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Supplementary Table ST.7. Association between the microbiota composition profiled as
metagenomic OTUs (mOTUs) and urine hippurate levels.
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EggNOG
[Ruminococcus] gnavus
Clostridium bolteae
motu_linkage_group_327
motu_linkage_group_307

Lachnospiraceae bacterium 1_4_56FA

motu_linkage_group_644
motu_linkage_group_383
motu_linkage_group 611
Coprococcus eutactus
motu_linkage_group_308
motu_linkage_group_517
motu_linkage_group_456
motu_linkage_group_346
motu_linkage_group_277
Clostridium symbiosum
motu_linkage_group_306
motu_linkage_group_672
motu_linkage_group_460
motu_linkage_group_451
motu_linkage_group_496
motu_linkage_group_334
motu_linkage_group_113

unclassified Lachnospiraceae

motu_linkage_group_434
motu_linkage_group_652
Holdemania filiformis
motu_linkage_group_691
motu_linkage_group_252
Clostridium ramosum

Methanobrevibacter smithii

motu_linkage_group_470
motu_linkage_group_207
motu_linkage_group_87

motu_linkage_group_686

Clostridiales bacterium 1_7_47FAA

motu_linkage_group_241
motu_linkage_group_212
motu_linkage_group_244
motu_linkage_group_504
motu_linkage_group_238
motu_linkage_group_463
motu_linkage_group_525
motu_linkage_group_771
Eubacterium siraeum
motu_linkage_group_651
motu_linkage_group_57
motu_linkage_group_317
motu_linkage_group_604

Ruminococcussp.5_1 39BFAA

Spearman p P

-0.3775 1.31E-10
-0.366 5.14E-10
0.3497 3.24E-09
0.3289 2.95E-08
-0.3119 1.59E-07
0.3064 2.67E-07
0.3005 4.64E-07
0.2978 5.91E-07
0.2911 1.08E-06
0.2898 1.21E-06
0.2897 1.23E-06
-0.2798 2.89E-06
0.2794 0.000003
0.272 5.54E-06
-0.2718 5.64E-06
0.27 6.54E-06
0.2674 8.09E-06

0.2588 0.000016
-0.2566 0.000019

0.2546 2.21E-05
0.2513 2.85E-05
0.2511 0.000029
-0.2503 3.07E-05
0.2502 0.000031
0.2499 3.18E-05
-0.2469 3.96E-05
0.2466 4.05E-05
0.2453 4.47E-05
-0.2449 0.000046
0.2447 4.68E-05
0.2435 5.08E-05
0.2409 6.15E-05
0.2405 6.33E-05
0.2393 0.000069
-0.2368 8.27E-05
0.2341 0.0001
0.2334 0.000105
0.2328 0.00011

0.2311 0.000124
0.2302 0.000132
0.2269 0.000165
0.2261 0.000175
0.2258 0.000178
0.2257 0.000179
0.2251 0.000186

0.2233 0.00021
0.2228 0.000218
0.222 0.00023

-0.2215 0.000238

FDR
7.24E-08
1.42E-07
5.97E-07
4.08E-06
1.76E-05
2.46E-05
3.66E-05
4.09E-05
6.16E-05
6.16E-05
6.16E-05
0.000128
0.000128
0.000208
0.000208
0.000226
0.000263
0.000492
0.000553
0.000611
0.000703
0.000703
0.000703
0.000703
0.000703
0.000829
0.000829
0.000863
0.000863
0.000863
0.000906
0.001061
0.001061
0.001122
0.001307
0.001536
0.001569
0.001601
0.001758
0.001825
0.002225

0.00225

0.00225

0.00225
0.002286
0.002525
0.002565

0.00265
0.002677
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hippurate
hippurate
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hippurate
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hippurate
hippurate
hippurate
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Bacteroides dorei/vulgatus
motu_linkage_group_407
[Ruminococcus] torques

motu_linkage_group_638

[Bacteroides] pectinophilus
Anaerotruncus colihominis

motu_linkage_group_734
motu_linkage_group_551
motu_linkage_group_103
Eggerthellalenta
motu_linkage_group_531
motu_linkage_group_260
motu_linkage_group_376
motu_linkage_group_142
motu_linkage_group_625
motu_linkage_group_72
motu_linkage_group_430
motu_linkage_group_145
motu_linkage_group_124
motu_linkage_group_678
motu_linkage_group_122

Erysipelotrichaceae bacterium 3_1_5:

motu_linkage_group_565
motu_linkage_group_567
Butyrivibrio crossotus
motu_linkage_group_508
motu_linkage_group_190
Collinsella stercoris
motu_linkage_group_121
motu_linkage_group_636
motu_linkage_group_219
Blautia hydrogenotrophica
Clostridium scindens
motu_linkage_group_529
motu_linkage_group_136
motu_linkage_group_600
Bacteroides xylanisolvens
motu_linkage_group_258
motu_linkage_group_243
motu_linkage_group_586
motu_linkage_group_68
motu_linkage_group_349
Dialister invisus
motu_linkage_group_226
motu_linkage_group_85

butyrate-producing bacterium

motu_linkage_group_490
Eubacterium eligens

motu_linkage_group_404
motu_linkage_group_566
motu_linkage_group_415
motu_linkage_group_375

-0.2212
0.2199
-0.2185
0.2183
0.2182
-0.2173
0.2151
-0.215
0.2125
-0.2125
0.2115
0.2101
0.2082
0.2065
0.2052
0.2048
0.2037
0.2036
0.2022
0.2011
0.2009
-0.2006
0.2004
-0.2001
0.2
0.1995
0.1988
-0.197
0.1968
0.1955
0.195
-0.1939
-0.1912
0.1905
0.1904
0.1886
-0.1876
0.1872
0.1868
0.186
0.1859
-0.1856
-0.1839
0.1836
0.1836
-0.1825
-0.1823
0.1809
0.1808
0.1808
0.1808
0.1802

0.000242
0.000264
0.000289
0.000293
0.000296
0.000313
0.000362
0.000365
0.000428
0.000429
0.000457
0.0005
0.000562
0.000624
0.000677
0.000694
0.000744
0.000746
0.000813
0.000872
0.00088
0.000899
0.000906
0.000926
0.000931
0.000958
0.001
0.001111
0.001124
0.001214
0.001258
0.001335
0.001564
0.001634
0.001639
0.001823
0.001925
0.001971
0.002015
0.002105
0.002123
0.002161
0.002365
0.002408
0.002415
0.002566
0.002592
0.002797
0.002814
0.002817
0.00282
0.002904

0.002677
0.002863
0.003031
0.003031
0.003031
0.003147
0.003541
0.003541
0.004021
0.004021
0.004212
0.004533
0.005013
0.005477
0.00585
0.005904
0.006157
0.006157
0.006612
0.006952
0.006952
0.006957
0.006957
0.006957
0.006957
0.007064
0.007276
0.007969
0.007969
0.008498
0.008696
0.009114
0.010547
0.01079
0.01079
0.01186
0.012378
0.012528
0.012662
0.013045
0.013045
0.013132
0.014207
0.014207
0.014207
0.014931
0.014931
0.015595
0.015595
0.015595
0.015595
0.0159
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hippurate
hippurate
hippurate
hippurate
hippurate
hippurate
hippurate
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hippurate
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hippurate

Pseudoflavonifractor capillosus

motu_linkage_group_217
Anaerostipes caccae

motu_linkage_group_120
motu_linkage_group_218

Erysipelotrichaceae bacterium 5_2_5¢

motu_linkage_group_362
motu_linkage_group_20
motu_linkage_group_281
motu_linkage_group_324
motu_linkage_group_485
motu_linkage_group_509
Turicibacter sanguinis
Campylobacter hominis
Victivallis vadensis
motu_linkage_group_622
motu_linkage_group_54
motu_linkage_group_548
motu_linkage_group_320
Eubacterium dolichum
Bacteroides thetaiotaomicron
motu_linkage_group_386
Clostridium sp. HGF2
Eubacterium cylindroides
motu_linkage_group_624
motu_linkage_group_288
motu_linkage_group_411
motu_linkage_group_224
motu_linkage_group_450
motu_linkage_group_102
motu_linkage_group_164
motu_linkage_group_257
motu_linkage_group_282
motu_linkage_group_385
motu_linkage_group_486
motu_linkage_group_176
motu_linkage_group_248
motu_linkage_group_342

Ruminococcaceae bacterium D16

motu_linkage_group_325
Tropheryma whipplei
motu_linkage_group_151
motu_linkage_group_45
Granulicatella adiacens
motu_linkage_group_621
motu_linkage_group_712
motu_linkage_group_74
motu_linkage_group_127
motu_linkage_group_51
Acidaminococcus fermentans
motu_linkage_group_25
motu_linkage_group_431

-0.1797
0.1785
-0.1784
0.176
0.1756
-0.1743
0.1738
0.1729
-0.1728
0.1715
0.1714
0.1704
0.1699
0.1687
0.1684
0.1676
0.1675
0.1666
0.163
-0.162
-0.1606
0.1598
-0.1592
0.159
-0.1588
0.1587
0.1571
0.1551
-0.1542
0.154
0.1529
0.1526
0.1513
0.1499
0.1499
-0.1486
0.1483
0.1478
-0.1465
0.1465
-0.1458
0.1454
0.1451
-0.1448
0.1448
0.1445
0.1442
0.1431
0.1431
0.1413
0.1408
0.1406

0.002995
0.003193
0.003213
0.003655
0.003723
0.00399
0.0041
0.004314
0.004334
0.004648
0.004657
0.004909
0.005029
0.005371
0.005436
0.005673
0.005692
0.005985
0.007179
0.007533
0.008076
0.008396
0.008668
0.008732
0.008835
0.008863
0.009584
0.010571
0.011024
0.011133
0.011721
0.011905
0.012657
0.013474
0.01352
0.014367
0.014547
0.014864
0.01581
0.015815
0.016319
0.016613
0.016864
0.017066
0.017104
0.017295
0.017523
0.018387
0.01844
0.019949
0.020419
0.02055

0.016238
0.017085
0.017085
0.01925
0.019423
0.020621
0.020994
0.021788
0.021788
0.022994
0.022994
0.024024
0.024395
0.025828
0.025915
0.026675
0.026675
0.027813
0.033083
0.034428
0.036607
0.037748
0.038592
0.038592
0.038592
0.038592
0.041406
0.045316
0.046894
0.046997
0.049104
0.0495
0.052234
0.054975
0.054975
0.057992
0.058293
0.059135
0.062026
0.062026
0.063552
0.064245
0.064762
0.064784
0.064784
0.065062
0.065474
0.067982
0.067982
0.073058
0.074275
0.074275
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hippurate
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hippurate
hippurate
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hippurate
hippurate
hippurate
hippurate
hippurate
hippurate
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motu_linkage_group_457
motu_linkage_group_341
Streptococcus parasanguinis
butyrate-producing bacterium SS3/4
Eubacterium biforme
motu_linkage_group_177
Streptococcussp. C150
Roseburia hominis
Methanosphaera stadtmanae
motu_linkage_group_270
Bifidobacterium angulatum
motu_linkage_group_192
motu_linkage_group_765
Streptococcus salivarius
Oribacterium sinus
motu_linkage_group_389
Clostridium spiroforme
motu_linkage_group_559
motu_linkage_group_10
motu_linkage_group_480
Rothia mucilaginosa
Staphylococcus aureus
Clostridium sp. L2-50
Clostridium saccharolyticum
motu_linkage_group_634
Ruminococcus bromii
motu_linkage_group_703
motu_linkage_group_286
Aggregatibacter segnis
Blautia hansenii
motu_linkage_group_179
motu_linkage_group_592
motu_linkage_group_52
motu_linkage_group_209
Prevotella copri
motu_linkage_group_499
Lactobacillus salivarius
Gemella morbillorum
Lactobacillus casei
motu_linkage_group_14
Subdoligranulum variabile
Parvimonas micra
motu_linkage_group_301
motu_linkage_group_42
motu_linkage_group_161
[Ruminococcus] obeum
Salmonella enterica
Streptococcus mutans
motu_linkage_group_111
motu_linkage_group_18
motu_linkage_group_348
Streptococcus sp. oral taxon 071

0.1369
0.1356
0.1349
-0.134
0.1331
0.1328
0.1324
0.1309
0.1299
0.129
0.1287
-0.1284
-0.1275
0.1274
0.1258
0.1239
-0.1237
0.1237
0.123
0.1223
0.122
-0.1216
0.1215
-0.1212
0.121
0.1205
0.1205
-0.12
-0.1193
-0.1193
0.1189
0.1186
0.1186
0.1185
0.1183
0.1145
0.1143
-0.114
0.1136
0.1128
0.1125
-0.1119
0.1102
-0.1097
0.1094
0.1091
-0.1084
0.1084
0.1081
0.1076
0.1072
-0.1066

0.024197
0.025565
0.026325
0.027417
0.028491
0.028793
0.02927
0.031271
0.032593
0.033763
0.034175
0.034555
0.035996
0.036129
0.038563
0.041503
0.041857
0.041866
0.043074
0.044236
0.044789
0.045493
0.045758
0.046215
0.04657
0.047446
0.047574
0.048387
0.049776
0.0498
0.050602
0.051133
0.051205
0.05144
0.051702
0.059758
0.060164
0.060992
0.061902
0.063784
0.064375
0.065899
0.070104
0.071446
0.07221
0.07293
0.074721
0.074789
0.075565
0.077055
0.078115
0.079871

0.086889
0.091209
0.093319
0.096571
0.099719
0.100142
0.101164
0.107409
0.111259
0.114546
0.115236
0.115812
0.119637
0.119637
0.126937
0.135391
0.135391
0.135391
0.138488
0.141402
0.142347
0.143758
0.143774
0.144389
0.144681
0.146158
0.146158
0.147834
0.150489
0.150489
0.152081
0.152081
0.152081
0.152081
0.152081
0.174847
0.175109
0.176589
0.178291
0.182759
0.183502
0.186883
0.197793
0.200557
0.201677
0.202665
0.205763
0.205763
0.206869
0.209908
0.211753
0.215055
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hippurate
hippurate
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hippurate
hippurate
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hippurate
hippurate
hippurate
hippurate

Clostridium methylpentosum
motu_linkage_group_38
Streptococcus constellatus
motu_linkage_group_448
motu_linkage_group_471
Mitsuokella multacida
Bulleidia extructa
Clostridium hylemonae
Bacteroides uniformis
motu_linkage_group_373
Catonella morbi
Parabacteroides distasonis
Enterobacter asburiae
motu_linkage_group_33
motu_linkage_group_510
motu_linkage_group_445
motu_linkage_group_574
motu_linkage_group_443
Lachnospiraceae bacterium3_1_57FA
Haemophilus parainfluenzae
Fusobacterium nucleatum
motu_linkage_group_837
Enterobacter hormaechei/cloacae
motu_linkage_group_613
Neisseria subflava
Prevotella tannerae
Selenomonas noxia
Olsenella uli
motu_linkage_group_366
Escherichia coli
Streptococcus australis
Roseburia inulinivorans
motu_linkage_group_71
motu_linkage_group_378
motu_linkage_group_528
Prevotella multisaccharivorax
Ruminococcus lactaris
motu_linkage_group_205
[Clostridium] bartlettii
motu_linkage_group_534
Acidaminococcusintestini
motu_linkage_group_617
Bacteroides fragilis
Lactobacillus crispatus
Prevotella melaninogenica
motu_linkage_group_360
motu_linkage_group_26
motu_linkage_group_185
motu_linkage_group_168
Streptococcus mitis
Bilophila wadsworthia
motu_linkage_group_3

-0.1065
0.1063
-0.1058
0.1051
0.1049
0.1046
-0.1043
-0.1035
-0.1034
-0.1029
-0.1019
-0.1018
0.1011
0.1008
0.1

0.1
0.0999
-0.0994
-0.0992
0.0988
-0.0988
0.0985
0.0977
0.0973
-0.0972
-0.0972
-0.0972
0.097
0.0968
-0.0967
0.0963
-0.0957
0.0953
-0.0951
0.0951
0.0949
0.0943
0.0942
0.0927
0.092
-0.0909
0.0908
-0.0907
-0.0902
-0.0902
0.0897
0.0893
0.0893
0.0884
0.0883
-0.0883
0.088

0.080111
0.080611
0.082149
0.084155

0.08474
0.085695

0.08655
0.089142
0.089377
0.090973
0.094082
0.094564
0.096633
0.097881

0.10053
0.100591
0.100672
0.102604
0.103149
0.104504
0.104618
0.105678
0.108469
0.109987
0.110224
0.110224
0.110224
0.111137
0.111936
0.112185
0.113628
0.115849

0.11771
0.118298
0.118373
0.119072
0.121576
0.121721
0.127773
0.131027
0.135643

0.13613
0.136208

0.13842

0.13842
0.140679
0.142374
0.142799
0.146719
0.147265

0.14729
0.148556

0.215055
0.215352
0.218406
0.222668
0.223149
0.224594
0.225765

0.23096

0.23096
0.233991
0.240867
0.240986
0.245129
0.247161
0.250773
0.250773
0.250773

0.25444
0.254649

0.25599

0.25599
0.257445
0.262732
0.262732
0.262732
0.262732
0.262732
0.263772
0.263993
0.263993
0.266255
0.270314
0.272751
0.272751
0.272751
0.273223
0.277003
0.277003
0.289584
0.295747
0.303722
0.303722
0.303722
0.306185
0.306185
0.309942
0.312126
0.312126

0.31796

0.31796

0.31796

0.31796
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