Table S1- RNA seq : CCK TRAP
All CCK changed genes

GeneSymbol cckKO_meanRPKM  wt_meanRPKM wt-cckKO_logFC  wt-cckKO_PValue wt-cckKO_FDR
Nrsn2 209.13 76.13 -1.50 6.57E-16 1.01E-11
Gm14164 11.39 2.89 -2.02 9.71E-13 7.46E-09
Syp 99.30 56.30 -0.85 1.14E-08 5.82E-05
Gm10359 43.41 21.58 -1.04 4.14E-07 1.59E-03
Eif6 11.77 5.99 -1.01 6.40E-07 1.97E-03
Phyhip 74.54 44.91 -0.77 2.27E-06 3.87E-03
mt-Rnrl 931.24 364.56 -1.37 1.92E-06 3.87E-03
Gm7336 39.44 21.42 -0.92 1.93E-06 3.87E-03
Gm26917 58.61 17.58 -1.78 2.25E-06 3.87E-03
Ctsd 32.40 20.00 -0.73 1.04E-05 1.59E-02
Caskinl 14.60 9.74 -0.62 1.64E-05 2.11E-02
Gm14703 46.88 28.50 -0.75 1.62E-05 2.11E-02
Gnall 16.27 10.62 -0.65 2.08E-05 2.46E-02
Caspl 1.20 4.19 1.76 2.49E-05 2.46E-02
Gsel 24.02 12.13 -1.03 3.20E-05 2.46E-02
Atpla3 163.97 110.62 -0.60 2.38E-05 2.46E-02
Selenow 126.96 65.41 -1.00 2.94E-05 2.46E-02
Chtf8 10.79 6.31 -0.81 2.62E-05 2.46E-02
Chchd2 200.96 296.74 0.53 3.05E-05 2.46E-02
Gm14760 39.28 22.21 -0.86 2.90E-05 2.46E-02
Gm12070 26.06 15.40 -0.80 3.36E-05 2.46E-02
Uncba 21.16 13.59 -0.68 4.09E-05 2.78E-02
Rpl12 34.99 52.21 0.54 4.16E-05 2.78E-02
Gins2 33.41 18.10 -0.93 4.67E-05 2.93E-02
Adgrbl 16.08 10.20 -0.69 4.77E-05 2.93E-02
Slc17a7 162.97 118.74 -0.49 4.96E-05 2.93E-02
Edfl 83.38 57.16 -0.58 6.35E-05 3.52E-02
Gm21984 6.67 2.22 -1.63 6.40E-05 3.52E-02
Rps27a 64.86 98.38 0.57 7.53E-05 3.86E-02
Tra2a 19.01 91.53 2.24 7.32E-05 3.86E-02
Prrt2 141.08 92.09 -0.65 7.84E-05 3.89E-02
Pagrla 106.82 69.93 -0.65 8.64E-05 4,15E-02
Cyb5r3 12.81 6.74 -0.97 9.49E-05 4.35E-02
Slc6all 4.03 2.07 -0.99 9.88E-05 4.35E-02
Gma8430 142.03 221.51 0.61 9.90E-05 4.35E-02
Syt2 0.38 1.05 1.45 1.06E-04 4.48E-02
Jarid2 3.00 5.92 0.95 1.08E-04 4.48E-02
Sap30 10.15 21.15 1.03 1.20E-04 4.87E-02
mt-Col 142.99 82.68 -0.82 1.46E-04 5.76E-02
Gm12671 37.71 22.02 -0.81 1.50E-04 5.76E-02
Hmgcs1 21.54 31.70 0.52 1.59E-04 5.82E-02
Gm12537 37.49 21.91 -0.81 1.57E-04 5.82E-02
Rpl27a 71.12 102.23 0.49 1.74E-04 6.23E-02
Lpcat4 19.62 12.00 -0.75 1.85E-04 6.24E-02
TtlI3 10.60 6.61 -0.72 1.82E-04 6.24E-02
Arhgap23 4,51 2.61 -0.82 1.87E-04 6.24E-02
Nkiras1 31.82 45.46 0.48 2.02E-04 6.61E-02
Tnrcl8 3.01 1.13 -1.46 2.36E-04 7.39E-02

Rps27a-ps2 104.53 163.98 0.62 2.32E-04 7.39E-02
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86.84
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26.21
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9.26
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1.32
1.81
10.31
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2.83
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14.37
68.84
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14.26
28.84
7.45
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19.14
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44.84
19.75
2233.10
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0.84
7.52
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1.88
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1.38
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6.90E-03
6.72E-03
6.85E-03
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Gm12715
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14.02
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2.70
8.99
19.72
1.48
1.41
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22.90
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8.29
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5.90
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16.74
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4.13
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30.36
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37.78
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15.66
333.98
61.35
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0.53
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0.29
2.78
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10.79
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4.04
1.78
4.38
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9.86
94.95
4.77
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-1.47
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-0.46
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0.34
-0.74
-0.97
-0.74
-2.18
-0.49
-1.77
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3.72E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01



Eifde2
Fam110a
Toel
Cnbp
Mzfl
Dcunl1d5
Tstd2
Megfll
Semab6c
Ap5z1
Cdk6
Cdc42ep4
Wscd2
Gm24270
Ighm
Pisd-ps1
Gm13296
A330023F24Rik
Gm26794
Sf3a2
Cizl
Anks3
Prss230s
Cfap58
Nol7
Psmd12
Dgkz
Zmiz2
Smim26
Twsgl
Adgrb2
Lrrtml
Vps25
Plcxd2
Mlec
Gm17168
Hadha
Cox17
Por

Chkb
Pcna
Gm7353
NA
Atp5g3
Tmem59I
Rpa3

1d2

Zbtb1
R3hdm4
Rps13-ps2
BC024978
Gm14044

5.27
0.97
1.46
153.01
0.70
42.16
3.22
5.15
0.52
1.49
0.28
1.79
3.07

36757.47

27.14
4.38
171.28
0.09
12.07
3.84
5.85
2.54
0.28
0.20
32.05
29.26
53.76
26.51
65.09
8.87
7.77
28.49
19.82
4.93
13.45
118.80
2.85
7.38
10.27
1.16
23.43
2.32
29.55
292.22
43.17
9.61
22.09
1.60
238.90
107.11
16.62
81.44

3.73
0.41
2.61
199.17
0.30
57.15
4.57
6.98
0.17
0.79
0.05
1.01
2.34

27302.25

14.95
2.28
101.02
0.26
8.91
2.01
4.16
1.44
1.56
0.64
41.89
38.68
38.42
19.38
87.36
6.68
5.57
22.14
14.33
7.39
10.30
83.90
1.90
9.69
7.68
0.64
30.82
1.18
23.54
362.12
32.17
18.40
30.63
2.27
185.14
140.53
12.69
109.09

-0.54
-1.27
0.81
0.35
-1.24
0.41
0.47
0.41
-1.69
-0.94
-2.61
-0.86
-0.43
-0.46
-0.90
-0.98
-0.80
1.45
-0.47
-0.98
-0.53
-0.85
2.50
1.65
0.35
0.37
-0.53
-0.49
0.39
-0.44
-0.52
-0.40
-0.50
0.56
-0.42
-0.54
-0.62
0.36
-0.45
-0.89
0.36
-1.03
-0.36
0.28
-0.46
0.89
0.44
0.48
-0.41
0.36
-0.43
0.39

1.25E-02
1.28E-02
1.29E-02
1.27E-02
1.30E-02
1.27E-02
1.26E-02
1.30E-02
1.26E-02
1.29E-02
1.26E-02
1.28E-02
1.25E-02
1.30E-02
1.29E-02
1.28E-02
1.30E-02
1.29E-02
1.27E-02
1.31E-02
1.31E-02
1.32E-02
1.31E-02
1.32E-02
1.32E-02
1.33E-02
1.33E-02
1.33E-02
1.33E-02
1.35E-02
1.35E-02
1.34E-02
1.34E-02
1.35E-02
1.35E-02
1.35E-02
1.36E-02
1.36E-02
1.37E-02
1.38E-02
1.37E-02
1.37E-02
1.38E-02
1.38E-02
1.39E-02
1.41E-02
1.40E-02
1.41E-02
1.40E-02
1.41E-02
1.40E-02
1.42E-02

3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.73E-01
3.74E-01
3.74E-01
3.74E-01
3.74E-01
3.74E-01
3.74E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.75E-01
3.76E-01
3.76E-01
3.78E-01
3.78E-01
3.78E-01
3.78E-01
3.78E-01
3.78E-01
3.78E-01
3.78E-01
3.80E-01
3.81E-01
3.81E-01
3.81E-01
3.81E-01
3.81E-01
3.81E-01
3.83E-01



Acsll
Tob1l
Myo16
Micu3
Rapgefl
Zfp438
E030024N20Rik
Tyw5
Gm13623
Rpl9-ps4
Nptxr
Slc44a5
Stk32c
3-Sep
Sdhaf2
Slc15a3
Pfn2
Rcor3
Clip2
1190007107Rik
Arfgef2
Kenn3
Ramp?2
Gmpr2
Prkd1
Hmox1
Mpped2
Mccc2
Ifngr2
Ptk7
Syt7
Adpgk
Baiap2
Mbd6
Usfl
Tspanl8
Psma7
Rchyl
Ajm1
Auts2
PIxnal
Sipall3
Nox1
Mak16
Scrgl
Cfap20
Cd59a
Hid1
Cacnala
Rorl
Cbarp
Tmem255a

3.56
19.97
3.06
40.40
6.42
2.51
134.37
10.77
39.86
60.52
84.55
3.26
3.10
167.70
14.27
0.74
163.78
8.69
3.85
7.77
5.00
1.91
15.68
3.78
0.43
1.93
18.64
2.14
27.79
0.19
17.10
0.79
32.23
1.32
3.04
7.10
29.36
16.57
9.10
7.16
13.56
12.81
1.08
12.06
2.25
21.51
3.64
19.81
8.78
0.82
30.50
19.39

2.69
15.72
2.06
51.84
4.87
1.35
174.40
14.49
54.43
81.29
70.20
2.26
1.36
138.61
18.57
0.39
203.88
6.49
2.47
12.47
3.69
1.05
12.07
6.42
1.03
1.00
25.75
4.01
22.52
0.02
13.49
1.65
25.60
0.71
1.68
4.29
37.91
22.03
6.69
5.36
10.15
9.66
1.95
17.77
5.14
31.82
1.63
15.66
6.86
0.39
24.37
14.87

-0.44
-0.38
-0.61
0.33
-0.43
-0.94
0.35
0.40
0.42
0.40
-0.30
-0.56
-1.25
-0.31
0.35
-0.97
0.28
-0.45
-0.69
0.65
-0.47
-0.89
-0.41
0.74
1.24
-0.99
0.44
0.87
-0.34
-3.09
-0.38
1.04
-0.37
-0.94
-0.90
-0.75
0.34
0.38
-0.48
-0.45
-0.46
-0.45
0.82
0.53
1.16
0.54
-1.20
-0.37
-0.39
-1.11
-0.36
-0.42

1.42E-02
1.44E-02
1.45E-02
1.44E-02
1.45E-02
1.45E-02
1.44E-02
1.45E-02
1.46E-02
1.46E-02
1.46E-02
1.47E-02
1.49E-02
1.49E-02
1.49E-02
1.50E-02
1.48E-02
1.50E-02
1.50E-02
1.49E-02
1.49E-02
1.56E-02
1.55E-02
1.55E-02
1.58E-02
1.51E-02
1.65E-02
1.57E-02
1.63E-02
1.62E-02
1.53E-02
1.65E-02
1.54E-02
1.62E-02
1.60E-02
1.60E-02
1.64E-02
1.61E-02
1.63E-02
1.59E-02
1.54E-02
1.57E-02
1.56E-02
1.54E-02
1.60E-02
1.53E-02
1.51E-02
1.62E-02
1.62E-02
1.64E-02
1.56E-02
1.64E-02

3.84E-01
3.86E-01
3.86E-01
3.86E-01
3.86E-01
3.86E-01
3.86E-01
3.87E-01
3.88E-01
3.88E-01
3.88E-01
3.90E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01



Fbxw17
Paklipl
Bud31
Zfp653
Pcdhb12
Rell2
Zc3havll
Slc39a9
Gm7984
Ccdc96
Pfdn4
D10Jhu81e
Hist3h2ba
Tubb2a
Zfp932
Fjx1
Zc3h3
NA
Gm11149
Gm7206
Gm13610
Neatl
Gm20659
Gm20683
Gm26770
Gm26702
Dadl
Mkks
Higdla
Tubb4a
Rps13-ps4
HItf

Pex7
Algll
Zgpat
Snapcl
Anxa5
Mdh1l
Jmjd8
Tomm6os
Lgmn
WiIs

Rfcl

Kin
Cox14
Thynl
Krecl
Glmp
Cptlc
Ppal
Hcn2
Tbcld9

1.07
8.51
22.27
3.61
1.27
12.18
5.81
4.96
25.92
0.33
14.88
12.78
5.96
238.10
6.43
7.02
2.83
11.07
14.72
63.62
14.22
0.11
89.60
6.67
1.80
9.31
15.94
10.95
85.95
612.30
94.84
0.93
10.98
24.39
1.36
7.69
1.37
249.53
16.29
11.40
5.61
1.15
3.52
5.00
87.55
57.26
4.20
2.51
7.56
34.23
1.13
6.53

0.53
11.44
30.93

2.07

0.62

9.31

3.98

3.68
16.02

0.80
19.77
19.01

2.87

294.90

9.03

4.75

1.46

7.75
10.57
88.46

9.46

0.02

116.93

4.51

3.13

6.84
12.43

8.38

112.97
525.33
124.10

1.82
15.16
18.63

0.76
11.53

2.68

307.43
12.51

8.10

8.29

0.57

2.29

8.71

117.96
75.93

8.55

1.65

5.46
43.34

0.53

8.66

-1.05
0.39
0.44
-0.84
-1.05
-0.42
-0.58
-0.46
-0.73
1.23
0.38
0.55
-1.08
0.28
0.46
-0.60
-1.00
-0.55
-0.51
0.45
-0.62
-2.51
0.35
-0.60
0.76
-0.48
-0.39
-0.42
0.36
-0.26
0.36
0.93
0.43
-0.42
-0.89
0.56
0.93
0.27
-0.42
-0.53
0.53
-1.04
-0.66
0.78
0.40
0.37
1.00
-0.64
-0.50
0.31
-1.14
0.38

1.51E-02
1.63E-02
1.56E-02
1.52E-02
1.58E-02
1.64E-02
1.50E-02
1.63E-02
1.65E-02
1.58E-02
1.53E-02
1.60E-02
1.56E-02
1.54E-02
1.58E-02
1.62E-02
1.59E-02
1.53E-02
1.64E-02
1.52E-02
1.61E-02
1.63E-02
1.62E-02
1.60E-02
1.58E-02
1.64E-02
1.66E-02
1.65E-02
1.66E-02
1.65E-02
1.66E-02
1.67E-02
1.67E-02
1.66E-02
1.68E-02
1.69E-02
1.69E-02
1.69E-02
1.70E-02
1.70E-02
1.71E-02
1.71E-02
1.73E-02
1.73E-02
1.74E-02
1.74E-02
1.74E-02
1.77E-02
1.77E-02
1.77E-02
1.76E-02
1.76E-02

3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.91E-01
3.94E-01
3.94E-01
3.94E-01
3.95E-01
3.95E-01
3.95E-01
3.95E-01
3.95E-01
4.00E-01
4.00E-01
4.00E-01
4.00E-01
4.00E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01



Afg3l1
Gm49322
Erf
Pnma3
Pcdh19
Trim65
Cbx3-ps7
Htatsf1l
Ndufb6
Vps39
Atp5gl
Topbp1l
Gm3892
Tmem160
Nup98
Prpf40b
Rps24
Brdt
Gabarapl2
Igsfob
Zic4

Sstrd
Nup88
Atf4

Bex2
Rtn4rll
Rpl9
Faml74a
Cbx3-ps6
9230009102Rik
Gm13768
Gm20518
Gm10593
Elavi3
Nifk
Gm2163
Actrlb
Fam166a
Lrguk
Adam15
Gm20900
Chd3
Faim2
Nlgn3
Gm15464
Kifla
Ovol2
Dstyk
Agtrla
Ensa
Zfp532
Cetn3

2.42
4.54
4.35
3.31
15.68
0.93
88.40
22.71
161.14
6.35
32.99
3.91
9.78
8.66
5.34
2.35
164.07
4.11
55.69
0.82
0.08
26.60
3.78
56.83
277.41
50.35
35.98
21.50
146.03
0.30
12.98
3.14
9.60
34.82
20.71
8.99
45.85
54.34
0.95
4.59
111.36
27.28
54.62
29.17
71.94
85.28
0.47
8.26
0.17
265.98
4.19
123.82

0.52
3.22
2.29
211
12.67
0.47
117.22
29.33
208.82
5.09
27.21
5.63
7.07
4.92
3.42
1.54
208.88
6.11
70.04
0.37
0.01
18.48
5.31
71.72
226.55
41.35
45.64
29.06
194.16
1.57
8.59
2.06
6.96
25.77
28.78
6.13
37.70
71.15
0.48
3.15
143.59
22.14
43.84
23.08
96.30
73.19
1.38
6.57
0.66
334.65
3.24
157.73

-2.27
-0.53
-0.97
-0.69
-0.34
-1.04
0.38
0.34
0.34
-0.35
-0.31
0.50
-0.51
-0.86
-0.68
-0.64
0.32
0.54
0.30
-1.18
-3.34
-0.57
0.46
0.30
-0.33
-0.32
0.31
0.40
0.38
2.40
-0.63
-0.65
-0.50
-0.47
0.45
-0.59
-0.32
0.36
-1.00
-0.58
0.34
-0.34
-0.35
-0.38
0.39
-0.25
1.52
-0.36
1.95
0.30
-0.40
0.32

1.75E-02
1.78E-02
1.78E-02
1.76E-02
1.77E-02
1.78E-02
1.77E-02
1.75E-02
1.78E-02
1.78E-02
1.79E-02
1.80E-02
1.80E-02
1.81E-02
1.81E-02
1.82E-02
1.85E-02
1.85E-02
1.85E-02
1.84E-02
1.85E-02
1.83E-02
1.84E-02
1.86E-02
1.81E-02
1.82E-02
1.84E-02
1.85E-02
1.85E-02
1.83E-02
1.82E-02
1.84E-02
1.82E-02
1.87E-02
1.87E-02
1.87E-02
1.88E-02
1.89E-02
1.89E-02
1.89E-02
1.90E-02
1.92E-02
1.91E-02
1.93E-02
1.93E-02
1.94E-02
1.95E-02
1.95E-02
1.95E-02
1.96E-02
1.96E-02
1.99E-02

4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.01E-01
4.02E-01
4.02E-01
4.02E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.04E-01
4.05E-01
4.05E-01
4.05E-01
4.07E-01
4.07E-01
4.07E-01
4.08E-01
4.09E-01
4.11E-01
4.11E-01
4.14E-01
4.14E-01
4.15E-01
4.15E-01
4.15E-01
4.15E-01
4.16E-01
4.16E-01
4.18E-01



Mrps30
Cbx3
Creldl
Sh2b1l
Rtn4r
2810002D19Rik
Shisab
Cdh24
Numbl
Gm11196
Gm8624
Gm15710
Tptl-ps3
Kitl

Nemf
Gm13215
Natdl
Bsg

Pcgf5
Tjp2
Cops4
Naifl
Sgmsl
Rnf7
Cebpb
Iglon5
Rpl9-ps6
Gm21958
Mrps12
B4galntl
Hdac5
Ltadh
Smarcd3
Gm26995
Pp2d1
Nap1l5
Gm11185
Kic2
Cnih2
Abca2
Smim27
Nosl
Zcchc?7
Scafl
Mrps27
Swsapl
Camk2b
Hist1h2bl
Plekhg5
Ppp2ca
Dcakd
Naga

9.73
78.21
3.87
5.79
22.38
1.24
101.27
0.54
4.78
27.21
30.08
105.86
280.29
0.95
14.78
23.48
3.66
62.33
4.04
0.57
16.11
0.83
3.19
98.50
3.85
3.00
55.96
4.87
35.51
35.79
7.08
4.24
6.14
1.89
4.88
72.64
3.36
26.41
100.95
5.47
74.77
11.62
1.26
3.51
9.04
5.44
82.38
13.84
11.47
65.88
16.48
1.25

14.11
103.39
2.61
3.81
16.93
2.95
84.15
0.17
3.48
40.11
41.59
135.14
355.33
1.73
20.02
35.20
2.16
48.35
6.44
0.21
21.05
1.49
2.43
125.53
6.96
1.82
73.92
2.39
46.05
28.18
5.24
6.90
4.54
0.82
7.34
93.77
1.37
19.55
75.34
4.33
97.60
8.98
1.92
2.40
6.49
3.38
70.78
8.04
8.72
80.51
11.13
0.55

0.51
0.37
-0.61
-0.64
-0.44
1.24
-0.30
-1.68
-0.50
0.53
0.44
0.32
0.31
0.84
0.41
0.56
-0.80
-0.40
0.64
-1.46
0.35
0.80
-0.43
0.32
0.82
-0.76
0.37
-1.06
0.34
-0.38
-0.47
0.68
-0.47
-1.24
0.56
0.34
-1.32
-0.47
-0.46
-0.37
0.35
-0.41
0.58
-0.59
-0.51
-0.72
-0.25
-0.82
-0.43
0.26
-0.61
-1.20

1.98E-02
1.99E-02
1.97E-02
2.01E-02
2.00E-02
1.99E-02
2.00E-02
1.98E-02
2.01E-02
1.99E-02
1.98E-02
1.99E-02
2.00E-02
2.01E-02
2.02E-02
2.02E-02
2.05E-02
2.04E-02
2.03E-02
2.05E-02
2.05E-02
2.05E-02
2.04E-02
2.04E-02
2.05E-02
2.06E-02
2.06E-02
2.06E-02
2.07E-02
2.08E-02
2.09E-02
2.09E-02
2.08E-02
2.08E-02
2.09E-02
2.09E-02
2.10E-02
2.12E-02
2.13E-02
2.13E-02
2.12E-02
2.13E-02
2.13E-02
2.13E-02
2.13E-02
2.12E-02
2.12E-02
2.13E-02
2.15E-02
2.16E-02
2.17E-02
2.16E-02
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3.15E-02
3.13E-02
3.15E-02
3.15E-02
3.16E-02
3.16E-02
3.18E-02
3.19E-02
3.19E-02
3.20E-02
3.23E-02
3.23E-02
3.22E-02
3.24E-02
3.24E-02
3.24E-02
3.25E-02
3.25E-02
3.25E-02
3.26E-02
3.27E-02
3.28E-02
3.28E-02
3.30E-02
3.30E-02
3.31E-02
3.32E-02
3.32E-02
3.33E-02
3.33E-02
3.34E-02
3.34E-02
3.35E-02
3.36E-02
3.38E-02
3.37E-02
3.39E-02
3.37E-02
3.37E-02
3.39E-02
3.39E-02
3.38E-02
3.38E-02
3.38E-02
3.39E-02

4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.87E-01
4.90E-01
4.90E-01
4.90E-01
4.90E-01
4.93E-01
4.93E-01
4.93E-01
4.95E-01
4.95E-01
4.95E-01
4.95E-01
4.95E-01
4.95E-01
4.95E-01
4.96E-01
4.97E-01
4.97E-01
4.99E-01
4.99E-01
5.00E-01
5.00E-01
5.00E-01
5.01E-01
5.01E-01
5.01E-01
5.02E-01
5.02E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01
5.03E-01



Zfp84
Pop5
Gm9396
Spata7
Dtnbpl
Nipal3
Mpcl
Camkk?2
Cluh
Fahdl
Morn4
Rps15a-ps7
Gm2962
Lsm12
Psmd14
Sh3bgrl3
Rwdd1
Rpl2211
Rars

Lrp8
Fam222b
Ctnnal
Zfpl4
Zfp992
Gm15879
Manbal
Ctsl
Prelid1
Mgat5
Zcchc2
Serpina3e-ps
Rangapl
Thocl
Syvnl
Pdpr
Hrnr
Lancl3
Mpc2
Stpgl
Rps15a-ps6
Snrpd2
Slc29a3
Foxp4
Ugt8a
Zdhhc14
Gm16740
Rasgrp4
NA
Tmem201
Ganc

Dek
Trappcéb

5.43
31.41
25.46

3.87
58.27

3.64
69.89
15.76

5.49
19.51
53.32
97.18
23.04
39.56
25.25

328.71
55.44
141.64

7.86

4.59
33.00

5.40

3.85

1.73

2.02
17.28
13.55
71.26

4.88

8.40

6.68
20.50

8.81
10.56

2.59

0.24

1.18
49.57

3.15

115.76
77.94

4.43

4.57

0.61
13.63

172.58

1.13

607.86

2.27

0.83
24.30

142.92

3.97
39.68
35.34

5.19
73.72

2.83
92.79
19.49

4.15
27.87
40.29

123.93
34.04
31.59
33.22

267.36
69.87

188.36
10.76

3.69
27.15

7.36

2.22

1.04

0.87
12.59
18.93
58.41

3.59
10.78

3.15
15.99
11.75

8.28

1.76

0.02

0.64
61.60

1.92

146.69
59.09

2.95

3.02

0.26
10.76

213.76

0.66

749.13

1.61

0.52
30.58

179.35

-0.49
0.31
0.44
0.39
0.31
-0.40
0.38
0.27
-0.44
0.49
-0.44
0.32
0.53
-0.36
0.36
-0.33
0.30
0.38
0.42
-0.35
-0.32
0.41
-0.83
-0.78
-1.24
-0.49
0.45
-0.32
-0.48
0.33
-1.11
-0.39
0.39
-0.38
-0.59
-3.96
-0.91
0.28
-0.75
0.31
-0.44
-0.62
-0.64
-1.27
-0.38
0.28
-0.82
0.27
-0.53
-0.71
0.30
0.30

3.40E-02
3.41E-02
3.40E-02
3.42E-02
3.42E-02
3.43E-02
3.44E-02
3.44E-02
3.45E-02
3.45E-02
3.45E-02
3.45E-02
3.46E-02
3.47E-02
3.47E-02
3.47E-02
3.48E-02
3.48E-02
3.49E-02
3.50E-02
3.51E-02
3.50E-02
3.50E-02
3.51E-02
3.50E-02
3.52E-02
3.54E-02
3.53E-02
3.53E-02
3.54E-02
3.54E-02
3.55E-02
3.55E-02
3.55E-02
3.55E-02
3.56E-02
3.57E-02
3.58E-02
3.57E-02
3.58E-02
3.59E-02
3.61E-02
3.61E-02
3.61E-02
3.61E-02
3.60E-02
3.62E-02
3.62E-02
3.63E-02
3.63E-02
3.63E-02
3.64E-02

5.03E-01
5.03E-01
5.03E-01
5.05E-01
5.05E-01
5.05E-01
5.05E-01
5.05E-01
5.06E-01
5.06E-01
5.06E-01
5.06E-01
5.06E-01
5.06E-01
5.06E-01
5.06E-01
5.07E-01
5.07E-01
5.07E-01
5.08E-01
5.08E-01
5.08E-01
5.08E-01
5.08E-01
5.08E-01
5.08E-01
5.09E-01
5.09E-01
5.09E-01
5.09E-01
5.09E-01
5.10E-01
5.10E-01
5.10E-01
5.10E-01
5.10E-01
5.11E-01
5.11E-01
5.11E-01
5.11E-01
5.12E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.13E-01
5.14E-01
5.14E-01



Gm21985
Eiflb
Cnot8
Mink1
Zc3h7b
Tmem231
Inpp5j
Usp27x
Chst8
B2m
Kiz
Ttbk1
Gstcd
Fscnl
Gm15920
Emd
Secllc
Magee2
Lrrc20
Trerfl
Hdac9
Hcn3
Rela
Stard3
Dhx33
Lypd6
Nrep
Chrna7
Slc16a2
Ncaml
Aplpl
B3galnt2
Teddm?2
9-Sep
Timp3
Wdtcl
Mrps23
Ganab
Cogb
Gsk3a
4930419G24Rik
Rgsll
Rftn2
Gm6498
Ubr4
Gm13750
Timm9
Fycol
Rps15a-ps5
Psma2
Nab2
Pagrlb

7.82
109.16
11.04
18.33
5.64
2.92
4.14
7.86
3.58
104.14
5.79
3.37
0.23
14.21
176.27
51.23
12.16
16.96
14.38
12.12
19.57
0.88
1.62
2.20
6.45
0.90
38.85
6.99
11.01
49.56
466.38
2.93
1.38
5.48
0.68
8.57
14.44
7.93
0.72
209.80
10.08
0.37
0.11
0.92
3.87
29.57
36.78
2.92
47.96
159.64
9.42
10.09

6.27
136.25
14.42
14.53
3.99
1.73
3.12
10.48
2.48
154.70
8.22
2.44
0.53
10.61
219.73
63.44
16.09
12.57
11.19
9.26
25.24
0.50
0.94
0.95
8.27
0.37
51.14
5.04
8.88
42.09
403.21
4.25
0.58
4.15
0.34
6.27
19.23
6.20
143
172.83
6.25
0.10
0.32
0.39
3.03
41.83
47.56
2.07
63.25
195.72
6.33
6.21

-0.36
0.29
0.35
-0.37
-0.54
-0.79
-0.44
0.39
-0.57
0.54
0.47
-0.50
1.19
-0.46
0.29
0.27
0.37
-0.46
-0.40
-0.43
0.34
-0.83
-0.81
-1.27
0.33
-1.31
0.36
-0.50
-0.34
-0.27
-0.24
0.51
-1.29
-0.44
-1.04
-0.49
0.38
-0.39
0.96
-0.31
-0.73
-1.91
1.52
-1.25
-0.39
0.47
0.34
-0.53
0.37
0.26
-0.62
-0.74

3.64E-02
3.67E-02
3.67E-02
3.66E-02
3.66E-02
3.66E-02
3.67E-02
3.68E-02
3.68E-02
3.68E-02
3.68E-02
3.69E-02
3.68E-02
3.69E-02
3.70E-02
3.71E-02
3.72E-02
3.72E-02
3.71E-02
3.72E-02
3.73E-02
3.73E-02
3.73E-02
3.75E-02
3.74E-02
3.74E-02
3.75E-02
3.76E-02
3.76E-02
3.77E-02
3.78E-02
3.78E-02
3.77E-02
3.78E-02
3.79E-02
3.79E-02
3.81E-02
3.81E-02
3.82E-02
3.82E-02
3.82E-02
3.85E-02
3.84E-02
3.84E-02
3.84E-02
3.86E-02
3.87E-02
3.87E-02
3.87E-02
3.89E-02
3.89E-02
3.89E-02

5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.14E-01
5.15E-01
5.15E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.16E-01
5.17E-01
5.17E-01
5.17E-01
5.17E-01
5.17E-01
5.17E-01
5.17E-01
5.17E-01
5.18E-01
5.18E-01
5.19E-01
5.19E-01
5.20E-01
5.20E-01
5.20E-01
5.21E-01
5.21E-01
5.21E-01
5.21E-01
5.23E-01
5.23E-01
5.23E-01
5.23E-01
5.25E-01
5.25E-01
5.25E-01



Crtcl
Rab5a
Dcbld1
Rdh14
Serpina3n
Bmprila
Pidk2b
Proser3
Man2a2
Daam2
Prrt3
Sgms2
Mrfapl
Slit3
Atp5l-psl
Gm12841
Ung
Egin2
Gm13767
Mocs2
Slc7a4
C030047K22Rik
Tom1l2
Nfix
Carll
Efnb3
Cluap1
Adss
Dpepl
Katnal
Timm13
Cacnalg
Yipm1
Htrla
Celsr3
Paqra
Cnpy3
Fthl
Dpf2
Ric8a
Rrbp1l
Ndufb5
Bche
Cmpk1l
Sfswap
Fam189al
Adgra2
Istl
Psma4
Hmg20a
Farp2
Fam69b

16.61
17.13
0.61
31.57
54.58
8.78
0.25
0.90
26.45
0.33
2.52
0.26
520.90
12.84
512.91
3.30
0.57
5.31
23.99
13.56
4.06
1.56
21.58
49.26
62.34
18.24
7.78
30.42
0.73
1.42
16.49
1.52
18.98
12.24
0.86
12.10
7.09
779.52
6.54
7.62
0.54
94.88
0.91
45.38
5.93
44.25
0.30
31.35
31.21
20.96
3.95
6.78

13.83
22.16
1.13
40.16
43.55
11.36
0.07
0.49
22.52
0.11
1.23
0.07
647.01
10.46
639.54
1.14
1.19
3.49
18.12
16.60
2.89
0.41
18.40
40.32
43.77
14.97
11.42
37.39
0.12
2.60
11.82
1.06
15.84
9.20
0.60
8.92
5.20
959.05
5.19
9.80
0.30
117.29
0.43
56.95
4.42
35.76
0.59
39.89
39.39
17.04
5.28
4.99

-0.30
0.34
0.86
0.32
-0.36
0.34
-1.86
-0.90
-0.27
-1.60
-1.07
-1.89
0.28
-0.33
0.29
-1.56
1.03
-0.64
-0.44
0.26
-0.52
-1.97
-0.26
-0.33
-0.55
-0.32
0.53
0.26
-2.69
0.84
-0.52
-0.56
-0.30
-0.45
-0.54
-0.48
-0.48
0.27
-0.37
0.33
-0.91
0.28
-1.13
0.30
-0.45
-0.34
0.92
0.32
0.30
-0.33
0.39
-0.47

3.93E-02
3.94E-02
3.93E-02
3.95E-02
3.93E-02
3.92E-02
3.93E-02
3.92E-02
3.91E-02
3.92E-02
3.94E-02
3.90E-02
3.95E-02
3.91E-02
3.95E-02
3.95E-02
3.96E-02
3.96E-02
3.96E-02
3.97E-02
3.97E-02
3.97E-02
4.13E-02
4.03E-02
4.00E-02
4.02E-02
4.03E-02
4.14E-02
4.00E-02
4.11E-02
4.02E-02
4.07E-02
4.08E-02
4.05E-02
4.05E-02
4.12E-02
4.07E-02
4.15E-02
4.02E-02
4.10E-02
4.09E-02
4.15E-02
4.05E-02
4.05E-02
4.06E-02
4.08E-02
4.11E-02
4.13E-02
4.11E-02
4.02E-02
4.14E-02
4.10E-02

5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.25E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01



lgfbp7
Stk35
Cntln
Bend3
Vars2
Stub1l
Lrpl
Etfrfl
Tox3
Mageh1l
Lurapll
Ankrd34a
Tmem248
Serpinb6a
mt-Atp6
wdr35
Ptprzl
Eloc
H3f3c
Gm26596
Arg2
Tesk1
Med17
NA
Amigol
Oprml
Naccl
Slc4a3
Phax
Tenm1l
Gid4
Rack1l
Mettl3
Ndufa5
Ndufv2
Setbpl
Nabp2
Nvl

F5
Suv39h2
Gss
Dmacl
Nsun7
Corola
Abcgd
Scafll
Scara3
G6pc3
Mospd3
Tbcel
Scarb1
Tmem268

2.54
2.94
2.59
1.64
0.83
22.70
3.07
13.73
7.73
9.69
16.08
94.76
12.00
2.52
76.65
1.94
2.77
109.56
133.42
2.90
9.90
8.99
2.42
25.52
11.02
0.21
34.77
1.51
19.15
5.72
6.10
10.43
2.52
118.19
66.57
9.39
40.22
3.70
0.44
3.90
0.97
48.20
0.78
7.60
5.77
7.34
0.46
8.70
23.75
4.46
1.12
1.20

4.57
2.11
3.55
1.01
0.49
18.04
2.33
17.59
5.78
14.11
21.25
73.51
9.75
3.59
51.63
2.86
1.99

138.60
110.60

1.88
14.24
7.06
3.74
15.50
8.73
0.50
27.81
1.09
24.18
4.79
4.83
13.29
3.87

151.28

82.46
7.82
33.15
5.15
0.13
2.67
0.60
61.46
1.42
5.76
4.27
9.19
0.95
6.32
17.11
3.35
0.68
2.15

0.82
-0.51
0.42
-0.73
-0.79
-0.37
-0.44
0.33
-0.45
0.52
0.37
-0.41
-0.33
0.48
-0.59
0.53
-0.51
0.31
-0.30
-0.67
0.50
-0.38
0.60
-0.76
-0.37
121
-0.36
-0.50
0.30
-0.29
-0.37
0.32
0.59
0.32
0.28
-0.30
-0.31
0.44
-1.83
-0.58
-0.73
0.32
0.83
-0.44
-0.47
0.30
1.02
-0.50
-0.51
-0.45
-0.76
0.80

4.06E-02
4.07E-02
4.13E-02
4.07E-02
4.15E-02
4.09E-02
4.04E-02
4.04E-02
4.15E-02
4.15E-02
4.14E-02
4.13E-02
4.08E-02
4.13E-02
4.03E-02
4.15E-02
4.09E-02
4.10E-02
4.11E-02
4.01E-02
4.16E-02
4.17E-02
4.19E-02
4.19E-02
4.18E-02
4.32E-02
4.32E-02
4.34E-02
4.32E-02
4.21E-02
4.31E-02
4.20E-02
4.31E-02
4.29E-02
4.26E-02
4.25E-02
4.29E-02
4.30E-02
4.27E-02
4.31E-02
4.26E-02
4.27E-02
4.20E-02
4.30E-02
4.33E-02
4.31E-02
4.27E-02
4.32E-02
4.26E-02
4.21E-02
4.23E-02
4.25E-02

5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.26E-01
5.27E-01
5.27E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01



Ppplri5b
Lrrc75a
Soxlot
Magi3
Rps6-ps2
Zfpa62
Zfp873
Grm4
Hnrnpr
Gpr88
Fat3
Txnrd2
Gm26384
Bambi-ps1
Gm14329
Gm6395
Syté
Pcmtl
Ptp4a3
Snrnp48
Cog8
Gm4924
Gm14278
Gm17036
Ing2
Srsfl
Crocc
Rpl36a
Gm15832
Gm20671
Ncan
Sod2
Acap3
Gemin6
NA
Gm15793
Wdr6é
Tnk2
Incenp
Dnajb6
Sigmarl
Tmc7
Zfp691
Zscan29
Grwd1l
Gm6472
Idol
Ptpn21
Arhgap39
KIhI35
Sez6l
Scol

3.29
1.55
1.36
7.26
23.53
13.84
2.98
1.96
10.27
0.68
9.61
1.69
318.30
1.41
3.47
123.55
2.02
41.21
1.68
3.46
8.73
0.38
53.84
32.06
6.99
10.01
0.30
48.93
12.26
9.38
65.33
171.38
9.05
3.65
22.53
12.53
12.54
7.68
0.80
48.54
3.14
1.47
1.86
0.89
1.71
142.09
0.62
1.17
13.71
0.49
24.02
1.73

4.48
2.93
0.80
9.54
31.83
10.54
4.80
1.32
12.83
1.29
7.65
0.95

417.72

0.38
1.56

157.19

3.21
50.36
1.10
5.53
11.43
0.09
38.73
46.89
9.50
12.40
0.15
60.52
17.17
6.59
56.73

141.89

7.21
6.22
15.77
18.84
15.94
5.97
1.44
61.23
2.18
0.91
0.96
1.39
2.90

173.18

0.07
0.58
11.33
0.16
19.71
1.17

0.41
0.89
-0.81
0.37
0.41
-0.44
0.66
-0.60
0.29
0.88
-0.37
-0.87
0.36
-1.93
-1.19
0.32
0.64
0.26
-0.65
0.65
0.36
-2.09
-0.50
0.52
0.41
0.28
-1.02
0.27
0.46
-0.55
-0.24
-0.31
-0.36
0.74
-0.55
0.56
0.32
-0.40
0.82
0.31
-0.56
-0.74
-1.00
0.61
0.73
0.25
-3.20
-1.05
-0.31
-1.67
-0.32
-0.60

4.21E-02
4.32E-02
4.29E-02
4.33E-02
4.22E-02
4.26E-02
4.25E-02
4.23E-02
4.23E-02
4.30E-02
4.25E-02
4.24E-02
4.23E-02
4.32E-02
4.34E-02
4.30E-02
4.36E-02
4.37E-02
4.37E-02
4.39E-02
4.39E-02
4.40E-02
4.39E-02
4.39E-02
4.40E-02
4.41E-02
4.41E-02
4.41E-02
4.41E-02
4.42E-02
4.46E-02
4.45E-02
4.45E-02
4.45E-02
4.46E-02
4.46E-02
4.47E-02
4.51E-02
4.49E-02
4.50E-02
4.50E-02
4.51E-02
4.51E-02
4.50E-02
4.50E-02
4.49E-02
4.52E-02
4.52E-02
4.54E-02
4.54E-02
4.54E-02
4.54E-02

5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.29E-01
5.31E-01
5.32E-01
5.32E-01
5.32E-01
5.32E-01
5.32E-01
5.32E-01
5.32E-01
5.33E-01
5.33E-01
5.33E-01
5.33E-01
5.33E-01
5.33E-01
5.35E-01
5.35E-01
5.35E-01
5.35E-01
5.35E-01
5.35E-01
5.36E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.37E-01
5.38E-01
5.38E-01
5.38E-01
5.38E-01
5.38E-01
5.38E-01



Rac3
Clcné
Gm21981
Polr2a
Tmem38b
Rspol
Fam183b
Camta2
Micalll
Gm11605
Gm11425
Fut9

Ppih
Mlh3
Rpl30
Tspyl3
Ift43
Gm14138
Cacnb3
Fbxw5
Cbl
Lamtor3
Myo19
Ccndbpl
Rps6kb2
Sc5d
Fam96a
Rbbp8
Spidr
Nat8I
Mphosph8
Ccl21b
A330074K22Rik
Zic5
Mark4
Arhgap35
Gk

Rnf34
Gm5510
Insm1
Lrrc10b
Mir9-3hg
Grial
5730522E02Rik
Algl
Cacnalh
Ppplrll
Dsc3
Gm11966
Gm12416
Rpl6l

Ppig

0.73
10.35
29.24
10.82

2.06

1.22
13.18

150.63

1.98
24.79
22.74

5.25

7.76

7.94
63.48
10.50

4.10
26.16
52.86
21.55
12.89
30.16

2.83
31.21

1.45

9.50
15.46

1.45

1.30
15.98
12.88

7.90

0.44

0.33
10.85
71.80

1.07
26.97

2.22

2.46
12.04

2.41
83.03

1.04

4.05

3.16
32.48

0.33

299.19
5.09
130.57
15.25

0.24
8.64
23.44
8.75
3.01
0.33
20.05
123.85
1.44
17.95
31.79
6.69
10.91
5.86
77.10
8.09
6.78
35.57
44.01
17.39
10.77
38.19
3.96
37.89
0.82
7.20
21.26
2.55
0.72
12.64
17.31
4.07
0.13
0.08
7.87
61.86
1.67
22.00
0.81
3.94
8.40
3.73
69.45
1.69
2.86
2.54
26.82
0.65
395.89
3.27
161.12
19.77

-1.64
-0.29
-0.35
-0.34
0.51
-1.94
0.58
-0.32
-0.49
-0.50
0.45
0.32
0.47
-0.47
0.25
-0.41
0.69
0.42
-0.30
-0.35
-0.29
0.31
0.46
0.25
-0.86
-0.44
0.43
0.79
-0.90
-0.38
0.40
-1.00
-1.74
-2.08
-0.50
-0.25
0.62
-0.33
-1.48
0.65
-0.56
0.60
-0.30
0.67
-0.53
-0.35
-0.31
0.93
0.38
-0.67
0.27
0.34

4.55E-02
4.55E-02
4.56E-02
4.57E-02
4.58E-02
4.58E-02
4.57E-02
4.58E-02
4.60E-02
4.60E-02
4.60E-02
4.61E-02
4.62E-02
4.64E-02
4.64E-02
4.64E-02
4.65E-02
4.65E-02
4.67E-02
4.68E-02
4.68E-02
4.68E-02
4.70E-02
4.72E-02
4.70E-02
4.73E-02
4.70E-02
4.72E-02
4.72E-02
4.71E-02
4.69E-02
4.72E-02
4.72E-02
4.74E-02
4.75E-02
4.76E-02
4.77E-02
4.77E-02
4.78E-02
4.79E-02
4.79E-02
4.80E-02
4.81E-02
4.81E-02
4.82E-02
4.85E-02
4.84E-02
4.85E-02
4.85E-02
4.85E-02
4.85E-02
4.86E-02

5.38E-01
5.39E-01
5.39E-01
5.40E-01
5.40E-01
5.40E-01
5.40E-01
5.40E-01
5.41E-01
5.41E-01
5.41E-01
5.42E-01
5.43E-01
5.43E-01
5.43E-01
5.43E-01
5.43E-01
5.43E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.46E-01
5.47E-01
5.48E-01
5.49E-01
5.49E-01
5.50E-01
5.51E-01
5.51E-01
5.51E-01
5.51E-01
5.51E-01
5.51E-01
5.52E-01
5.53E-01
5.53E-01
5.53E-01
5.53E-01
5.53E-01
5.53E-01
5.54E-01



Pianp
Prir
Rprd2
Rad5412
Fam98c
Bbs4
Tbkbp1
Lrp3
Vcaml
Capl
Ndufb11
Resfl
Tomm6
Cepl26
Mir3082
Erbin
Cst3
Ddx55
Srsf5
Noct
Zfp106
Epb41
BC017158
Kcnh3
Spen
Yipf6
Ndfip2
Gm10250
Tipin

59.28
0.71
16.30
3.43
2.72
13.80
2.21
5.99
0.93
43.03
111.48
5.20
70.83
10.45
61.54
1.42
83.16
2.81
36.46
7.23
44.08
0.38
1.32
4.19
4.39
14.59
6.29
66.02
5.55

48.05
0.49
13.81
2.67
1.71
18.13
1.43
4.54
0.12
36.76
136.15
4.10
57.04
13.20
38.11
0.89
69.57
3.91
31.14
8.89
38.28
0.64
0.85
2.95
3.39
12.14
7.88
83.26
8.59

-0.34
-0.56
-0.27
-0.40
-0.71
0.36
-0.66
-0.44
-3.02
-0.26
0.26
-0.38
-0.34
0.30
-0.72
-0.70
-0.29
0.45
-0.26
0.27
-0.24
0.72
-0.67
-0.55
-0.41
-0.30
0.29
0.30
0.60

4.87E-02
4.88E-02
4.88E-02
4.89E-02
4.89E-02
4.91E-02
4.91E-02
4.92E-02
4.94E-02
4.93E-02
4.93E-02
4.92E-02
4.94E-02
4.92E-02
4.94E-02
4.95E-02
4.95E-02
4.95E-02
4.99E-02
4.98E-02
4.97E-02
4.99E-02
4.97E-02
4.99E-02
4.97E-02
4.99E-02
4.98E-02
4.99E-02
5.00E-02

5.55E-01
5.55E-01
5.55E-01
5.55E-01
5.56E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.57E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01
5.58E-01



