
Supplementary Figures 

Fig. S1. Patient enrollment, sample collection workflow and the prognosis 
prediction of patients
Fig. S2. Kaplan–Meier estimates of recurrence-free survival (RFS) 
based on clinical risk factors and MRD analysis 
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Fig.  S1. Patient enrollment, sample collection workflow and the prognosis prediction of patients.
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Figure S2. Kaplan–Meier estimates of recurrence-free survival (RFS) based on clinical risk factors and MRD analysis. 
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