months after vaccination with
Ad26.COV2.S, in a total of 28 NHP.

No data were excluded from the analysis

Modeling was based on 3 independent NHP studies. Modeling outcomes were compared against data from a single study.

Group allocations of rhesus macaques was done based on block randomization, harmonized for bodyweight and sex

Investigators were blinded to group allocation at the time of data collection.

HEK293T-hACE2 cells were obtained from BEI Resource

Morphology, growth properties, protein expression, species specific PCR

Tested negative

No commonly misidentified lines were used

Male and female adult (>3 years of age) rhesus macaques were obtained from Kunmings Biomed international Ltd, China. Prior to
transfer from test facility colony, all animals were subjected to a health assessment and tested at least once for tuberculosis by
intradermal injection of tuberculin. An anthelmintic treatment was administered to each animal by subcutaneous injection. The
evaluations were performed in accordance with the standard operating procedures by technical staff.

No wild animals were used.




