
 

 

Sequences of IFITM pseudogenes, including 250 nucleotides 5’ of the start codon (highlighted in 
green). Stop codons are highlighted in pink. Putative ISRE motifs are underlined.  
 
 
 
IFITM3P1 
>ENSG00000236562:ENST00000505282.1 cds:processed_pseudogene 
GRCh38:4:66093892:66094526:1 
 
CCCTGAAAATTAATATGATTAGCCTGAAGACATAGTGAAAAATGACAACCACTTTATTAG 
GTTACTAAGATCATCTTTTCCTGTCTATTCAGAAAAACAAAGGTTTCAATAATTCAGAAT 
TATAATCCACTAGTGATAAAAACAAATTAATCACTATTATCATTAAATATACAATATTAG 
GGCCCACTGAGAGCCATCCCAGTAACCCGACCACCGCTGGTCTTCACTGGACACCATGAA 
CCACACTGTCCAACCTTCTCTCCTATCAACAGCGGCCAGCCCCCCAACTATGAGATGCTC 
AAGGAGGAGCATGAGGTGGCTGTGCTGGGGGTGGCCTACAACCCTGCTCCCCCGACGTCC 
ACCGTGATCCACATCCGCAACGAGACCTCCGTGCCCGACCATGTTGTCTGGTCCCTGTTC 
AACACTCTCTTCATGAACCCCTGCTGCCTGGGCTTCATAGCATTCGCTTACTCCGTGAAG 
TCTAGGCACAGGAAGATGGTTGGCGACCTGACTGGCGCCCAGGCCTATGCCTCCACCGCC 
AAGTGCCTGAACATCTGGGCCCTGATTTTGGGCATCTTCATGACCATTCTGCTCATCATC 
ATCCCAGTGTTGATCTTCCAAGCCTATCAATAG 
 
> Open Reading Frame (ORF) 
MLKEEHEVAVLGVAYNPAPPTSTVIHIRNETSVPDHVVWSLFNTLFMNPC 
CLGFIAFAYSVKSRHRKMVGDLTGAQAYASTAKCLNIWALILGIFMTILL 
IIIPVLIFQAYQ 
 
IFITM3P2: 
>ENSG00000223722:ENST00000453713.1 cds:processed_pseudogene 
GRCh38:12:31754470:31755121:1 
 
TCAGATAGAACCACAAATAAAAAATAATTCAATACCATAAAAACAAAGACAAACCTAAAA 
CTAATAGATTCAGAAGGACAGAAAATGAAGAGAAAAAAAGATAAATGGGCAAACCTGTAC 
TAGGCTAATGCAAACGAAAGTAATTGTTATCTTAATTTCAAATATGGAGAAAACAAAACT 
ACTGGGGAAAGGGAGGGTCCACTGAGAACCATCCCAGTAACTCAACCACGGCTGGTCTTC 
GCTGGACACCATGAACCACACTGTCCAAACCTTCTTCTCTCCTGTCAACAGCGGCCAGCC 
CCCCAACTATGAGATGCTCAAGGAGGAGCACAAGGTGGCTGTGCTGGGGGTGCCCCACAA 
CCCTGCTCCCCCAACGTCCACCGTGATCCACATCCGCAGCAAGACCTCCGTGCCCCACCA 
TGTCGTCTGGTCCCTGTTCAACACCCTCTTCATGAACCCCTGCTGCCTGGGCTTCATAGC 
ATTTGCCTACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCAACGTGACTGGGGCCCA 
GGCCTATGCCTCCACCACCAAGTGCCTGAACATCTGGGCCCTGATTTTGGGCATCCTCAT 
GACCATTCTGCTCATCATCATCCCAGTATTAATCTTCCAAGCCCATAGATAG 
 
> Open Reading Frame (ORF) 
MNHTVQTFFSPVNSGQPPNYEMLKEEHKVAVLGVPHNPAPPTSTVIHIRS 
KTSVPHHVVWSLFNTLFMNPCCLGFIAFAYSVKSRDRKMVGNVTGAQAYA 
STTKCLNIWALILGILMTILLIIIPVLIFQAHR 
 
IFITM3P3 
>ENSG00000196114:ENST00000339867.4 cds:processed_pseudogene 
GRCh38:6:34576258:34576906:-1 
 
AATGGAGCAAGACCCCATTTCTAAAAAAATAAATAATTTTTTAAAGTAGAAGAAAACAGA 
TACTGGGGAGGCAACTAGCACTCTCTTCCCTACACATGCCCTGTACTCTTCCATCTCTGA 
TCTTAAAAACTGCATGCTGGACAAATGCCAGGAAGAGGAAACTGTTGAGAAAACGAAACT 
ACTGGGGAAAGGGAGGGCCCACTGAGAACCATCCGAGTAACCCGACCACCGCTGGTCTTC 
GCTGGACACCATGAACCACACTGTCCAAACCTTCTCCTCTCCTGTCAACAGCGGCCATCC 



 

 

CCCCCAACTATGAGATGCTCAAGGAGGAGCACGAGGTGGCTGTGCTGAGGGCACCCCACA 
ACCCTGCTCCCCGACATCCACCATGATCCACAGCCGCAGCGAGACCTCCGTGCCCGACCG 
TGTCGTCTGATCCCTGTTCAACACCCTCTTCGTGAACCCCTGCTGCCTGGGCTTCATAGC 
ATTTGCTTATTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGTGACCTGACTGGGGCCCA 
GGCGTATGCCTCCACCGCCAAGTGCCTGAACATCTGAGCCCTGATTGTGGACATCCTCAT 
GACCATTCTGCTCATCATCATCCGGGTGTTGATCTTCCAAGCCTATCGA 
 
> Open Reading Frame (ORF) 
MLKEEHEVAVLRAPHNPAPRHPP 
 
IFITM3P4: 
>ENSG00000230191:ENST00000442064.1 cds:processed_pseudogene 
GRCh38:7:56162895:56163533:1 
 
AGATAATTCTGTCACTGGCCCTTATTAGGGTTATGCCCTGAAAAGCTAATAAGTTAATGG 
CATTTCTCCAAAGTTAGAGAATCATAGAAAGCCGTTTAAAACCATTGGGGTCAGTACTTC 
TTTTGGTTTGGACATATACTTACATGCCTTCCTCTTGTTCAAGATAACTCCCTGCACTAT 
CAGTACCTTTCCATCATGTTGGTTAAAGGATATAATCGAACCCGACCACCGCTGGTCTTC 
GCTGGACACCATGAACCACACTGTCCAAACCTTCTTCTCTCCTGTCAACAGCGGCCAGCC 
CCTCAACTATGAGATGCTCAAGGAGGAGCATGAGGTGGCTGTGCCAGGGGTGCCCCACAA 
CCCTGCTCCCCCGACGTGATCCACATCTGCAGCGAGACCTCCATGCCCAACCATGTTGTC 
TGGTCCCTGTTCAACACCCTCTTCATGAACCCCTGCTGCCTGGGCTTCATAGCGTTCACC 
TACTCCATGAAGTCTAGGGACAGGAAGATGGTTGGCGACCTGACCGGGGCCCAGGCCTAT 
GCCTCCACCGCCAAGTGCCTGAACATCTGGGCCCTGACTTTGGGCATCCTCATGACCATT 
CTGCTCATCGTCATCCCAGTGTTGATCATCCAAGCCCAT 
 
> Open Reading Frame (ORF) 
MNHTVQTFFSPVNSGQPLNYEMLKEEHEVAVPGVPHNPAPPT 
 
IFITM3P5: 
>ENSG00000238168:ENST00000549333.2 cds:processed_pseudogene 
GRCh38:12:111581129:111581773:1 
 
CCATCTCAAAAAAAAAAAAAAAAAAAGAAATGTATTAGAAATAAAAGTACATCAGATTCT 
AATGCCAGTTATGCAGCCAATGATGAGATACTCTGGTAAATAACCCTCTTGGTCTCAATT 
TCTTCACCCGTAAATAGAATGAGTACTAAAAAACCACCAGAGCCAGAGAAATCCAAACTA 
CCAGGGAAAGGGAGGGGCCCACTGAGAACCACCCCAGCAACCCGACCACAGCTGGTCTTC 
CCTGGACACCATGAACCACAATGTCCAAACCTCTTCACTCCTGCCAACATCGGCCATCCC 
CCTAACTATGAGATGCTCAAGGAGGAGCAAGAGGTGGCTGTGCTGGGGGCACCCCACAAC 
CCTGCTCCCCCAATGTCCACCGTGATCCCCATCCACAGCGAGAACTCCGTGCCCGACCAT 
GTCGTCTGGTCCCTGTTCAACACCCACTTCATGAACTCCTGCTGCCTGGGCTTCATAGCA 
TTGGCCTACTCCGTGAAGTCTAGGGACAAGAAGATGGTTGGCGACCTGATCAGGGCCCAG 
GCCTATGCCTTTACCGCCAAGTGCCTGAACATCTGGGCCCTGATTGTGCGCATCATTACG 
ACCATTCTGCTCAGCATCATCCCAGTGTTGATCTTTCAAGTCTATCAACAGATCAGGAGG 
CATTATCTAGGCCAGGAGCTCTGCCCGTGA 
 
> Open Reading Frame (ORF) 
MLKEEQEVAVLGAPHNPAPPMSTVIPIHSENSVPDHVVWSLFNTHFMNSCCLGFIALAYS 
VKSRDKKMVGDLIRAQAYAFTAKCLNIWALIVRIITTILLSIIPVLIFQVYQQIRRHYLG 
QELCP 
 
IFITM3P6: 
ENSG00000258352 
GRCh38: 12:47,135,324-47,138,370:-1 
 
TTATAATAAAGGAAATGAATACCAAAACATGATATATCTATCAAATTGGCC 



 

 

AAAAAAAAAAAAAAAGAAAGAAATTGAATGGTGAGTACTGGTGAAAGTATGGAGGAAAAA 
AGGCTACTGTACCCTTTTGGTGGAAGTGTAACTTTGAATGCTCTCCTGGAGAGTAACTTG 
TTCTTATCTATAAAAATCTTTTTTTTTTTTTGGAGAACCATCCCAGCAACCCAACCACAG 
CTGGTTCTCCCTGGAGACCATGAACCACACTGTCCAAACCCTCTTCACTCCTGCCAACAC 
CGGCCGCTCCACCAACCATGAGATGCTCAAGGAGAAGCATGAGGTGGCTGTGCTGGGGGC 
ACCCCACAACCCTGTGCCTCCAGCGTTCACCATGATCCACATCTGCAGTGAGACCTCCGT 
GCCCGACCATGTCGTCTGGTCCCTATTCAACACCCTCTTCAAGAATTCCTGCTGCCCGGA 
CTTCATAGCATTCATCTACTCTGTGAAGTCTAGGACAGGAAGTCTATGGACAGGAAGATG 
GTTGGTGACCTGACTGGGGCCCAGGCCTGTGTCTCCACTGCCAAGTGCCTGAACATCTGG 
GCCCTGGCTCTGGGCATCCTCCTGACCATTCTGCTCATCATCATCTCAGTGCTGATCTTC 
CAA 
 
> Open Reading Frame (ORF) 
MNHTVQTLFTPANTGRSTNHEMLKEKHEVAVLGAPHNPVPPAFTMIHICS 
ETSVPDHVVWSLFNTLFKNSCCPDFIAFIYSVKSRTGSLWTGRWLVT 
 
IFITM3P7: 
>ENSG00000233419:ENST00000413189.1 cds:processed_pseudogene 
GRCh38:1:25125053:25125704:-1 
 
GCTTGGACTACAGGCGCATACCACCATGGCCAGCTAATTTTTTTTATTATTTGCATAGAT 
GGGGTCTCACTATGTTGTCCAGGCTAGTCTCAAACTCCTGGGCTCAAGTAATCTGTCCAC 
CTTGGCCTCCCAAAGTTCTGGAATTACAGGTGTGAGCCACCATGCCCAACCCAGTCTACA 
GTTTTCTTATTGTGTTGTCTTCAACAAAATTATAAGCCATTAACAATTTCAAAAATGTCT 
TTGAGTAACCATGAACCACACTGCCCAAACCTTCTTCACTCCCGCCAACACCGGCTGCCC 
CCTAGACTATCAGATGCTCAAGTAGGAGCATGAGGTGGCTGTGCTGGGGGCACCCCACAA 
CTCTGCTCCCCCGAGGTCCACCGTGATCCACATCCACAGCGAGACCTCTGTGCCCAACCA 
TGTTGTCTGGTCCCTGTTCAACACCCTCTTCATGAACTCCTGCTGCCTGGGCTTCATAGC 
AGTCACCTACTCCATGAAGTCTAGGGACAGGAAGATGGTTGGCGACCTAACCGGGGGCCA 
GGCCTGTGCCTCCACCGCCAAGTGCCTGAACGTCTGGGCCCTGGTTCTGGGCATCCTCAT 
GAGCATTCTGCTCATCTTCATCCCAGTGTTGATCTTTCAAGTCTATCAATAG 
 
> Open Reading Frame (ORF) 
MNHTAQTFFTPANTGCPLDYQMLK 
 
IFITM3P8: 
>ENSG00000271377:ENST00000603849.1 cds:processed_pseudogene 
GRCh38:8:60905809:60906452:1 
 
TCACTTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCAGAGTAGGTGGGATTACAGG 
TGTCCACCAGCATGCCTGGCTAATTTTTTTTTTTTTTTTTTTTAGTAGAGAAGGGGTTTC 
GCCATGTTAGCCAGGATGGTTTTGATCTCCTGACCTCGGCCTCCCAAAGTGCTGGGATTA 
TAGGCGTGAGCCACCATGCCTTATTCACATTTTTAAAAGAGCTCCTGACAGCTGGTCTTT 
GCTGGACACCATGAACCACATGGTCCAAACCTTCTTCATTCCCTCAAACACCGGCCACCC 
TGCAACTATGAGATGCTCAGGGAGGAGTAAGAGGTGGCTGTGCTGAGGGTGCCCTACAAC 
CCTCCTCCCTCAACGTCCGCCATGATCCACATCTGCAGCAAGACCTCTGTGCCCGACCAT 
GTCATCTGGTCCCCGTTTAACAACCGCTTCATGAACTCCTGCTGCTTGGGCTTCATAGCA 
TTCGCCTATTCCATGAAGTCTAGGAACAGGAAAATGGTTGGTGACCTGAGCAGGACCCAG 
GCCTATGCCCCCACTGCCAAGTGCCTGAACATCTGGGCCCTGGTTCTGCACATCCTTATG 
ATCATTCTGTTTATCATCATCCCAGTGTTGATCTTCCAAGTCTA 
 
> Open Reading Frame (ORF) 
MNHMVQTFFIPSNTGHPATMRCSGRSKRWLC 
 
IFITM3P9: 
>ENSG00000271134:ENST00000604586.1 cds:processed_pseudogene 
GRCh38:2:60682873:60683494:-1 



 

 

 
GCCTCCCAAAGTGCTGTGATTACAGGCGTGAGCCACTGTGCCCGGCCTCATCCATCTACT 
TTCTAGATTCCAAAATTGTATTGACATCTCTCGTATTCTCCTATCACTGCTCTCGTTTTC 
TCTGTTCCATAGGTTTATGCATTTTAAACCCTTTGTTGTCATTTTAGTGAGAATTCAAGG 
GGAAACAGAAATAAATGCAGCTGGAGAACCATCCCACCATCCCGACCACAACTGATCTTC 
CCTGGACACGATGAACCACGCTGTCCAAACCGTCTTCACTCCCGCCAACACCAGCCACCC 
CCTCAACTATGAAATGCTCAAGGAGGAGCATGAGGTGGCTGTGCTGAGGGTGCCCCACAA 
CCCTGTTCCCCCGACATCCACCGTGATCCACATCCACAGTGAGACCACTGTGCCCAGCCA 
TGTCGTCTGGTCCCTGTTCAACACTCTCTTCATGAATTGATGCCATCTGGGCTTCATAGC 
ATTCACCTACTCCGTGAAGTCTAGGGACAGGAAGATGGTTGGCGACCTGACTGGGGCCCA 
GGCCTACGCCTCCACTGCCAAGTGCCTGAACGTTTGCACCCTCATCCTGGGCATCCGTGT 
GACCACAACACTCATCATCCTT 
 
> Open Reading Frame (ORF) 
MNHAVQTVFTPANTSHPLNYEMLKEEHEVAVLRVPHNPVPPTSTVIHIHS 
ETTVPSHVVWSLFNTLFMN 
 
IFITM4P: 
>ENSG00000235821:ENST00000441380.1 cds:processed_pseudogene 
GRCh38:6:29750729:29751398:-1 
 
TATTAAAAACTCTCCAGGTGGTTCTGTGAAGTGGCTAGGTTTGAGGACCACTGGCTAGAT 
GTTCCAAAGAGTAAGAGACGTGTGTGTTGGGGACGAGATGATTCTTTCAGTAGAAAGAGG 
CTTTTGCATGGTGTTTTATTATCGAGATATAATTTATGTGCCACGTAATTTACCATTTAA 
AAATGTACAGTCCAGGGCCCACTCAGAACCATCCCAGCAACCTGACCACAGCTGGTCTTT 
GCTGGACACCATGAACCACACTGCCCAAACCTTCTTCATTCCTGCCAACAGTGGCTGCCC 
TCCCCCGCCCCCCAACCCCAGCTATGAGATGCTCAAGGAGGAGCATGAGGTGGCTGTGCT 
GGGGGCGCCCCACAACCCTGCTCCCCCAATGTCCACCATGATCCATATCTGCAGCGAGAC 
CTCCGTGTCTGACTATGTTGTCTGGTCCCTGTCCAACATCCTCTTCATGAACCCCCACTG 
CCTGGGATTCATAGCATTCACCTACTCCCTGAAGTCTAGGGACAGGAAGATGGTTGGAGA 
CCTGACTGGGGCCCAGGCCTATGCCTCCACTGCCAAGTACCTGAACATCTGAGCCCTGAT 
TGTGTGCATCATCATGACCATTCTGCTCACCGTCATCATCCTAGTGTTGATCTTCCAAGT 
CTGTCGATAG 
 
> Open Reading Frame (ORF) 
MNHTAQTFFIPANSGCPPPPPNPSYEMLKEEHEVAVLGAPHNPAPPMSTM 
IHICSETSVSDYVVWSLSNILFMNPHCLGFIAFTYSLKSRDRKMVGDLTG 
AQAYASTAKYLNI 
 
IFITM8P: 
>ENSG00000215096:ENST00000522529.1 cds:processed_pseudogene 
GRCh38:8:63408814:63409457:1 
 
GAGCAACAAAATTCTTGGCCCCATTCCAGACCTACTGAATCATTAACTCTGGAAGAGATG 
CCCTGCAATCTGTGTTTTAACAGTTTATGTAGGTAAGCTTGGCTGAAGTTTACCTTTGCA 
TTGACTGATAACAGGAAAAGGGCTTCTTCATTAAATTAATAGTTCAGGAGAAATTGAAAC 
TACTGGGGAGAGGGAGGGCCTATTGAGAACCATCCCAGCAACCCGACCACAGCTGGTCTT 
CCCTGGACACCATGAACCACACTTTCCAAACCTTCTTCACTCCTGCCAACAGCGGCCACC 
CCCGCAATTATGAGATGCTCAAGGAGGAGCATAAGGTGGCTGTGGTGGGGGCGCCCCAAA 
ACCCTGCTCCCCCGATGTCCACCATGATCCACTTCCACAGTGAGACCTCCATGCCTGACC 
ATGTCGTCTGGTCGCTGTTCAACACCCTCTTCATGAACTCTGGCTGCCTGTGCTTCACAG 
CATTTGTGTACTCTATGAAGTCTAGGGAGAGGAAGAAGGTTGGTGACTTGACCAGGGCCC 
AGGCCTATACCTCCACTGCCAAGTGCCTGAACATCTGGGCCCTGATCGTGGACATTGTCA 
TGACCATTCTGCTCATCATCATCCCAGTGTTGATCTTCCAAGTCTATTGA 
 
> Open Reading Frame (ORF) 
MNHTFQTFFTPANSGHPRNYEMLKEEHKVAVVGAPQNPAPPMSTMIHFHS 



 

 

ETSMPDHVVWSLFNTLFMNSGCLCFTAFVYSMKSRERKKVGDLTRAQAYT 
STAKCLNIWALIVDIVMTILLIIIPVLIFQVY 
 
IFITM9P: 
>ENSG00000213275:ENST00000535743.1 cds:processed_pseudogene 
GRCh38:11:69303412:69304057:-1 
 
CTGGCAGGCAGAGCATCCTTTCAGCAGCCTGAGTCGGACCCATCCTTCCCCTGCTCCCTA 
ATCCATTCAAGCGAAAGCCAAAGGCCTTAAAAAGTCCTGCAAGGGTAGGACCAACAAACT 
CACCCTTTGAGAGGAGAAGGGGGCCCCATAAGAATACACTAGAGCGGAGAAAACGAAACT 
ACTAGGGAAAGGGAGGGCCCACTGAGAATCACCCCAGAAACCCGACCACCACTGGTCTTC 
GCTGGACACCATGAACCACACTGTCCAAACCTTCTTCTCTCCTGTCAACAGCAGCCAGCC 
CCCCCAACTATGAGATGCTCAAGGAGGAACACGACGTGGCTGTGCGGGGGCACCCCACAA 
CCCTGCTCCCCCGACATCCACTGTGATCCACATCCGCAGCGAGACCTCCGTGCCCGACCA 
TGTTGTCTGGTCCCTGTTCAACGCCCTCTTCATGAACCCCTGCCGCCCGGGCTTCAAGGC 
ATTCGCCTACTCCGTGTAGTCTAGGGACAGGAAGATGGTTGGCGACCTGACTGGGGCCCA 
GGCCTATGCCTCCACCGCCAAGTGCCTGAACATCTGGGCCCTGATTTTGGGCATCCTCAC 
GACCATTCTGCTCATCGTCATCCCAGTGTTGATCATCCAAGCCCAT 
 
> Open Reading Frame (ORF) 
MNHTVQTFFSPVNSSQPPQL 
 


