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Figure S3. Alignment of class | CdiAEC93 and class IV CdiASTEC4 effector proteins. The amino acid
sequences of CdiAEC93 (AAZ57198.1) and CdiASTEC4 (WP_001081258.1) were aligned using Clustal
Omega at http://www.uniprot.org. Domains and peptide motifs are outlined as determined by the NCBI
Conserved Domains sequence analysis site. Pink bold-face indicates the Sec-dependent signal
peptide; green indicates the hemagglutinin activity domain (Pfam: PF05860); blue indicates FHA-1
peptide repeats (Pfam: PF05594); orange indicates FHA-2 peptide repeats (PF13332), yellow indicates
the pre-toxin-VENN domain (PF04829); and purple indicates the variable CdiA-CT toxins. The receptor-
binding domain of CdiAEC? is shown in black bold-face. CdiASTEC4 residues Cys1243 and Lys1467 are

rendered in red bold font.



