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KEGG pathways enriched by upregulated genes

Toxoplasmosis

Biosynthesis of unsaturated fatty acids
Oxidative phosphorylation

Human T-cell leukemia virus 1 infection
Valine, leucine and isoleucine degradation
ECM-receptor interaction

Cardiac muscle contraction

ic right ventri yopathy ..
Biosynthesis of amino acids
PPAR signaling pathway

Cell cycle

Description

Fatty acid metabolism

Carbon metabolism

MicroRNAs in cancer

Butanoate metabolism
Alzheimer disease

HIF-1 signaling pathway
Glycolysis / Gluconeogenesis
Terpenoid backbone biosynthesis

Steroid biosynthesis
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KEGG pathway enriched by downregulated genes

Ferroplosis
ErbB signaling pathway

Alanine, asp and glutamate

Y g right i iomyop
Hippo signaling pathway - multiple species
Tight junction
Central carben metabolism in cancer
Focal adhesion
Ribosome

2-Oxocarboxylic acid metabolism

One carbon pool by folate

Description

Selenocompound metabolism

RNA transport

Bladder cancer

Protein digestion and absorption
ECM-receptor interaction

Carbon metabolism

Glycine, serine and threonine metabolism
Biosynthesis of amino acids

Aminoacyl-tRNA biosynthesis

Additional file 3: Figure S2. KEGG signaling pathway analysis of DEGs.
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