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Fig. S6: Dendrogram of dissimilarity indices including A) Jaccard and B) Bray-Curtis (right) dissimilarity. Both analysis include separated sequenced size classes of the three 
samples (L1-L3) and samples processed in di�erent pooling strategies (g, log10, invg, �bo, equ, 4x). 

A) Jaccard dissimilarity B) Bray-Curtis dissimilarity  


