Supplemental Table S1A: Non-imputed dataset of 2353 total proteins identified by LC-MS/MS. LFQ

Gene names Log2(LFQ Col8-/-_1) Log2(LFQ Col8-/- 2) Log2(LFQ Col8-/- 3) Log2(LFQ Col8-/-_4)

A2m
Aars
Aarsdl
Abat
Abca8b
Abcc9
Abcd3
Abcel
Abcfl
Abhd11
Abhd12
Abhd14b
Abhd16a
Abhd5
Abil
Ablim1
Abracl
Acaala
Acaa2
Acaca
Acad10
Acad9
Acadl
Acadm
Acads
Acadsb
Acadvl
Acan
Acatl
Acat2
Ace
Acinl
Acly
Acol
Aco2
Acotll
Acotl13
Acot2

30.1752
24.8954
nd
24.1729
nd
22.9182
23.1275
23.2046
21.1929
23.9318
24.2133
25.3643
24.4433
24.0924
nd
nd
25.2887
25.7271
29.8939
25.1661
22.4294
23.9717
29.1822
29.1581
27.633
25.8605
28.7889
27.4975
29.2883
25.157
29.1336
23.1154
27.8934
26.7273
30.5392
22.8002
23.9328
25.2379

29.559
24.8772
19.4085
24.6979
21.6086
22.7197
23.7077
22.8244
21.8441
24.2601

24.171
25.2582
24.5962
23.6917

nd
22.5933
25.4188
25.9769
30.2476
25.6275
22.2961
24.1245

29.283
29.4424
27.7423
25.7516
28.9891
27.3155
29.2424
25.2786
29.1193
23.1509

28.549
26.8351
30.7951
23.4769
24.5359
25.6122

29.9348
25.2221
nd
24.1034
22.1675
22.9011
23.5201
23.4336
21.3061
23.9116
24.5714
25.2334
24.8626
23.851
22.7955
22.3511
25.4379
25.6175
29.1503
25.1302
22.3229
23.4846
28.4522
28.4932
26.9259
25.2978
28.003
27.3675
29.0791
25.0351
28.9622
22.8627
28.1572
26.6058
29.9355
22.8871
23.4303
25.173

29.6048
25.3941
nd
24.6238
23.0636
23.0511
23.2551
23.0576
21.8376
23.9168
24.9026
25.6966
24.8759
nd
23.1557
22.5767
25.6657
26.1708
28.6866
24.3431
22.3916
23.7214
27.7478
27.9838
27.0642
25.1316
27.7605
27.6376
28.7377
25.2797
28.9756
nd
27.9335
26.7807
29.3591
23.1366
23.8882
25.4665



Acot7
Acot9
Acpl
Acsf2
Acsf3
Acsll
Acsl5
Acta2
Actb
Actcl
Actgl
Actl6a
Actnl
Actn4
Actrl0
Actrla
Actrlb
Actr2
Actr3
Acypl
Adam10
Adamtsl4
Adck3
Adcy5
Adcy7
Add1l
Add3
Adh1l
Adh5
Adh7
Adipoq
Adk
Adpgk
Adrbk2
Adrm1
Adsl
Adssl1
Aebpl
Afg3l2
Afm
Ag2

22.5036
26.3442
25.1476
21.9765
nd
28.7009
20.6712
32.2293
28.1235
35.3517
33.4716
22.0076
32.1333
29.3428
22.6744
24.6573
27.1291
28.0307
29.4646
24.0346
20.9909
23.0404
24.7816
25.1151
21.8312
26.0907
23.5544
249122
26.7493
23.2828
24.7611
25.9558
21.5303
21.8575
21.2983
25.5445
22.5507
28.496
22.5985
20.9349
22.4193

22.4322
26.6539
25.1225
22.7564
20.7799
28.7755
20.826
32.3105
27.2797
35.4051
33.5517
23.2178
32.0753
29.1207
23.2463
24.7953
27.0086
28.2783
29.4822
24.1324
20.832
23.4197
24.8412
25.3154
21.7722
26.2557
23.1158
24.9943
26.9765
24.0233
25.1717
25.9671
21.653
21.97
21.2327
25.6031
22.1655
28.4728
22.5209
20.5984
22.5876

23.5554
26.5806
24.5553
22.5203
19.8333
28.1801

nd
32.3541
28.0111
35.5034
33.6036
23.1137
32.2614
29.4464

24.137

24.6276
26.7455
28.2064
29.4432
23.5352
21.7814
22.8806
24.0156
25.0662
21.3995
26.2817
23.6431
24.6579
26.7667
22.7063
25.3228
25.0993
21.9474

nd

nd
25.3941
22.4975

28.386

22.4825
20.4689
22.7016

22.8631
26.8289
24.9565
nd
20.2676
27.8699
21.2246
32.3972
27.4807
35.6436
33.697
22.8818
32.1761
29.3833
23.4383
24.6918
27.287
28.5662
29.6869
23.7576
nd
nd
24.3846
25.2961
21.5772
26.4599
23.7807
24.5069
26.6326
22.6083
25.2444
25.4246
21.4988
22.6006
21.3426
25.8418
22.0997
28.3564
22.7487
nd
22.744



Aga
Agk
Ago2
Agpat2
Agrn
Ahcy
Ahcyll
Ahsal
Ahsg
Aifm1
Aifm2
Aimpl
Aimp2
Aip
Akl
Ak2
Ak3
Akap12
Akrlal
Akrlbl
Akrlb7
Akrlb8
Akr7a2
Aktlsl
Alad
Alb
Alcam
Aldhl6al
Aldh18a1l
Aldhlal
Aldh1l2
Aldh2
Aldh3a2
Aldh4al
Aldh5al1
Aldh6al
Aldh7al
Aldh9al
Aldoa
Alg2
Alox5ap

23.0756
23.6569
23.2255
22.5467
25.4268
26.097
23.4257
23.4751
29.9038
24.8434
nd
24.6508
23.5371
nd
27.2541
26.9152
27.2277
25.6637
26.9854
27.8389
23.7476
25.6174
24.7111
21.5846
23.3153
34.4405
24.2494
19.9669
21.6641
24.0058
nd
30.659
25.6607
24.6385
21.9334
28.0805
26.6641
25.396
29.396
21.7334
20.7815

23.0495
23.5899
23.159
22.6401
25.0267
26.5129
23.8669
24.2455
29.3416
25.0092
22.721
24.9309
24.2266
22.9557
27.4925
27.1178
27.1264
25.7655
26.9374
27.8535
24.0439
25.7712
24.9336
22.0041
22.6089
33.8773
24.7919
20.4931
nd
23.2409
23.0054
30.6586
25.921
24.5091
22.2127
28.2507
26.7622
25.8089
29.5782
22.2653
20.5632

nd
nd

24.0998
22.3284
25.5367
26.7538
23.7032
24.1614
29.8871
24.3705
22.5038
24.6981
23.6238
23.0835
27.3903
26.5502

27.203
25.9759
27.1676
27.8289
23.7042
25.0752
24.4083
22.1987
22.5909
34.3818
24.3688
20.4868
22.0717
24.8615

22.22

30.6484
26.0268
24.6407

22.485
27.7409
26.6974
25.4639
29.5903
21.7033

20.953

23.0226
24.2326
nd
22.3925
25.1603
26.4008
23.3464
24.3468
29.3405
24.6249
23.1465
25.3186
24.0792
23.7303
27.5611
26.5633
27.0941
26.302
27.1736
27.9028
23.8549
25.4913
24.7534
22.0075
23.3867
33.7432
24.8937
20.5496
22.4599
23.808
23.2221
30.6428
26.0192
23.6609
21.9135
28.198
26.8351
25.6745
29.3249
21.5984
21.5061



Alyref
Anapcl
Ankl
Ank2
Ankfyl
Anol0
Anob6
Anp32a
Anp32b
Anp32e
Anpep
Anxal
Anxall
Anxa2
Anxa3
Anxa4d
Anxa5
Anxab
Anxa7
Aoc3
Aox1
Aplbl
Aplgl
Ap2al
Ap2a2
Ap2bl
Ap2m1l
Ap2sl
Ap3bl
Ap3dl
Apeh
Apexl
Api5
Apmap
Apoal
Apoalbp
Apoa2
Apoa4d
Apocl
Apoc2
Apoe

24,112
21.9553
27.5746
23.2498
22.2082
24.9412
25.0869
25.2273
24.7351
24.9522
28.3732
29.5096
27.6339
32.1176
28.4236

27.447
30.8485
31.2408

27.564

31.618

23.145
24.6374
22.5566
26.9328
27.8178
27.7677
26.5721
24.5052
23.6229
22.6922
22.5081
23.6935

24.211
22.6961
29.3463
26.8283
26.2228
27.5782
25.2844
24.2407
25.5957

24.0839
23.2871
26.8979
23.0724
20.856
24.1157
24.8524
25.2045
24.9559
25.2586
28.4575
29.3725
27.7199
32.074
28.3567
27.4587
30.9007
31.2843
27.5327
31.7334
23.4283
24.5938
23.0401
27.0726
28.0632
27.8997
26.7098
24.8878
24.0261
22.8012
23.1074
23.7678
24.1602
23.5647
28.2736
26.9141
25.3488
27.033
24.1987
23.8917
24.9617

24.3457
22.0025
26.8829
23.4256
20.1898
24.1341
24.9743
24.886
24.9203
25.0307
28.523
29.5996
27.6344
32.1666
28.3406
27.3796
30.9265
31.3773
27.707
31.6208
23.1684
24.4974
22.5599
26.9147
27.8766
27.8339
26.615
24.0598
23.7187
22.6395
22.1278
22.3247
23.9997
23.4012
29.1358
27.0591
25.4857
27.1622
24.4463
23.9983
25.5049

23.9057
22.4804
27.2591
23.2808
20.3993
24.4127
25.2248
25.3085
24.8617
25.0583
28.6589
29.5716
27.7751
32.1908
28.5661
27.4926
31.0247
31.3697
27.6204
31.8085
23.4349
24.3637
23.2162
27.1978
28.2188
28.1539
26.5734
24.8542
24.3391
22.655
nd
23.7322
24.4405
nd
27.9359
26.8448
25.0248
26.6409
24.1278
nd
25.2336



Apoh
Apoo
Apool
App
Appll
Aprt
Agpl
Arcnl
Arfl
Arf2
Arfd
Arf5
Arf6
Arfgef2
Arhgapl
Arhgap17
Arhgap32
Arhgdia
Arhgdib
Arhgef2
Arhgef7
Arll
Arl3
Arl6ipl
Arl6ip5
Arl8b
Armcl
Arpclb
Arpc2
Arpc3
Arpc4d
Arpc5
Arpc5l
Asahl
Asl
Asnal
Asph
Aspn
Asrgll
Atad3
Atg5

27.2354
22.8894
24.0111
23.5427
24.3621
24.8819
25.179
24.8447
27.3432
21.336
25.9005
23.0945
22.2065
20.7249
26.3223
22.8588
nd
28.4365
23.6383
23.4331
nd
23.7391
24.8875
21.7702
25.8359
24.9368
23.6739
28.1638
27.5393
27.6892
28.1781
25.4409
24.4519
24.9262
23.7195
22.8874
25.8424
31.6034
nd
22.0006
23.1448

26.996
23.0221
24.6733
23.0557
24.2257
24.9952
26.1737
24.8443
27.4795
21.5131
26.5658
23.0273
22.9054
20.5828
26.4232
23.6912
27.5667

28.246
23.5575
23.6948

nd
23.8675
25.1383
22.5243
25.6994
25.1337
23.9911
28.6387
27.5237
27.6502
28.3226
25.3139
24.6024
25.0518
23.4996
23.9892
25.9418
31.4279
21.9573
22.3746
23.0663

27.2145
22.3987
23.9559
24.2743
24.2478
24.7988
26.1293
25.3633
27.2278
21.8188
25.8138
23.1405
21.9585
20.7233
26.3444
23.4847
27.6439
28.5054
23.8286
23.6412
20.5206
23.8886
25.0869
22.7671
25.8462
25.0129
23.8856
28.1676
27.2444
27.7476
28.2759
25.4167
24.3975
25.255
23.5138
23.51
26.2537
31.6737
nd
21.9066
22.9767

27.4177
21.9841
24.6353
23.7959
24.0697
25.2716
25.4376
25.0026
27.3242
21.834
26.1247
23.3995
21.6762
20.8847
26.5144
23.5453
27.7396
28.2637
23.8412
23.4143
23.6506
23.7933
25.3497
22.4728
25.6352
25.0425
24.1018
28.6415
27.3
27.7027
28.3632
25.6393
24.808
25.5356
22.8293
24.1793
26.1352
31.7264
22.3016
21.846
23.2558



Atg7
Atic
Atl2
Atl3
Atox1
Atplal
Atpla2
Atplbl
Atplb3
Atp2a2
Atp2a3
Atp2bl
Atp2b4
Atp5al
Atp5b
Atp5cl
Atp5f1
Atp5h
Atp5i
Atp5j
Atp5j2
Atp5l
Atp50
Atp6v0Oal
Atp6v0d1
Atpévla
Atp6vlb2
Atpébvlel
Atxn10
Auh
Axl
B2m
B4galt2
Bag3
Bag5
Bagb
Banfl
Bax
Bcam
Bcarl
Bcas3

22.0534
27.3204
nd
27.8955
26.0855
27.3161
25.2944
25.0576
24.9346
27.4449
23.4052
21.59
26.2183
30.5964
31.4074
27.0859
27.6821
27.3095
24.6568
23.5011
26.4477
26.0169
28.7074
nd
23.2966
24.7774
19.9057
22.2246
22.578
22.9827
22.3523
24.6023
nd
24.9019
21.7116
23.5882
27.871
22.8554
28.4205
20.9784
21.1653

22.6157
27.3572
nd
27.9936
25.7931
27.4109
25.5516
24.8612
25.0007
27.5533
23.5916
22.2582
26.342
30.6268
31.5303
27.0437
27.7029
27.3332
24.9619
23.0632
26.5853
26.0928
28.9054
21.4444
24.0164
25.3451
21.0677
23.3689
nd
22.9772
23.1219
24.3414
22.5578
24.922
21.8917
23.481
28.0003
22.802
28.2401
21.0401
21.2926

21.8834
27.3558
22.9641
27.9275
26.2529
27.6549
25.5828
26.1128
25.6169
27.5881
23.7498
21.8894
26.2248
30.6234
31.4524
26.939
27.7998
27.3468
24.7662
23.8461
26.663
25.7066
29.0192
21.9656
25.1365
25.4836
21.5668
23.2679
21.8249
22.3465
23.3283
24.5157
nd
25.4851
nd
23.5716
27.8623
22.9075
28.4763
20.5596
21.3375

23.0463
27.5497
22.8876
28.1247
25.7494
27.448
25.5876
25.0461
25.5533
27.6985
23.8586
22.3612
26.4233
30.6553
31.4934
26.9252
27.5744
27.2577
24.8644
nd
26.6479
25.9404
29.1675
21.895
24.0811
25.2669
21.0695
23.7131
22.685
nd
23.1675
24.781
22.7718
24.953
22.3358
23.7356
28.1097
22.895
28.3776
20.8881
21.4897



Bcat2
Bckdha
Bckdhb
Bckdk
Bgn
BImh
Blvra
Blvrb
Bpgm
Bphl
Bpntl
Bre
Brox
Btf3
Btk
Bzrapl
Clqgbp
Cc3
Cdb
C4dbpa
Cc5
Cco
Cal
Ca2
Ca3
Cab39
Cacna2dil
Cacybp
Cad
Calm3
Calr
Calu
Camk1
Camk2d
Camk2g
Camlg
Candl
Canx
Capl
Cap2
Capg

26.3646
23.8314
25.1392
21.8447
32.015
24.9304
24.5892
25.4616
21.7943
24.9822
23.9722
nd
22.5215
20.7482
19.4096
23.5026
24.8175
28.1113
27.216
25.9294
22.845
21.885
24.5888
28.3315
29.8541
25.2782
27.2156
22.2317
21.8245
27.4212
27.6475
24.0442
23.0696
27.3636
26.0118
21.3211
28.1231
28.209
30.3074
26.6617
25.3364

26.2781
24.2124
24.0824
22.0799
32.0087
25.1297
25.0071
25.366
nd
25.2496
24.1418
nd
22.5746
21.5196
20.3401
22.5598
24.2598
27.7374
27.0349
25.3336
22.143
21.2466
23.4928
26.9383
29.4637
25.4254
27.2383
21.6918
22.6983
26.7925
27.486
24.192
23.3065
27.5349
26.2546
22.0586
28.3342
28.3025
30.4552
26.8606
25.5545

26.4687
23.7166
22.9602
21.3911
32.169
24.8944
24.5391
25.5338
nd
24.4659
24.1195
21.5842
22.056
21.3287
19.3846
23.525
25.1668
27.8614
27.4368
25.4142
22.4594
21.8287
24.3222
28.1064
29.3158
25.4115
27.4332
22.2882
22.3922
27.2124
27.8634
23.3464
23.008
27.5024
26.2153
21.1439
28.0728
28.433
30.3297
26.7932
25.7462

26.2157
23.4394
23.7035
21.8349
32.3331
25.0416
25.2772
25.2029
nd
25.3717
24.7358
22.6111
22.3382
21.675
19.4761
23.9704
24.4817
27.6713
27.3532
25.9558
22.6315
21.5699
23.2359
26.8368
28.043
25.3614
27.3925
22.2276
22.8771
26.6808
27.4258
24.0355
23.189
27.6554
26.4327
22.1536
28.1311
28.1349
30.5248
26.867
25.8847



Capnl
Capn2
Capnsl
Caprinl
Capzal
Capza2
Capzb
Carhspl
Carkd
Carkd
Carml
Cars
Casp8
Casql
Cast
Cat
Cavl
Cav2
Cbrl
Cbr2
Cbr3
Ccarl
Ccar2
Ccbl2
Ccdc127
Ccdca7
Ccdc80
Ccdc90b
Ccny
Cct2
Cct3
Cct4
Cct5
Cctba
Cct7
Cct8
Cd109
Cd151
Cdi63
Cd200
Cd2ap

24.0336
28.4593
28.282
21.8135
25.1928
27.5386
27.3511
24.485
25.5365
21.9305
21.6133
20.5226
21.1768
27.3305
24.4628
24.9465
29.2687
25.9361
26.1024
29.3423
23.4269
21.8233
22.0162
22.6835
nd
24.3079
24.0021
24.9876
21.2292
27.7895
27.3177
26.5956
27.4448
26.5288
26.9013
26.6199
26.3987
23.998
22.481
25.5432
23.8952

24.5184
28.64
28.6307
21.9042
25.4487
27.639
27.1803
24.3363
25.6839
21.7424
21.6715
nd
21.403
28.2085
24.2356
24.7753
29.2742
25.7233
26.1939
29.4751
23.9965
21.6887
22.2568
22.6566
21.9734
24.7445
24.4889
25.4939
22.1469
28.0053
27.5275
26.9256
27.5795
26.7301
27.052
26.5669
26.4729
23.7167
22.2998
25.5546
23.1879

24.4503
28.2867
28.2562
22.0228
25.26
27.8766
27.2653
24.2942
25.7626
22.2726
21.3335
20.3763
nd
27.9646
24.6393
25.3488
29.4469
25.7743
26.1509
29.3886
23.309
22.1063
nd
22.6465
nd
24.186
24.3711
24.8401
20.9829
27.9522
27.134
26.4827
27.4081
26.7914
26.8234
26.766
26.2594
25.7762
22.4508
26.277
23.5164

24.9168
28.8878
28.8006
21.9358
25.2852
27.686
27.1372
24.6775
25.597
22.671
22.2112
nd
21.196
28.0709
24.5571
24.8141
29.1513
25.7403
26.0917
29.5481
23.9939
22.5046
22.4429
22.3558
22.1829
25.1065
24.632
25.5206
22.6099
28.2409
27.4235
26.9737
27.7723
26.8469
27.2307
26.6706
26.5873
24.8173
22.1321
25.5896
23.5029



Cd34
Cd36
Cd44
Cd47
Cd81
Cdo
Cd97
Cd99
Cdc37
Cdc42
Cdc42bpb
Cdh13
Cdhe
Cdipt
Cdk13
Cdk5
Cds2
Celf2
Cenpv
Ceslc
Cesld
Cfb
Cfd
Cfh
Cfi
Cfl1
Cfl2
Chchd3
Chchd6
Chd4
Chmp3
Chmp4b
Chst12
Chtop
Cisdl
Ckap4
Ckb
Ckm
Claspl
Clccl
Clec10a

24.9544
27.2874
22.3702
24.2704
27.9087
26.1254
24.5657
nd
24.3828
27.0821
23.5881
28.4412
21.0666
nd
nd
21.5955
nd
21.2786
24.771
27.9313
29.281
24.3956
24.1065
27.8228
23.8894
29.4169
25.277
23.6862
23.6343
24.028
22.9398
23.0094
21.3398
23.1518
24.6337
27.18
30.6345
26.0408
23.6051
nd
22.3591

24.3949
26.9651
22.6057
24.2064
28.184
26.2785
24.5855
19.7963
24.6881
27.3129
24.3058
28.5236
21.4134
21.7655
21.7539
21.8418
24.2628
23.3723
24.7011
27.3353
29.2707
23.9419
23.2594
27.754
23.1406
29.3975
25.1431
nd
24.0925
24.0514
nd
23.5173
21.4773
22.907
25.0199
26.8722
30.6354
26.4894
23.6279
22.821
21.6493

24.8112
26.8272
nd
24.3471
28.1713
26.2336
24.7016
19.8504
24.6414
27.4198
23.9253
28.5212
21.3428
nd
21.4877
21.8452
23.5252
23.4774
24.8541
27.6676
28.5969
24.2687
24.6277
27.7502
23.5716
29.4765
25.3242
23.8835
23.0619
23.8776
22.4629
23.3126
21.6001
23.3027
24.8576
27.2363
30.816
27.7705
23.4073
nd
nd

24.5739
26.833
22.2673
24.6357
28.3168
26.8382
24.856
20.3008
24.8321
27.3839
24.3425
28.601
21.3541
nd
21.6708
22.3787
24.1321
23.5382
24.5378
27.3862
28.1984
24.4372
nd
27.8038
23.5219
29.4227
25.3358
23.4975
23.0209
24.3272
22.7199
23.4913
22.6808
21.8768
24.6932
27.2125
30.8059
25.2622
23.9732
nd
22.0708



Clec3b
Clicl
Clic4

Clintl
Clptm1l
Cltb
Cltc
Clu
Clybl
Cmal

Cmpk1
Cnbp

Cndp2
Cnnl
Cnn2
Cnn3

Cnp

Cnpy2

Cnpy4
Coa3

Coasy
Col12a1
Col14a1
Col15a1
Col18a1l

Collal

Colla2

Col2al

Col3al

Col4al

Col4a2

Col4a3

Col4a4

Col5a1

Col5a2

Col6al

Col6a2

Col6a5

Col6ab

Colgaltl
Commd3

25.1642
26.5545
27.8491
20.1842
21.7945
23.0622
30.6598
26.8994
25.3417
27.7984
24.7989
23.949
25.8287
31.952
28.3023
28.4449
23.625
22.2611
22.8355
22.6749
22.6247
22.8611
30.3566
29.974
30.9928
33.818
33.1868
31.0839
26.8411
30.8182
30.5527
24.8549
23.2534
28.288
27.8226
32.679
32.4845
25.8701
30.1567
23.3113
22.599

24.6559
26.7483
28.0552
21.0473
21.9295
22.7925
30.7513
26.5326
25.868
27.6609
24.795
24.3884
25.6141
32.141
28.6949
28.607
23.6087
22.1551
22.4519
22.328
23.3137
22.0899
30.3983
30.0623
30.9678
33.669
32.8979
30.6976
26.6255
30.8457
30.4349
24.9156
nd
28.0822
27.7042
32.5808
32.2796
26.2768
30.1597
23.4689
22.8869

25.719
26.6245
27.9853
20.4784
21.5272
23.5023
30.6624
26.9548
25.0875

28.294
24.3686
24.2025
26.0921
31.9699
28.3807
28.3951
26.2921
22.9314

nd
22.2907
22.7586
22.7644
30.2132
30.0227
30.9356

33.992
33.5575
31.3341
27.1082
30.8894
30.6906
25.0162

nd
28.2738
27.9213
32.5993
32.4044
26.1371
30.3139
24.8379
23.0027

25.1251
26.9402
28.1524
21.4088
22.3985
nd
30.8274
26.4375
25.0928
28.2905
25.1112
24.6076
25.8774
32.1599
28.8859
28.4187
22.6545
22.0523
22.6235
22.1322
22.5968
24.0245
30.5856
30.0103
30.9053
33.7303
32.6132
30.8796
26.1298
31.0014
30.5765
25.0889
24.7846
28.3127
27.8983
32.6441
32.1751
26.0337
30.2087
23.2761
22.6458



Commd4
Commd9
Comt
Comtdl
Copa
Copb1
Copb2
Cope
Copgl
Copg2
Cops2
Cops3
Cops4
CopsS
Cops6
Cops7a
Copzl
Coq10b
Cogb
Coq9
Corola
Corolb
Corolc
Cotll
Cox4il
Cox5a
Cox5b
Cox6al
Cox6b1
Cox6c
Cox7al
Cox7a2
Cox7c
Cp
Cpa3
Cpe
Cpnel
Cpne2
Cpne3
Cpox
Cppedl

nd
23.1578
24.2909
22.3755
26.5509
26.0552
23.8169
24.9623
26.3027
nd

25.9109
24.9946
23.7757
23.8333
21.7626

23.573
22.7182
21.6148
22.3308

24.114
22.6346
25.7547
28.0167
20.9516
27.2703
28.7857
26.0315
27.9238
27.6816

26.109
26.1823
25.1234
24.5126
25.6881
28.0139
23.6718

26.32

22.5676
26.2174
21.2989
22.7575

20.9101
23.4765
24.6977
22.3477
26.9379
26.1404
24.4455
24.96
26.4821
nd
26.1863
24.9854
24.3514
23.821
nd
23.5237
23.0806
21.7708
23.7008
24.6331
22.4903
25.8058
28.0579
21.5811
27.4549
28.8309
26.515
28.6204
27.8145
26.2779
26.48
25.1771
24.4978
25.6796
27.7997
23.809
26.4998
22.4027
26.3611
21.3736
22.2497

21.0649
23.6243
24.2658
21.9144
26.7247
25.9023
24.127
24.8712
26.1654
nd
25.9409
25.1602
23.9142
23.9329
22.6434
23.2577
23.1581
21.3456
22.62
23.6564
22.6918
25.4119
28.0646
20.9333
26.8486
28.3802
26.3205
27.6672
27.3905
26.1315
24.9703
25.2985
23.629
26.1975
28.3848
23.628
26.4963
22.691
25.9557
20.9389
nd

21.2888
24.1756
24.7261
22.3311
27.0557
26.1812
23.9392
24.9919
26.7415
nd
25.8242
25.4029
24.1094
24.2898
20.7402
23.747
23.1516
21.5522
23.4571
23.8255
22.4098
25.5301
28.0703
21.0857
26.2604
28.1764
25.3299
27.7134
26.7434
25.2852
24.0036
24.3472
23.7496
26.038
28.1692
23.6822
26.6559
22.8198
26.4723
21.1689
22.489



Cpq
Cpsfb
Cpsf7
Cptla
Cptlb

Cpt2

Cril

Crat
Creld1
Cripl
Crip2

Crk

Crkl
Cryab
Cryll

Cryz

Cs

Csad
Csell

Csk

Csnklal

Csnk2al

Csnk2b
Cspg4
Csrpl
Csrp2

Cst3

Cstb
Cstf2
Ctbp1l

Ctcf

Ctnnal
Ctnna2
Ctnna3
Ctnnall
Ctnnb1l
Ctnnbll
Ctnnd1

Ctsb

Ctsd

Ctsh

24.2739
25.0136
23.4886
24.3363
25.1896
26.8029
nd
25.1085
21.0771
30.0276
29.76
24.9612
22.8057
25.2257
24.6474
23.6475
29.9524
25.601
27.083
24.0787
22.691
24.7701
23.5782
28.7748
30.0979
29.6651
nd
25.4984
23.2402
24.8536
nd
26.2871
22.5184
22.5152
23.7897
25.9568
nd
24.6119
25.8439
27.4879
24.2714

24.3689
25.7748
23.8633
24.5728
25.2821
26.7209
23.5855
25.2603
21.1197
29.8793
29.5179
25.1502
nd
25.2952
24.9093
23.5717
30.1832
25.7124
27.6988
23.295
22.3799
24.6929
23.9779
28.7311
29.6723
29.4215
24.2633
25.9084
23.5905
25.2078
nd
26.5935
23.0332
23.1852
23.7048
26.1867
nd
24.7277
25.6414
27.8593
24.1303

23.8699
25.0932
23.6944
24.312
23.829
25.3621
22.9423
24.6572
20.752
29.9751
29.7872
24.999
23.1881
25.9783
24.5298
23.3577
29.5614
25.5466
27.2894
nd
22.2809
25.1699
23.0822
28.8571
30.0952
29.7367
nd
25.1546
22.7917
24.8721
22.4613
26.4942
22.3287
nd
23.3905
26.0537
nd
25.109
25.81
27.4842
24.5209

24.5912
25.5111
23.8102
24.5004
23.6005
25.2354
23.1407
24.5499
21.322
30.2304
29.5284
25.2021
23.2344
25.5784
25.0494
23.5267
29.5295
25.4869
27.6006
23.1018
nd
25.0642
23.9164
28.8646
29.5287
29.2551
24.2897
25.5552
23.4794
25.3514
nd
26.7456
22.8435
22.626
24.0543
26.5155
21.2976
25.0646
25.2392
27.705
24.4637



Cttn
Cttnbp2nl
Cull
Cul3
Culda
Cul5
Cuta
Cutc
Cxcl12
Cyb5a
Cyb5b
Cyb5r1
Cyb5r3
Cybcl
Cycl
Cycs
Cyfipl
Cygb
Cyp20al
Cyp2f2
Cyp4b1l
D10Jhu81le
Daaml
Dab2
Dagl
Dapk3
Dars
Dazapl
Dbi
Dbnl
Dbt
Dcn
Dcps
Dctnl
Dctn2
Dctn3
Dctn5
Dcxr
Ddah2
Ddb1
Ddhd2

24.5962
21.9745
22.6497
22.684
22.3826
nd
25.7215
nd
nd
24.305
23.8288
23.9847
30.0901
23.0852
27.1568
27.3612
25.9273
24.6985
23.1112
21.672
21.2033
27.4922
22.2386
22.6551
26.5878
22.5104
26.403
22.1825
27.3086
25.1361
26.1359
32.5271
23.243
25.7278
26.5074
22.3279
21.609
19.1937
26.6203
25.134
nd

24.7392
22.9908
21.6805
23.101
22.2995
22.8741
25.8504
22.5797
22.7332
25.3711
23.3546
24.3809
29.9905
23.1821
27.4075
27.5026
25.9843
24.7041
23.5873
nd
20.7465
27.9956
22.426
22.6012
26.2626
nd
26.5245
21.5574
27.5176
25.0908
26.2849
32.5931
23.4832
25.848
26.4244
21.9286
21.2374
19.8425
26.6483
25.2557
nd

24.8077
22.9062
22.3141
22.4461
22.3273
21.8075
25.7847
21.268
23.0112
25.0506
23.9875
23.7612
30.1793
22.3453
26.8882
26.7714
25.9805
24.5652
23.2637
20.5176
21.4557
27.3659
21.8702
22.4501
26.5275
23.1099
26.3925
nd
27.4971
25.7338
26.2405
32.7526
22.6395
26.1803
26.893
22.1105
nd
19.1855
26.6853
25.2398
nd

23.931
23.0792
22.2079
22.7242
22.7082
23.8314
26.1514
21.4095
23.2552
24.6991
23.4903
24.3947

30.103
23.6072
26.7188
26.6404
26.4677
24.5045
23.7354
20.6331
21.3323
27.6958
21.7474
22.4804
26.4483

nd
26.6161
22.3137
26.9761
25.1426
25.9595
32.9066
24.1939
26.0475
26.3788
22.3066
21.0989
19.8147
26.9918
25.4193

nd



Ddost
Ddrgk1
Ddt
Ddx1
Ddx17
Ddx21
Ddx25
Ddx39b
Ddx3x
Ddx3y
Ddx42
Ddx46
Ddx5
Ddx50
Ddx6
Decrl
Dek
Derll
Des
Dhdh
Dhrs1
Dhrs7b
Dhx15
Dhx29
Dhx9
Diaph1l
Dkc1
Dlat
DId
Dist
Dmd
Dmpk
Dnajal
Dnaja2
Dnaja3
Dnajb4
Dnajcl0
Dnajcll
Dnajc19
Dnajc3
Dnml

27.0658
23.7121
26.9397
26.757
23.3013
22.287
21.4624
27.1693
27.1637
23.4675
nd
nd
26.804
26.3973
22.4487
28.3225
24.2438
23.6023
26.648
24.4154
24.0427
nd
23.1425
nd
26.519
nd
22.8321
28.6207
28.0733
27.7475
29.7344
23.1152
23.8994
24.5277
23.1101
25.751
23.0021
22.9522
19.4119
23.3374
21.4949

27.1708
24.1355
27.1692
26.8868
23.8884
22.6842
22.02
27.1952
27.3944
24.3062
24.5772
21.5276
27.0117
27.2114
22.8146
28.5648
24.6054
23.6624
26.8145
24.6747
24.1372
22.325
23.8088
19.837
26.897
21.6591
22.4416
28.8171
28.4271
27.9669
29.8716
23.9886
24.3998
24.5483
23.7909
25.8843
22.2425
23.313
20.4113
23.4211
21.7874

26.9681
23.2124
27.1341
26.4985
24.3701
22.3804
22.3056
27.0413
27.0378
23.5292
24.8894
21.6611
26.8564
26.5813
22.5321
28.0854
23.5438
23.0444
27.1836
24.738
24.0057
21.6544
23.6065
20.2438
26.5823
22.3158
22.1442
28.3147
27.8295
27.4494
29.759
23.0843
23.4918
23.8482
nd
25.6329
23.2217
22.951
19.4444
22.5206
22.0969

27.3009
23.8631
26.9181
26.8333
24.3518
23.1284
22.5027
27.2421
27.3161
24.1462
25.3364
nd
27.2457
27.2698
23.1451
28.1605
24.5721
23.0837
27.3264
24.3038
24.3975
21.9141
23.9758
20.2862
26.7511
22.0531
22.7274
28.0459
27.8994
27.1499
29.9121
24.0476
23.6798
24.1791
22.8179
26.35
22.5313
23.8755
19.7407
23.1703
21.6176



Dnmil
Dnm2
Dnpep
Dock?7
Dpepl
Dpp3
Dpp7
Dpt
Dpy30
Dpysl2
Dpysl3
Drapl
Dsp
Dst
Dstn
Dtd2
Dtna
Dusp19
Dusp3
Dynclhl
Dyncli2
Dyncilil
Dynll1
Dynlrb1
Dynltl
Dynlt3
Dysf
Echl
Echdc2
Echsl
Ecil
Eci2
Ecml
Ecm29
Ecsit
Eeflal
Eeflb
Eefld
Eeflel
Eeflg
Eef2

26.6925
26.137
26.1214
23.4529
28.6218
23.7525
21.6897
29.645
26.2733
29.6038
29.8842
nd
22.9994
21.237
31.1208
22.3972
26.5776
28.2663
25.7991
29.6461
23.4009
25.2539
27.4922
24.4801
21.5392
23.1664
25.6613
25.8654
20.0527
27.9398
28.244
23.9771
25.4325
24.1193
21.5247
31.1993
26.8838
26.4051
21.8464
27.3376
29.6719

26.8451
26.4331
26.2733
23.4399
28.205
23.8414
21.9542
29.3788
26.4886
29.6469
29.8968
21.4951
23.4935
21.9259
31.2158
21.9344
26.8116
28.5279
25.9241
29.7249
24.025
25.547
27.8415
25.0067
22.1658
23.4558
25.8254
26.3136
20.2585
28.1785
28.4269
24.6824
25.1981
24.1898
21.6793
31.3733
26.5248
25.8844
21.5343
27.6175
29.8369

26.6994
26.3803
26.2298
22.9037
28.5203
24.3719
21.691
29.5871
25.9716
29.697
30.0016
20.6588
nd
21.2424
30.9874
21.815
26.7859
28.5957
25.7915
29.7193
23.5924
25.294
27.6903
25.4713
21.9087
23.6728
25.668
25.334
20.1727
27.534
27.6658
24.2029
25.0057
23.952
21.2896
31.2736
26.629
26.6034
21.84
27.4756
29.6253

26.9001
26.658
26.2208
23.8933
28.7813
24.4873
22.2753
29.332
26.7029
29.4489
29.9977
21.4532
nd
21.6236
31.312
22.1816
26.8921
28.379
25.679
29.9431
24.2459
25.4688
27.6265
25.1361
22.209
23.1833
25.4119
25.4303
nd
27.5813
27.0605
24.0697
25.2686
24.1655
20.6654
31.3908
26.5671
25.9273
21.9269
27.5746
29.9248



Efempl
Efemp2
Efhd1
Efhd2
Efr3a
Eftud2
Egfr
Ehbp1ll
Ehd1l
Ehd2
Ehd3
Ehd4
Eif2s1
Eif2s3x
Eif3a
Eif3b
Eif3c
Eif3d
Eif3e
Eif3f
Eif3g
Eif3h
Eif3j1
Eif3k
Eif3l
Eif3m
Eif4al
Eif4a2
Eif4a3
Eifdb
Eifde
Eif4gl
Eif4g2
Eifdh
Eif5
Eif5a
Eif5b
Elavil
Eln
Elovll
Emcl

27.9125
26.9909
24.1606
22.4466
22.2857
24.4144
24.1369
22.828
27.6912
31.8135
22.0406
28.3906
24.7653
24.331
26.1341
23.838
24.6256
23.7197
23.7005
26.0378
23.2781
23.3156
23.5621
23.4069
23.4153
24.1105
27.45
24.3112
24.9825
25.8706
23.0134
24.0196
24.1219
25.437
24.6105
27.4684
24.3492
24.8262
30.9944
24.6707
23.9706

28.0651
27.157
24.0192
22.4927
22.8929
24.2539
23.6289
23.3003
27.5548
31.9234
22.5115
28.3972
24.5108
24.6187
26.4691
23.6799
24.7185
24.3193
23.8821
26.1452
23.1584
nd
23.2179
23.5721
23.3695
24.3934
27.7148
24.1038
25.2319
25.8476
23.5023
24.4107
24.2645
25.3756
24.4275
27.4496
24.5725
25.1057
31.0447
25.3036
23.6434

27.6877
27.0107
23.841
22.3226
22.7267
23.9353
24.7974
23.0354
28.0376
31.7843
22.5615
28.4298
24.4925
24.2624
26.3594
24.1653
24.3081
24.0812
23.9079
25.4294
23.2275
nd
23.1324
23.0869
23.2427
24.431
27.6899
24.4917
24.8621
24.5874
23.3868
23.4985
24.1567
25.4391
24.7219
27.3228
24.7304
25.0499
31.0891
24.6494
23.5792

28.2557
27.2348
24.0343
22.5088
23.3169
24.3196
23.8424
23.238
27.8446
32.1333
21.9088
28.1888
24.7766
24.8385
26.5563
24.0836
24.9625
24.1965
24.0328
26.1411
23.1382
22.9287
23.6759
23.7198
23.6544
24.582
27.5778
24.2978
25.614
24.2809
23.5197
24.591
24.2886
25.7576
24.927
27.2459
24.7161
25.3972
31.171
25.6742
24.1605



Emc8
Emd
Emilinl
Emll
Eml2
Enah
Endod1
Enol
Eno2
Eno3
Enpep
Enppl
Enpp3
Enpp4
Entpdl
Entpd2
Epb41l
Epb41l2
Ephx1
Ephx2
Epnl
Epn2
Epn3
Eppkl
Eprs
Eps15
Eps8I2
Erapl
Erbb2ip
Ergicl
Erh
Eroll
Erp29
Erpd4
Esd
Esytl
Esyt2
Etfl
Etfa
Etfb
Etfdh

22.8344
25.6537
29.5465
26.5125
26.6524
27.3045
26.7278
29.9134
nd
23.3066
23.1338
23.763
24.6838
21.4478
27.0568
29.2601
23.6701
25.2811
28.5353
24.7692
22.2213
22.6261
nd
22.6985
26.436
21.8715
nd
nd
20.8318
25.3033
24.4596
23.42
24.6483
25.4827
28.0079
28.5967
26.5233
22.976
30.063
28.5119
26.4773

21.6026
26.4941
29.6281
26.6027
26.933
27.5407
26.9688
29.8913
21.0453
24.2886
22.1693
24.0653
24.7997
21.448
27.1399
29.2768
23.4968
25.4984
28.8113
25.2722
22.2835
22.9124
nd
22.8974
26.4202
21.1687
21.7472
23.2952
21.2455
25.1343
24.6105
23.5792
24.4568
25.6752
28.0964
28.9212
26.6698
24.0078
30.2185
28.4368
26.4584

22.7153
25.5767
29.4997
26.5633
26.671
27.2175
26.9804
29.8601
23.3711
25.0703
23.7141
23.6612
25.0346
20.9133
27.1572
29.2729
24.0808
25.8265
28.7037
23.9959
22.5257
nd
19.8421
22.9157
26.2975
nd
21.9156
23.0126
20.6783
25.1181
24.5638
23.4261
24,9188
25.6616
28.0809
28.7391
26.5899
23.4312
29.4514
28.1468
26.1829

22.5936
26.3047
29.542
26.6889
26.5144
27.353
27.0965
29.4392
22.7781
nd
23.9204
23.4211
24.873
21.658
27.1591
29.546
23.7496
25.2065
28.8291
24.4526
22.6257
22.8003
nd
22.1515
26.4506
22.5769
21.8477
22.9846
20.9799
25.5294
24.3262
23.5359
24.8669
25.6414
28.2086
29.0803
26.7703
nd
29.1303
27.6838
25.8059



Ethel
Exoc2
Exoc6b
F13al
F2
Fabp3
Fabp4
Faf2
Fah
Faml14al
FAM120A
Fam129a
Fam129b
Fam162a
Fam175b
Fam213a
Fam3c
Fam50b
Fam98a
Fam98b
Farsa
Farsb
Fasn
Fau
Fbl
Fblim1
Fbinl
Fbinl
Fbin2
Fbin5
Fbnl
Fbn2
Fbxo2
Fbxo30
Fbxo6
Fcgrt
Fcho2
Fdps
Fech
Fermt2
Fermt3

25.091
nd
22.9399
27.1042
25.9862
25.1429
28.5797
22.4752
25.798
23.8741
nd
27.5712
24.5183
23.9915
nd
22.8029
22.6238
26.0277
21.0789
22.6718
25.0703
24.3218
29.9113
25.3532
24,9512
30.0188
23.9799
23.9744
26.5436
32.5559
33.1539
24.5666
22.1065
22.153
20.9642
23.7174
nd
21.673
25.0554
29.4231
23.8022

25.5768
21.944
23.37
26.9812
25.4844
25.0685
28.6666
22.4309
25.9704
24.0211
22.9999
27.5327
24.6648
24.1416
20.7702
22.9492
23.0001
25.9074
21.7925
nd
25.3006
24.4409
30.8062
25.7817
24.9932
30.2408
23.2466
nd
26.4019
32.583
32.998
24.6153
22.7175
22.6419
22.6683
23.8939
21.9787
21.7959
24.6835
29.4812
24.0388

25.6981
20.7815
22.8576
26.8716
25.7777
25.6021
28.0437
22.5537
25.9621
23.9425
22.3513
27.5636
24.403
24.1052
21.0821
23.2881
22.7409
26.2005
20.7091
nd
24.6503
24.5443
29.8957
25.1928
24.5615
30.1299
23.6193
23.5919
26.8116
32.4853
33.2872
24.03
23.0714
22.1669
nd
23.8515
22.1371
22.493
nd
29.4078
23.2019

25.4859
21.8026
23.4118
26.9087
25.6905
24.0385
27.4338
22.9151
26.5108
23.694
22.8717
27.8079
24.5637
24.2348
19.7256
22.2353
22.5619
25.7981
21.2002
nd
25.3325
24.8667
29.2166
25.6343
25.3616
30.3792
23.2287
23.5055
26.3338
32.7413
33.1407
24.9466
23.1258
23.0593
19.4526
nd
22.2323
22.3914
24.3657
29.465
nd



Fetub
Fga
Fgb
Fgfl
Fgg
Fgl2
Fh
Fhil
Fhi3
Filipal
Fisl
Fkbp10
Fkbpla
Fkbp2
Fkbp3
Fkbp4
Fkbp9
Flii
FIna
FInb
Finc
Flotl
Flot2
Fmnli3
Fmol
Fmo2
Fmo3
Fmod
Fmrl
Fnl
Fnta
Folhl
Fry
Fstll
Fthl
Ftl1
Fundc2
Fuom
Fus
Fxrl
G3bpl

22.8817
30.3406
31.245
21.9923
31.3064
nd
28.577
29.8644
24.4406
25.047
26.3586
24.0758
26.3937
23.9491
22.8904
24.5959
23.5213
26.5777
34.9236
27.5497
28.7441
24.9849
25.3692
nd
26.9135
30.266
23.6516
26.8035
nd
31.9818
nd
22.6529
25.403
23.2811
26.7779
27.4212
23.2187
23.4085
25.0057
23.5221
24.8513

22.1435
29.3603
30.2024
22.5543
30.4473
nd
28.8724
29.8668
24.1738
25.6445
26.4431
23.714
26.2032
23.8437
nd
24.4697
23.8553
27.0206
34.8237
27.6525
28.8784
25.1881
25.4714
22.533
27.018
30.3934
23.3701
26.8833
21.0941
31.6995
23.2673
22.1213
26.1005
23.0446
26.8744
27.6891
nd
23.3284
24.7071
23.7264
25.2818

22.1242
29.4076
30.2201
23.2764
30.4536
nd
28.1706
29.8637
24.8317
25.6886
26.5693
24.4943
26.2545
23.9212
22.7843
24.8645
23.6377
26.8647
35.0246
27.7176
28.8935
25.063
25.7805
23.0774
26.8368
30.3281
21.3558
26.7462
21.271
31.9329
nd
23.1025
nd
23.6409
27.0164
27.8177
nd
23.2551
24.6897
23.3206
25.0846

22.4219
29.3298
30.2339
23.228
30.4668
nd
28.2691
29.8357
24.183
25.982
26.628
24.0872
26.5428
23.9842
nd
24.5563
23.1695
27.2126
34.9085
28.0311
29.0739
25.3964
25.7714
22.7078
27.1194
30.4793
24.008
27.4614
nd
32.0383
23.5919
nd
27.2769
23.5057
27.075
27.1397
nd
23.3991
24.2458
24.1248
25.5706



G3bp2
G6pdx
Gaa
Gabarap
Gak
Galkl
Galm
Gamt
Ganab
Gapdh
Gars
Gart
Gbas
Gbel
Gbp2
Gc
Gcat
Gcedh
Genl
Gda
Gdil
Gdi2
Ggex
Gid8
Gimap4
Gitl
Git2
Glgl
Glol
Glod4
Glrx
Glrx3
Gls
Gltp
Glud1l
Glul
Glyrl
Gmfb
Gmppa
Gmppb
Gmps

23.3199
26.2343
22.0067
nd
21.1343
25.0721
22.53
23.5933
27.5382
32.0007
23.9422
23.9771
23.941
22.8727
23.6968
28.3101
21.5944
23.1083
24.421
23.3884
27.0633
29.1576
21.1224
23.0986
22.4144
22.829
nd
25.5857
27.7054
25.269
24.8536
24.4435
25.1131
23.3042
28.8065
25.3883
23.2679
nd
23.1617
24.4668
23.0532

23.1283
26.5584
22.5505
nd
21.265
25.5909
22.8268
23.4908
27.7284
32.2784
23.0471
24.033
24.2633
23.4959
23.9977
27.956
21.6641
22.6117
24.4878
23.3314
27.2675
29.339
21.2611
23.1868
nd
23.2753
23.341
25.7189
27.7715
25.6162
25.8126
24.4126
25.426
23.4024
28.6748
25.598
23.8386
23.6175
23.535
24.5307
22.9257

23.2366
26.2149
22.8658
20.3525
20.4183
25.1219
22.4179
24.0138
27.6383
32.0156
22.662
23.4718
24.3535
23.3842
24.0057
28.4013
21.4995
nd
23.969
23.1223
27.131
29.1536
nd
22.8001
22.3535
23.3745
23.5424
25.5604
27.804
25.5738
25.326
24.5228
25.5313
23.3905
28.7613
24.7941
23.6312
23.3944
22.9419
24.6794
22.9115

23.3968
26.5866
22.9608
nd
21.1093
25.8819
22.9145
23.2425
27.8514
32.0946
23.1247
24.2399
24.1251
23.63
24.6277
27.9779
21.9437
22.7959
24.6887
23.3231
27.2381
29.3619
21.4537
23.0028
22.0416
23.3153
22.431
25.6855
27.8606
25.9331
25.8563
24.5793
25.5283
24.0094
28.783
24.1999
24.1494
24.0674
23.3358
24.4135
22.6166



Gnall
Gnal3
Gnail
Gnai2
Gnaol
Gnaol
Gnaq
Gnas
Gnb1l
Gnb2
Gnb2l1
Gnb4
Gngl2
Gng5
Gnpda2
Gnpnatl
Golga2
Gorasp2
Gosr2
Gotl
Got2
Gp5
Gpc4d
Gpc6
Gpd1l
Gpd1l
Gpd2
Gpi
Gpnmb
Gpsl
Gpx1
Gpx3
Gpx4
Gpx7
Grb2
Grhpr
Grn
Grpell
Gsk3a
Gsk3b
Gsn

26.0212
23.191
23.6281
27.9662
23.211
25.816
26.0162
25.8525
26.3046
27.8145
26.8826
nd
25.1528
25.1148
nd
nd
21.0945
23.5649
21.1443
24.2928
28.7496
23.069
nd
26.245
27.5569
26.3538
28.3132
29.933
nd
22.0817
28.5441
28.8827
23.8482
23.2458
24.3122
26.5418
25.3418
22.1558
21.8645
22.8862
30.5042

25.8901
22.7681
23.247
27.9355
23.1199
25.7431
26.0786
25.9453
26.1805
27.7068
27.0315
23.7627
25.1873
24.9204
22.3533
21.7645
22.0737
23.5418
20.7757
23.7697
28.9482
22.2332
nd
26.4387
28.1527
26.5885
28.7279
30.1467
nd
22.2536
28.6937
29.0157
24.0331
23.4889
23.317
27.0926
24.9719
22.5167
22.1711
22.7901
30.3514

25.9865
23.2747
23.7453
28.1726
22.8252
26.0346
26.1385
26.0783
26.3997
27.8666
26.9558
23.4376
25.2798
24.9701
20.9857
21.6396
22.0356
23.77
nd
24.4651
28.6439
nd
nd
26.4191
27.1148
26.2507
28.0059
29.9878
nd
22.2898
28.5979
29.0884
23.5328
23.5605
24.3112
27.3155
25.8328
22.3172
22.4224
22.8005
30.613

26.0565
22.7925
23.7472
28.177
23.6577
25.6595
26.3159
25.9145
26.1114
27.6045
27.0855
23.2319
25.4521
24.9804
21.9734
21.9406
21.9557
23.9235
21.8807
24.3468
29.0037
21.3753
22.6488
26.578
25.9207
26.9706
27.7155
30.193
23.5762
22.251
28.8053
29.1231
23.5725
23.4879
24.0347
27.0922
25.0266
nd
nd
23.0006
30.4171



Gsn
Gsr
Gss
Gsta3
Gstkl
Gstm1l
Gstm2
Gstm5
Gstm7
Gstol
Gstpl
Gsttl
Gstt2
Gstt3
Gstzl
Gtf2i
Gucyla3
Gucylb3
Gulp1l
Gygl
Gysl
H1f0
H2-Aa
H2-D1
H2-K1
H2-Q10
H2afv
H2afy
H2afy2
H3f3a
H6pd
Hadh
Hadha
Hadhb
Hagh
Hamp
Hapinl
Hars
Hax1
Hba
Hbb-b1

23.7678
24.8122
nd
22.4227
25.4725
31.8407
29.2323
24.5133
23.2691
23.482
30.4461
27.3492
23.5728
25.9549
25.0214
23.633
27.2925
25.4789
24.6728
23.4322
21.9843
29.0437
nd
25.4367
nd
24.1915
27.6275
28.2504
24.0416
31.8893
23.9616
29.6383
30.523
29.6905
22.6689
22.8594
nd
24.6448
21.0118
34.7911
34.8821

24.3998
25.1275
23.6886
20.9656
25.5518
32.026
29.3129
24.3963
23.263
23.8632
30.4841
27.6771
23.5541
25.982
24.9353
23.4256
27.3692
26.0904
24.1967
23.2963
22.3559
28.7677
nd
25.023
22.6235
23.2733
27.0298
28.3818
24.2496
32.3597
23.6321
29.7498
30.9342
29.9937
22.6497
22.823
23.9291
24.5694
21.0915
33.9929
33.9918

23.976
24.8291
23.1968
23.5445
25.6224
31.9797
29.2546
24.6929
22.8571

23.715
30.7889
27.2069
23.7986
25.7133
24.6794
23.5343
27.4244
26.0275
24.0046
23.9614

nd
28.9654

nd
25.5892

nd
23.6656
27.4708
28.4563
24.6354
31.5719
23.8308
28.8666
30.1839

29.131
22.6809
23.2396
23.2451
23.4383

nd
34.5808
34.7734

23.6801
25.0845
nd
23.0218
25.6244
32.1058
29.3153
24.5215
23.406
23.8877
30.5544
27.7045
23.3782
26.093
24.3097
nd
27.4633
26.0834
24.2469
23.7949
22.563
28.8147
nd
25.3434
22.9269
22.9939
27.286
28.6276
24.2199
31.8579
24.5238
28.8902
30.0543
28.9549
23.2574
22.7924
24.3758
24.7242
20.8168
34.0783
34.1833



Hbb-b2
Hbb-bh1
Hcfcl
Hdac2
Hdgf
Hdgfrp3
Hdhd2
Hdlbp
Hectd1
Hexa
Hexb
Hgs
Hibadh
Hibch
Higdla
Hintl
Hint2
Hipl
Histlhla
Histlhlb
Histlhlc
Histlh1ld
Histlhle
Histlh2ah
Hist1h2bp
Hist1h3a
Hist1h3b
Histlh4a
Hist2h2ab
Hist2h2ac
Hk1
Hk2
Hmbs
Hmgb1
Hmgb?2
Hmgcl
Hmgcs2
Hmgn2
Hmgn5
Hmox2
HnrnpaO

26.7688
22.9508
23.7235
22.5046
24.4275
25.1318
24.5038
25.4626
20.1578
23.2016
nd
21.9064
26.6756
25.7317
21.3604
27.8017
24.9448
24.5109
24.2451
25.5866
29.1558
23.611
29.0474
24.0529
32.8166
29.885
32.0948
32.5179
23.7995
32.7162
27.7446
25.5505
22.5257
29.4169
nd
23.48
nd
22.8589
23.4984
23.8265
21.9575

25.251
22.5255
24.107
23.3127
24.5982
25.5624
24.6851
25.4747
20.0257
23.3741
21.9914
21.5611
27.0182
25.9836
21.8592
27.7081
24.9968
24.6317
24.568
25.9123
29.4135
nd
28.7107
25.412
32.5031
30.0512
32.0756
32.6924
23.551
32.6094
28.0649
25.8801
22.797
29.2825
nd
23.8967
22.7062
22.7524
23.6871
23.0507
21.639

26.7969
23.0887
23.6793
22.5161
24.1059
25.3459
24.3854
25.2305
20.4662
23.0978
21.9294
21.9034
26.8054
25.2146
20.9132
27.7457
24.6051
24.2359
23.0285
25.5431
29.7851
23.6988
29.1473
24.0336
32.7548
29.7687
32.0889
32.4839
23.9822
32.9032
28.0265
24.9869
22.4839
29.3348
23.8264
23.1047
23.9578
22.5995
22.8564
23.1615
21.8915

24.8856
21.8229
24.0632
23.2884
25.0058
26.0011
24.6331
25.1525
20.6493
23.041
21.8757
22.2082
26.9691
25.0441
21.1509
27.8105
24.8081
24.9636
25.756
25.8623
29.2806
nd
28.7381
24.8697
32.3117
30.015
32.0592
32.9156
24.2005
33.2415
28.1303
25.0158
22.6154
29.4007
nd
23.6445
23.3276
22.3549
23.2346
nd
22.2211



Hnrnpal
Hnrnpa2bl
Hnrnpa3
Hnrnpab
Hnrnpc
Hnrnpd
Hnrnpdl
Hnrnpf
Hnrnphl
Hnrnph2
Hnrnpk
Hnrnpl
Hnrnpll
Hnrnpm
Hnrnpu
Hnrnpull
Hnrnpul2
Hook3
Hoxd8
Hp
Hplbp3
Hpcall
Hprtl
Hpx
Hrg
Hsbp1l
Hsd11b1
Hsd17b10
Hsd17b11
Hsd17b12
Hsd17b4
Hsdl2
Hsp90aal
Hsp90ab1l
Hsp90b1
Hspal2a
Hspal2b
Hspala
Hspalb
Hspa2
Hspa4d

24.9244
28.1521
28.3982
26.5689
24.8181
27.0779
22.7858
24.9341
26.7641
24.0223
28.5602
27.5299
23.4584
26.9384
28.6885
23.9901
24.7182
22.0037
nd
22.4258
27.7497
23.1679
23.2574
28.226
24.213
20.0934
nd
28.1244
25.3177
25.6758
22.8955
23.7097
28.0135
29.7851
29.5252
24.1048
25.7721
29.1128
24.6542
26.9832
27.6224

25.1802
27.8093
28.16
26.514
24.7333
27.1941
23.1557
25.2305
26.442
24.2471
28.8542
27.6348
23.7091
27.2175
28.794
nd
24.9562
22.2073
20.8642
nd
27.9268
23.8518
24.4226
27.7975
23.9734
24.4802
21.9999
28.2071
25.304
25.9356
22.3361
24.1962
28.2416
29.8472
29.5117
24.3149
25.8063
29.1716
21.8801
27.2104
27.6753

24.7189
28.0132
28.3142
26.5649
25.2332
27.0801
23.2562
25.0567
26.6486
23.8945
28.6048
27.1076
22.8245
27.102
28.7206
24.1723
24.8941
22.7788
21.8331
nd
27.7592
23.5575
23.4442
28.3298
23.9405
nd
nd
27.752
25.4005
25.8568
23.2528
22.8967
28.118
30.0423
29.6123
25.1069
25.975
29.2014
24.7859
27.2381
27.6409

24.9835
27.889
28.197

26.6351

24.5247

27.3311

23.1846

25.6058

26.5667

24.7211

28.9657

27.7431

22.7965

27.3261

28.8968

24.8326

24,9911

23.4065

nd
nd

28.1353

23.8425

24.0883

27.6251

24.0884

20.0657

22.2232

28.0068

25.6724

25.8227

22.8118

22.6308

28.1763

29.9091

29.5954

24.4444

25.6574

29.4162

25.2789

27.4141

27.8817



Hspadl
Hspa5
Hspa8
Hspa9
Hspb1l
Hspb6
Hspb7
Hspb8
Hspd1
Hspel
Hspg2
Hsphl
Htral
Huwel
Hyoul
lahl
lars
lars2
Ica
lcaml
lcam?2
Ide
ldh1
ldh2
Idh3a
Idh3g
Ifi35
lgbpl
Igfals
lgfbp6
lgfbp7
Igh-3
Ighgl
lghm
Igkc
Ikbip
Ikbip
Ikbkb
[1f2
113
Ik

23.793
29.6143
30.956
27.9596
29.9482
26.6339
25.4027
24.0341
29.7126
27.8277
33.6077
24.6913
27.3898
23.3088
26.4051
22.298
22.8076
26.2824
23.6937
nd
nd
22.8478
27.3582
29.3352
29.4652
27.1261
22.0006
22.1569
21.0953
23.9832
28.0136
25.7965
23.0508
26.5625
26.072
22.8908
21.9232
20.6712
23.9309
23.0735
29.496

24.1231
29.5223
30.9857
27.8949
29.8834
27.0208
25.2287
24.3869
29.8682
27.8132
33.5642
24.8027
27.2775
23.9869
26.4772
22.556
22.4237
26.5235
23.6308
22.6262
22.9365
22.7837
27.7358
29.5055
29.6712
27.3786
21.7414
22.7667
nd
23.8402
28.1045
24.771
nd
26.1309
25.3593
23.1793
21.6251
21.5514
24.4159
nd
29.6317

24.102
29.7922
31.0434
27.8256
29.9921
27.1114
25.1814
24.2187
29.5296
27.7473
33.6081
24.9149

27.244
23.5758
26.4579
22.2323
22.7041
25.9079
23.7475

22.992
22.7203
22.5726
27.3083
29.1684
29.1463
26.4543
21.6741
22.4184

nd
23.2309
28.1484
25.7256
22.6792
27.1128
25.8936
22.9363
21.6509
21.0057

24.194

23.768
29.5357

24.3881
29.536
31.0755
27.3571
30.1609
27.2712
25.8228
24.7177
29.5057
27.7014
33.6807
25.1415
27.6742
24.1626
26.3269
22.2889
22.5658
26.3777
23.5466
23.2079
22.3353
22.9136
27.5584
29.3296
28.6751
26.4365
22.2062
22.2662
21.6803
24.0163
28.3123
24.099
23.0549
27.0464
25.2888
23.089
21.9071
21.4615
24.5342
23.2995
29.7387



llvbl
Immt
Impal
Inf2
Inmt
Inppl
Inpp4a
Ints3
Ipo4d
Ipo5
Ipo7
Ipo9
lggapl
Irf2bpl
Isgl5
Islr
Isocl
Isoc2a
Isynal
Itch
Itgal
Itga2b
Itga3
Itga5
Itgab
Itga8
Itga9
ltgav
ltgb1
Itgh3
Itgh5
Itgb6
Itihl
Itih2
Itih4
ltm2b
Itpa
Itprl
Itpr3
Ivd
Jakl

21.2398
28.0037
25.1216
23.428
26.6753
24.281
23.6835
nd
21.6848
25.8449
24.2156
nd
29.186
27.0079
nd
27.1812
21.7868
27.1662
22.3206
21.9254
23.3116
25.1236
26.0321
25.8778
nd
30.2287
25.7963
27.4454
30.6726
25.3313
26.17
26.5245
25.9708
24.8469
25.3198
nd
24.7332
26.3567
23.1078
26.8121
22.6247

21.2823
28.0386
25.2204
23.9922
26.3747
24.5667
23.725
21.1016
21.8789
26.0745
24.6402
23.0208
29.3032
27.0916
22.8999
27.7514
20.2914
27.3082
23.0161
22.2261
23.3537
24.2768
26.2089
25.8275
22.1205
30.2516
25.9258
27.3635
30.752
25.263
25.7919
26.8022
25.8086
24.4226
24.8601
20.8605
24.8846
26.7547
22.8537
26.8837
23.1023

nd
27.8391
25.5816
23.4631
26.4881
24.3658
23.8001
nd
21.6843
25.8436
24.3642
nd
29.2582
27.0718
21.955
27.5867
22.2151
26.8542
21.864
nd
24.0412
22.8353
26.0311
25.8626
23.257
30.1697
26.135
27.3526
31.0203
25.3134
25.9703
26.9399
25.7296
24.1324
25.0577
nd
24.5773
26.3945
22.5838
26.1144
22.7764

22.8102
27.8334
25.047
23.7255
26.3892
24.5892
23.7728
nd
22.8756
25.9726
25.0686
22.6464
29.348
27.3876
22.5654
28.0486
22.3626
27.167
22.8641
22.5116
24.0322
23.9874
26.4429
26.1062
22.8736
30.3914
26.0923
27.6012
30.7919
25.4551
26.4254
26.6244
26.3521
25.3732
25.2413
21.0704
24.1792
26.8028
22.9636
26.2312
22.8411



Jph2
Jup
Kank2
Kars
Katnal2
Kemfl
Kcnk4
Kdelc2
Kdm1lb
Kdsr
Khdrbs1
Khsrp
Kiaa0196
Kif13a
Kif3a
Kif5a
Kif5b
Kicl
Klk1b27
Kmt2a
Kngl
Kpnad
Kpna6
Kpnbl
Kras
Krt33a
Krt81
Krt83
Krt85
Krtapl4
Krtap15-1
Krtap19-3
Krtap19-5
Krtap3-1
Krtap7-1
Krtap8-1
Ktnl
L3hypdh
Lactb2
Lama2
Lama4d

23.6119
22.5523
27.2822
24.616
24.7883
23.2036
nd
24.9602
nd
22.6856
23.5432
25.6404
22.2604
22.6973
21.6963
23.8521
24.6941
23.9528
nd
22.8039
27.269
24.89
23.839
27.9973
24.4163
nd
24.1241
23.2418
nd
nd
nd
nd
nd
nd
25.0695
19.9139
nd
nd
23.0927
26.139
28.528

24.3774
22.4764
27.4999
24.887
25.2185
23.3953
26.5009
25.2398
nd
nd
24.0553
25.3416
22.7329
23.1169
21.8648
23.9047
24.9638
24.3225
nd
23.1225
26.6223
25.1656
24.7475
28.1447
23.9684
nd
nd
21.4988
nd
nd
nd
nd
nd
nd
nd
nd
nd
nd
22.1128
26.1203
28.3876

24.1366
22.4107
27.3728
24.4431
24.9048
23.4655
26.5588
25.2472

nd

23.107

23.9918
25.2689
22.4906
22.8047

nd
23.2859
24.9647
23.8525
22.1787
24.9397
26.9901
24.8207
23.3604
28.0954
24.4026

nd
24.6734

nd

nd

nd

nd

nd

nd

nd
26.2789
21.3673

nd
21.7323

nd
26.8695
28.7542

23.9914
21.8608
27.5177
24.463
25.2879
23.6786
26.6777
25.664
nd
23.2802
23.8886
25.6333
22.8377
23.1569
21.8807
24.6038
25.074
24.4605
nd
nd
26.6199
25.4299
25.0865
28.2978
24.5239
nd
nd
nd
nd
nd
nd
nd
nd
nd
nd
nd
22.2899
nd
22.975
26.0901
28.4048



Lama5
Lamb1l
Lamb2
Lamcl
Lampl
Lamp2
Lamtorl
Lamtor5
Lancl2
Lap3
Lars
Laspl
Lcpl
Ldb3
Ldha
Ldhb
Lectl
Lemd?2
Leprel2
Letml
Letmd1
Lgals1
Lgals3
Lgals3bp
Lgmn
Lifr
Limch1
Limsl
Lims2
Lipa
Lipe
Lmanl
Lman2
Lmcd1l
Lmf2
Lmna
Lmnbl
Lmnb2
Lmod1
Lnpep
Lonpl

29.8356
25.0318
30.7744
29.8607
23.2424
24.6523
23.4717

nd

nd

25.279

21.0192
24.3067
24.4683
27.8558
29.4212
27.1475
24.0491
24.6321
21.3869
25.9712
23.6052
31.9256
25.7026

nd
23.3298
27.1868
23.6156
27.2123
26.4522
21.5986
26.1688
25.7698
24.1647
28.7929
23.9704
31.5284
27.7056
25.8608
28.3047
24.4072
25.3147

29.8551
24.994
30.6187
29.6149
22.9294
24.7529
23.1732
23.6403
23.2771
25.3972
21.0568
24.4825
24.8126
27.8706
29.6544
27.5027
24.5415
24.3293
21.563
26.2671
25.3985
31.8137
25.7714
21.0878
22.2092
26.3557
24,1031
27.3758
26.6753
22.6982
26.232
25.7022
24.359
28.68
23.6021
31.3441
27.8736
25.7335
28.4604
24.6604
25.5494

30.0209
25.4105
30.943
30.1577
22.8884
24.9028
nd
nd
22.9631
25.3357
21.41
24.941
25.009
28.0131
29.3772
27.2138
24.2303
24.4688
21.7611
25.7154
24.2816
31.9206
26.6464
21.2586
23.5341
27.3565
23.5381
27.4248
26.8877
21.5001
24,9913
25.8414
24.0632
28.7845
23.4828
31.6757
27.9917
25.7483
28.5537
24.31
25.1635

29.8672
25.2609
30.815
29.8813
22.6795
24.9674
22.7924
22.2899
23.3719
25.3033
21.0333
24.142
24.755
28.1589
29.3679
27.0674
24.5421
24.5256
21.982
25.9518
22.2993
31.6984
25.9049
nd
23.3655
27.044
23.9831
27.498
26.6477
21.5294
24.8
25.9004
24.2326
28.7507
24.3578
31.2148
27.8903
25.9809
28.7372
24.6237
25.6942



Lox
LoxI1
LoxI3

Lpl

Lpp
Lrpl

Lrpapl
Lrpprc
Lrrcl7
Lrrc39
Lrrc40
Lrrcdc
Lrrc59
Lrrfipl
Lsm3
Lsm5
Lsm7
Ltadh
Ltbp1l
Ltbp2
Ltbp3
Ltbp4
Luc7I12
Luc7I3
Lum

Lxn
Ly6a
Ly6cl

Lyplal
Lypla2
Lyrm5
Meépr
Macfl
Macrod1
Man2cl
Manf
Maoa
Maob
Mapla
Maplb
Map1llc3a

27.5776
30.1898
23.0528
21.4136
31.0548
28.1335
24.6938
26.3637
28.0218
22.7658
24.3124
25.0817
26.3289
25.3347
22.5988
21.8915
24.6257
27.1975
28.5336
nd
23.84
30.747
22.0294
23.0631
32.6083
25.8361
23.3556
24.3637
26.3513
24.8536
20.6633
24.3015
24.2031
25.5833
22.9553
25.1765
23.3051
26.5596
25.0549
27.9404
24.0659

27.663
29.9933
22.8914

nd
31.2425
28.1941
25.0041
26.4095
28.4087
22.8889
24.3675
nd
26.3278
25.1338
22.4548
nd
24.2229
27.3709
28.5122
nd
24.1548
30.6392
22.2211
23.1409
32.6763

25.444
23.1632
24.5866
26.6623
24.8789
21.3796
24.9382
24.7229
25.9624
23.7782

25.032
24.1118
26.7888
25.8365
28.0598

24.342

27.4237
30.137
23.3473
21.9272
31.3335
28.215
24.8371
26.1952
27.7234
23.1962
nd
24.4449
26.4956
24.7276
22.0272
22.0783
23.7669
27.2154
28.7107
23.3667
24.166
30.8683
nd
22.6158
32.8719
25.6616
23.5819
24.0445
26.1603
24.9722
20.3281
24.7448
24.0717
25.7657
23.4105
24.5485
24.1985
26.6818
25.8713
28.3408
24.4033

27.4856
30.063
23.0589
22.6813
31.3609
28.3347
25.1411
26.3069
28.1351
22.9282
24.6583
25.2192
26.7706
25.3246
22.6725
22.4849
24.6394
27.1713
28.7351
23.5165
23.5957
30.6107
nd
23.2886
32.947
25.3431
23.5724
24.6004
26.9969
25.6737
nd
24.6113
24.4414
25.3221
23.7009
25.5872
24.3065
26.8874
25.589
28.3849
24.3586



Map1llc3b
Mapls
Map2k1l
Map2k3
Map2k4
Map3k19
Map4
Map6
Map7d1
Mapk1l
Mapk14
Mapk3
Maprel
Mapre2
Mapre3
Mars
Marveldl
Mat2a
Matr3
Mavs
Mb
Mbd2
Mbl1
Mbl2
Mbnl1l
Mboat7
Mbp
Mcam
Mcccl
Mccc2
Mcee
Mcfd2
Mcpt3
Mcptd
Mcu
Mdh1l
Mdh2
Mdp1
Mel
Mecp2
Mecr

24.8542
22.3351
24.9677
21.8392
22.9619
23.8834
26.4855
nd
23.7362
26.186
22.0711
24.4028
25.4424
24.3508
23.3542
nd
22.4985
22.6165
26.6223
25.0856
23.6624
21.8846
24.0359
21.6253
24,9972
22.029
19.1772
28.6063
25.341
24.852
22.8945
22.4201
22.6305
27.9691
nd
28.5865
29.9306
23.3406
27.2352
24.9024
25.6208

24.8294
23.2922
24.9208
22.1855
22.7678
23.6461
26.4483
23.274
23.79
26.0932
21.7864
24.7509
25.4413
24.2855
23.4397
22.8698
nd
22.2757
27.0612
25.0348
24.8374
22.0631
23.689
21.133
24.927
22.0683
15.4887
28.4971
25.3946
25.4489
23.158
23.1451
22.2682
27.6256
23.6043
28.6101
30.0605
23.4895
27.5775
25.465
25.9612

25.3547
23.0162
24.699
nd
22.9978
23.9745
26.9829
23.3988
24.0619
25.8469
nd
24.3895
25.4987
24.231
23.2822
22.3406
22.5374
21.7824
26.6428
25.3335
25.6291
22.5187
23.773
nd
25.0033
21.696
29.2157
28.6777
24.8919
24.8763
nd
23.2425
23.1987
28.2106
23.6867
28.7998
29.77
23.5707
27.3044
25.1742
24.941

25.3611
23.3112
24.7511
22.2298
22.5136
23.6909
26.5813
22.7489
24.1844
26.0398
21.8761
25.2456
25.4421
23.8992
23.2447
22.2633
22.5172
22.9469
27.2069
25.0296
24.1079
nd
23.8245
21.6905
24.556
22.1161
nd
28.5362
24.9318
24.8459
23.1663
23.5554
22.4662
28.2687
23.9075
28.4673
29.4784
23.8719
27.3201
25.5898
25.5001



Megf6
Memol
Metap2

Mfap2

Mfap4

Mfap5

Mfge8

Mfn2

Mgll
Mgp

Mgstl

Mgst3

Micall

Mical2
Micalll

Mif

Minos1

Mlec

Mmaa
Mmgtl
Mms19

Mnsl

Mogs

Mp68

Mpcl

Mpc2

Mpp1l

Mpst
Mpz
Mrcl
Mrc2
Mrgprf
Mril

Mrpl12
Mrps36

Mrvil

Msn
Msra
Msrb3
Mtap
Mtarc2

22.7478
22.744
nd
25.8453
31.0104
26.9915
29.6012
22.8822
25.4334
24.2782
24.7991
22.1314
23.7482
23.8922
22.4567
27.8545
24.7461
nd
21.4804
nd
21.1626
26.1973
22.4469
24.6835
24.9569
26.1839
24.4377
22.9079
26.0372
26.2844
22.6695
23.204
23.9143
22.4337
25.1941
23.553
30.4153
23.7232
25.1368
26.1189
24.9681

nd
22.5797
22.274
25.5117
31.2536
26.6417
29.567
22.5615
25.3964
24.2841
24.8754
22.6521
24.3647
24.3082
22.3022
28.0279
25.2222
22.4444
21.5217
nd
22.2899
23.8452
22.4659
25.0108
25.3797
26.4381
23.3886
22.1918
23.5228
25.9108
22.8755
23.5301
24.1668
nd
24.9989
23.9187
30.2552
nd
25.0038
26.2843
24.846

22.0046
22.7466
20.1823
26.0794
30.8791
27.5015
29.6954
nd
25.4073
24.6688
24.3369
22.0415
24.0691
nd
21.4297
28.0361
24.7288
23.0815
21.4719
20.2243
20.9717
24.7886
22.7303
24.844
24.588
25.9255
23.3981
22.6061
30.3702
26.1494
22.7295
23.3369
23.5505
22.29
24.4857
24.3579
30.4235
23.5322
25.7875
26.1249
24.7508

22.6957
22.8046
22.8238
25.5676
31.2969
26.3667
29.4481
22.7668
25.3732
24.1155
23.4751
22.1126
24.378
24.6378
23.5698
27.9668
24.8543
23.1181
21.3076
21.6685
21.7689
24.0411
22.5422
24.7211
24.2306
25.7676
23.296
22.8296
24.6488
26.1798
22.8673
24.5476
nd
22.3631
24.1532
24.3654
30.0833
22.716
24.9234
26.2645
24.998



Mtatp8
Mtch2
Mtco2
Mtfril

Mthfd1

Mthfd1l
Mtnd4
Mtnd5

Mtor
Mtpn
Mtx1
Mtx2
Mugl
Mup9
Mut
Mvp
Myadm
Mybbpla

Mycbp
Myd88
Mygl
Myh10
Myh11
Myh11
Myh14
Myh4
Myh9

Myll
Myl12b
Myl6
Myl6
Myl9
Mylk

Myo18a
Myola
Myolc
Myold
Myo9b

Myof
N/A
N/A

25.8927
27.1559
28.9707
23.5019
25.4979
21.9705
22.4692
22.417
22.2229
27.0402
22.764
24.711
28.7579
nd
23.9686
26.8905
24.7223
24.9445
22.1984
20.9313
21.8685
30.0364
34.6617
23.3655
26.9872
22.7978
29.1401
26.7003
27.1928
31.9303
26.5863
30.8633
30.3349
nd
nd
30.1952
25.1566
21.8169
27.3421
22.9584
20.962

26.1276
27.609
29.3833
23.4964
25.1252
23.449
nd
22.7372
22.0439
27.1916
23.0197
24.8061
28.1939
nd
23.8982
27.0097
24.538
24.9806
22.4923
21.0634
22.3475
30.1034
34.4216
23.0032
26.5945
24.0952
28.9753
26.5845
27.3376
31.8944
26.2618
30.6402
30.4134
23.0771
23.3041
30.2721
25.4466
21.717
27.4439
22.9944
20.4247

25.9841
27.1583
28.7034
nd
25.2571
22.2181
nd
21.9338
22.3302
27.2255
20.4728
24.3464
28.4971
nd
23.3294
27.0488
24.6887
24.7258
22.6241
21.2205
nd
30.2285
34.865
23.7853
27.1704
25.1543
29.0493
27.3642
27.6615
32.1846
27.2937
30.892
30.4777
22.6055
22.9221
30.3176
24.9754
22.1588
27.5191
23.3903
20.9151

26.2218
27.4787
28.6453
23.3253
25.4232
22.7075
22.3558
22.2751
22.3526
27.3204
nd
24.195
28.3332
nd
23.2636
27.1486
24.8285
25.5701
22.8267
21.3226
22.3892
30.1354
34.5178
22.6879
26.3525
22.9476
29.0056
26.6125
27.4832
32.0671
26.7589
30.867
30.3108
22.774
nd
30.4325
25.7527
22.8163
27.7642
22.9395
21.5743



N/A
N/A
N/A
N/A
N/A
N/A
N6amtl
Naal5
Naalad2
Naca
Nael
Naga
Nampt
Nap1l1
Nap1l4
Napa
Napg
Naprt
Nars
Ncald
Ncaml
Ncehl
Nckapl
Ncl
Ncln
Ndrgl
Ndrg2
Ndufal
Ndufal0
Ndufall
Ndufal2
Ndufal3
Ndufa2
Ndufa3
Ndufad
Ndufa5
Ndufa6
Ndufa8
Ndufa9
Ndufaf4
Ndufaf7

28.1454
24.1289
24,9176
23.13
23.9789
24.1289
nd
nd
24,9186
23.9974
21.0397
23.9754
25.04
25.6022
24.8546
24.749
23.0189
23.1306
23.4663
22.3084
25.8902
nd
24.8783
27.0156
22.9118
25.3097
26.8801
21.8614
26.8523
nd
24.8901
24.7512
22.6537
24.4998
26.5787
22.9356
25.0277
26.3989
26.1354
21.7953
nd

27.8244
23.9305
24.2415
23.4898
23.9586
24.4803
22.7243
21.658
25.2025
25.1143
22.7659
24.4556
25.1188
25.7498
25.1087
24.6622
22.8345
23.1714
24.0542
22.0355
25.9054
23.9041
25.124
27.1511
22.7404
25.8529
27.2432
22.4776
27.0493
23.1086
25.4005
25.1119
23.4414
24.8774
26.8243
23.6777
25.2438
26.4335
26.411
21.9444
nd

28.3384
24.8605
25.5378
23.4021
23.4531
24.0245
22.6726
nd
24.8168
24.3617
22.4727
23.8923
24.8297
25.8936
25.0902
24.7987
22.4348
22.7598
23.9396
23.1725
26.1132
23.5983
249417
26.9646
22.488
26.2954
27.2127
21.9643
26.5319
22.8355
25.0885
24.6315
22.2287
24.3482
26.4919
22.7833
24.6155
26.2362
25.9869
22.003
20.7276

27.4228
25.101
24.8355
23.0068
24.3742
24.4798
23.1043
20.9543
25.4091
24.3749
21.8416
24.941
25.1011
25.9548
25.0829
24.8144
23.3762
23.5088
24.1578
22.8302
26.0039
23.82
25.4056
27.0464
22.6645
26.0405
27.6296
nd
26.5022
22.5757
24.2874
24.859
22.6018
24.1598
25.7958
22.8371
24.7139
25.6805
26.1368
nd
20.0301



Ndufbl
Ndufb10
Ndufb3
Ndufb4
Ndufb5
Ndufb6
Ndufb7
Ndufb9
Ndufc2
Ndufsl
Ndufs2
Ndufs3
Ndufs4
Ndufs5
Ndufs6
Ndufs7
Ndufs8
Ndufvl
Ndufv2
Ndufv3
Nebl
Nedd4
Nedd8
Nefm
Nelfcd
Nes
Nexn
Nfib
Nfic
Nfix
Nful
Ngef
Nhp2I1
Nid1
Nid2
Nif3l1
Ninj1
Nitl
Nit2
Nlrx1
Nmel

25.565
25.5112
23.9898
25.1222
23.1123
22.9735
23.6903
24.6341
24.9587
27.2658
26.7686
25.8855
24.4658
25.0781
23.9103
24.9272
25.5494
26.9516
25.0115
21.4927

nd
26.8605
23.7641
21.0655
27.5105

23.342
22.9686
22.4947
22.7576
24.2395
22.3726
23.0532
24.2343
28.7255
26.4564
21.8182
24.2509
24.7415
30.6031
23.1593
25.0187

25.8821
25.5183
24.2567
25.2458
23.4679
23.3303
23.9773
25.191
25.2963
27.6363
26.7667
26.0739
25.0091
25.3949
23.8586
25.4276
25.9159
27.2281
24.8742
21.0205
23.8666
26.8474
24.5285
20.015
26.8767
23.261
22.8895
21.2975
22.4385
24.2541
23.2341
23.4197
24.091
28.5209
26.2628
22.6171
24.0422
24.6803
30.7098
nd
24.8244

25.1627
24.8446
23.5566
24.9882
22.1553
22.85
22.6217
24.2374
24.7764
26.8833
26.4752
25.0502
23.9115
25.273
24.0287
24.5818
25.5519
26.6572
24.7628
21.3658
23.6646
26.93
24.481
27.3605
27.6835
23.4118
22.5425
22.6174
22.5313
23.7281
23.114
23.0891
24.3844
28.9853
26.7589
22.0169
23.6775
24.5548
29.9473
22.8262
25.1248

25.4493
24.7759
23.4712
nd
22.6365
23.6499
nd
24.4099
24.6331
26.6734
26.3928
25.3973
24.4225
25.3111
nd
24.6729
25.2889
26.3656
24.1528
20.7619
24.9017
27.0214
25.2529
nd
26.4875
23.4477
23.0521
nd
22.9359
24.0783
23.0171
23.4639
24.8323
28.7143
26.657
22.6412
24.1003
25.0405
30.6045
23.6283
24.9889



Nme2
Nme3
Nmrall
Nmtl
Nnt
Nono
Nop58
Notch3
Nov
Npepll
Npepps
Npm1l
Npnt
Npnt
Nptn
Ngol
Nqgo2
Nsf
Nsfllc
Nt5c
Nt5e
Ntnl
Nucb1l
Nucb2
Nudc
Nudtll
Nudt16
Nudt18
Nudt21
Nudt6
Nudt7
Numal
Nup133
Nup155
Nup160
Nup93
Nutf2
Nynrin
Oat
Ociadl
Ogdh

28.7754
21.5822
22.1551
24.5185
26.929
25.4652
23.4348
nd
25.2697
23.8698
25.9734
26.2882
24.5339
29.4042
25.5975
24.7969
23.9558
23.9994
24.6319
25.2607
nd
25.9285
25.0957
22.8317
24.6274
22.2204
22.5377
20.591
24.7632
23.7953
20.2563
23.5808
22.8868
21.6868
22.4965
22.2821
26.8721
25.329
27.953
nd
29.8546

28.5742
21.867
22.5344
25.0953
27.0841
25.555
23.6686
20.9613
25.0066
23.7351
26.2257
26.4522
23.8824
29.3119
25.5267
24.8386
23.7028
24.6023
23.9506
25.5073
23.8622
25.9173
24.803
22.6641
24.7471
22.5882
22.9588
20.9666
24.7746
24.4142
21.5574
22.8772
22.8312
21.717
22.0636
21.4752
27.0089
25.4806
28.2569
23.2433
30.1844

28.8266
nd
22.6472
24.5584
27.2474
25.1304
23.0802
20.7273
25.1413
nd
26.1385
26.3272
24.5631
29.4343
25.6704
24.638
23.7591
24.5216
24.4994
25.0644
24.6702
25.7753
24.8597
23.2653
24.6182
nd
22.813
20.876
24.3845
24.581
20.3851
22.5692
22.6468
22.0623
22.2594
22.4362
26.8797
25.1892
28.0395
21.8807
29.3652

28.5956
21.7204
nd
24.8383
27.1989
25.6502
23.5983
21.125
24.8122
23.9449
26.2161
26.5575
24.1376
29.1291
25.5097
24.6886
24.1538
24.7426
24.6628
25.2536
24.2185
25.9247
24.521
23.0856
24.603
22.6665
23.1418
20.5908
24.9528
24.591
nd
23.7618
22.963
21.8822
nd
22.4475
27.116
25.8006
28.2944
22.7547
29.259



Ogn
Olal
Omd
Opal
Orm1l
Osbp
Osbpll1l
Osbpl3
Osbpl9
Osgep
Ostc
Ostfl
Otubl
Oxctl
Oxsrl
P4hb
Pa2g4
Pabpcl
Pabpnl
Pacsin2
Pafahlb1l
Pafah1b2
Paics
Pak2
Palld
Palm
Paox
Papin
Papss2
Park7
Parpl12
Parp3
Parva
Parvb
Pawr
Pbrm1
Pbxipl
Pc
Pcbp1l
Pcbp2
Pcca

32.4996
26.0455
25.4823
25.5643
24.4497
23.7469
22.2016
23.0546
22.3307
22.9781
24.4807
25.3105
26.2034
28.374
23.7116
28.8432
24.5974
26.5468
23.259
25.5802
23.8681
25.8252
24.3662
24.3566
25.5014
23.0858
nd
23.4677
23.6484
28.6989
nd
24.3916
27.889
21.4153
25.8912
20.5127
26.3268
27.9079
27.6367
26.0828
25.1619

32.363
26.363
26.2084
25.8213
24.0156
24.1479
nd
23.3073
22.5887
23.284
24.1889
25.5351
26.1958
28.5805
23.7051
28.8678
24.5753
26.7552
22.6112
25.4928
23.5039
26.0363
24.8307
24.8213
25.6823
22.991
23.103
23.4383
23.8153
28.8366
20.2435
25.4204
28.0009
20.6702
26.0581
nd
26.2026
28.1497
27.619
25.9895
25.0087

32.5028
26.1877
25.6073
25.6135
24.2099
24.1618
21.3028
nd
22.8779
22.3843
24.5954
25.5422
26.2391
28.2242
23.8919
29.0468
24.673
26.2781
23.8473
25.4453
24.1081
25.8298
24.1806
24.6167
25.8041
22.786
22.5
23.4293
23.1741
28.9521
20.4055
24.8149
27.7893
nd
25.7386
20.1217
26.1902
27.6569
27.4348
25.553
24.4667

32.64
26.4305
26.3627
25.2718

23.794
24.2078
22.4072
23.5683
22.3815

23.095
24.7272
25.7259
26.5094
28.3838

23.772

28.858
24.4889
26.7409

nd
25.3744

22.291
26.1756
24.6819
25.1055
26.3483
23.3122

22.761
24.1848
23.8949

28.949

nd
25.3846
28.0843
19.6524
25.9492
20.2442
26.6369
27.4893
27.9148
26.0829
24.8463



Pccb
Pck2
Pcmtl
Pcolce
Pcyox1
Pcyox1l
Pcytla
Pdcd10
Pdcd5
Pdcd6
Pdcd6ip
Pddc1
Pde3a
Pdeb5a
Pdgfrb
Pdhal
Pdhb
Pdhx
Pdia3
Pdiad
Pdia5
Pdia6
Pdk1
Pdk2
Pdk3
Pdlim1
Pdlim3
Pdlim4
Pdlim5
Pdlim7
Pdpl
Pds5a
Pds5b
Pdss2
Pdxdcl
Pdxk
Peal5
Pebpl
Pecaml
Pefl
Pepd

25.7408
25.1126
25.8807
25.2485
23.64
22.5542
22.211
23.8626
24.8732
26.7087
27.533
22.4196
25.315
22.4916
24.2223
27.416
27.9679
22.9884
30.0903
26.8843
22.7843
27.0507
21.8051
22.0962
24.1022
29.0201
28.2445
26.6072
27.666
29.4205
21.4397
nd
24.3045
27.9578
22.1219
25.3447
25.4859
29.2148
23.9867
25.3339
19.8685

25.857
25.2265
26.1059
25.2398

24.345
22.8951
21.1395
24.7314
24.6783
26.5501
27.6055

nd
25.7153
22.6693
24.1783
27.6559
28.4815
23.6166
30.0739
26.6134
22.4801
27.1588
23.2357
22.2511
24.5239
29.0762
28.0989
26.8566
27.6248
29.6422
21.7718
21.4222
24.1301
27.6425
22.3706
25.4562
25.4112
29.2649
24.4468
25.2687
22.1197

25.4784
24.9604
26.3336
25.4255
24.0849
22.599
nd
24.5284
25.2461
26.5641
27.3135
22.6455
25.3642
22.0458
24.6879
27.0387
27.649
22.9782
30.132
26.8623
22.5636
27.1918
21.9995
21.8609
24.4139
29.2623
28.348
26.6225
27.8341
29.6322
21.7066
20.8469
23.8927
28.1332
22.3267
25.5287
25.6356
29.4346
24.1301
25.0448
22.0512

25.2068
25.0264
26.1779
25.4768
24.0459
22.8561
21.564
24.8264
25.0097
26.4297
27.6732
22.0694
25.5729
23.1535
25.0191
26.8305
27.5442
nd
30.1765
26.8663
22.6431
27.1883
nd
nd
24.8384
29.1016
28.3692
26.9319
27.7374
29.6988
22.3217
21.7165
24.4693
27.607
22.7542
25.6079
25.5339
29.5123
24.4491
25.2984
22.7552



Pex19
Pex5
Pf4
Pfdn2
Pfdn5
Pfdn6
Pfkl
Pfkm
Pfkp
Pfnl
Pgaml
Pgd
Pgkl
Pgls
Pgm1l
Pgm2
Pgm3
Pgm5
Pgp
Pgrmcl
Pgrmc2
Phb
Phb2
Phgdh
Phyhd1
Pil5
Pidka
Picalm
Pigs
Pik3r1
Pinl
Pipdk2a
Pir
Pitpna
Pitpnb
Pitrm1
Pkm
Pkm
Pkn1l
Pla2gl6
Pla2gda

21.1759
19.7758
25.9995
23.8553
23.5787
22.7175
25.4465
25.6615
27.3855
29.8765
28.4759
26.8445
28.7646
27.7892
27.9616
21.7159
nd
30.5509
24.1631
26.2012
23.5842
27.9701
26.7648
22.128
nd
25.9151
23.5456
27.0783
nd
nd
23.2663
20.9482
20.7804
25.0877
22.4051
24.5829
31.1872
27.384
21.2648
nd
24.0987

21.1987
19.8193
25.4315
23.8743
23.7642
23.4328
25.897
26.0638
27.6565
29.9798
28.6557
27.1193
28.8652
28.127
27.9838
21.9364
22.5606
30.7727
24.5758
26.2647
24.2261
28.0624
26.7786
21.6537
nd
26.3111
23.799
27.3079
22.4821
21.6263
23.4399
nd
21.3504
25.2527
23.0926
24.5936
31.3333
27.7865
22.0104
19.7125
24.2382

nd
19.357
25.2582
24.0617
23.9409
nd
25.3903
25.7024
27.5953
30.0099
28.6114
26.8323
28.9166
27.8334
27.7362
21.4531
nd
30.6303
24.1323
26.5641
21.7705
27.709
26.5176
22.3005
nd
26.0278
23.5565
27.1561
22.4624
nd
22.6003
21.4453
21.5987
25.4557
22.9404
24.1847
31.2615
27.6063
21.807
19.6832
23.6618

20.6098
19.6673
25.2188
24.4767
24.214
24.0045
25.4392
25.4547
27.7727
30.0022
28.5983
27.0972
28.7208
28.039
27.6603
21.9909
22.7188
30.7742
24.4669
26.3243
24.4205
27.8553
26.3981
22.438
20.1835
26.5159
24.2535
27.6282
23.8609
nd
22.8293
21.4981
21.3944
25.7284
23.1019
24.8243
31.2297
27.6723
22.0745
19.7809
24.1804



Plcb1
Plcb3
Plcdl
Plec
Plg
Plinl
Plin3
Plin4
Plod3
Plp2
Pls3
Plscr3
PIxdc2
Plxnb2
Pml
Pmpca
Pnn
Pnp
Podn
Pofut2
Poglutl
Polr2h
Ponl
Pon2
Pon3
Por
Postn
Postn
Ppal
Ppa2
Ppia
Ppib
Ppic
Ppid
Ppl
Ppmilb
Ppmel
Ppplca
Ppplcb
Ppplcc
Ppplrl2a

22.6333
23.5047
27.4527
29.068
27.0929
28.6261
26.1681
28.2187
22.2439
23.8752
30.0034
22.4211
22.7207
23.7321
21.5535
24.6104
nd
25.7483
24.984
22.3074
22.4527
22.1491
22.9236
21.0967
26.3522
26.5145
32.7893
24.5554
25.9659
24.8174
31.3642
27.8081
24.4245
24.4087
23.1238
22.2055
23.2626
24.374
28.6684
21.5558
28.0855

nd
24.0555
27.5648
29.0893
26.7114
28.5844
26.4584
28.237
22.871
24.5195
30.1527
22.8325
22.297
23.3026
21.8879
25.0626
22.0025
26.0326
25.2701
23.0333
22.7907
22.4611
nd
22.0844
26.4291
26.8596
32.7689
24.0988
25.6635
25.2224
31.3538
27.7228
24.672
24.5478
23.5059
21.6296
23.5866
24.2924
28.6947
21.9771
28.2586

nd
23.8416
27.2975
29.1946
26.7071
27.8166
25.99
28.257
23.1738
24.0804
30.0616
23.2124
22.6229
23.5118
21.8832
24.2002
22.0656
25.8462
24.8147
23.1002
22.7698
22.3933
22.9251
21.6328
26.1232
26.7012
32.8296
25.071
25.6513
25.1375
31.5202
27.9478
24.1956
24.1835
23.2601
22.2939
22.7976
23.8731
28.6145
22.1746
28.3255

23.092
23.9244
27.6256
29.4699
27.0016
27.5317
26.5091
28.3144
22.4497
24.3348

30.178

23.081
22.7938
23.9417
21.7619
24.7445
22.0179
26.0561

25.733
22.9887
22.8263
22.2459
22.4389
22.5678
26.4932
26.8292
32.9628
24.0895
25.6893
249124
31.4133
27.8751
24.4706
24.6511
23.3268
21.9891
23.2584
24.1762
28.7431
21.5626
28.3009



Ppplrli2b
Ppplrl2c
Ppplrlda
Ppplr7
Ppp2ca
Ppp2rla
Ppp2r2a
Ppp2rd
Ppp2r5a
Ppp2r5c
Pppb6c
Ppp6r3
Pptl
Praf2
Prdx1
Prdx2
Prdx3
Prdx4
Prdx5
Prdx6
Prelp
Prep
Prkaal
Prkaca
Prkagl
Prkarla
Prkar2a
Prkar2b
Prkca
Prkcd
Prkcdbp
Prkcsh
Prkgl
Prkra
Proc
Procr
Prosc
Prpf19
Prpf8
Prph
Prpsl

24.1686
23.3049
26.6506
25.3349
26.1076
28.5124
24.7057
25.9021
22.505
22.8691
nd
20.1383
24.8484
23.1311
29.4311
28.6008
26.682
26.7484
28.4499
28.4337
31.7796
23.566
24.0633
24.4955
24.5495
25.3785
23.9168
24.689
21.9864
24.087
28.8609
24.3333
25.5435
21.6772
21.3891
23.4134
24.4824
23.7246
24.7394
24.8578
23.7138

23.5999
23.5989
26.6169
25.4959
26.0743
28.6388
24.8611
26.1174
22.9101
23.4696
22.2775
20.7369
24.6972
23.564
29.6152
28.1822
26.5982
26.8938
28.4619
28.5875
31.9212
23.6655
24.0026
24.4513
24.7202
25.4633
23.9351
24.5904
22.7372
nd
28.94
24.2612
25.7091
20.0257
21.1572
23.3302
24.6725
24.1784
25.011
24.1595
24.777

24.1578
23.9118
26.4607
25.4064
26.0682
28.4622
24.7299
25.9975
22.2635
23.2631
21.9616
20.2888
24.2693
23.3307
29.5258
28.4243
26.5832
26.7876
28.3259
28.4566
32.1365
23.5506
24.3124
23.9974
24.3167
25.4324
23.9447
24.0531
22.7629
23.1778
29.1663
24.0326
25.5565
22.0724
nd
22.8191
24.8754
24.2986
24.9103
27.47
23.982

23.8404
23.3625
26.9364
25.4471
26.1789
28.7348
24.7101
26.1059
22.988
23.4238
22.1801
nd
25.1929
23.1556
29.5896
28.1343
25.9641
26.8284
28.386
28.5829
32.2815
23.6003
24.1936
24.744
24.5916
25.7954
24.3874
23.8574
22.4554
23.3117
28.917
23.8046
25.6974
22.3078
21.1355
23.3897
24.6801
24.1129
24.9956
26.1717
24.6221



Prpsapl
Prrcl
Psap
Psipl

Psmal
Psma2
Psma3
Psma4
Psma5
Psmab
Psma?7
Psmb1l
Psmb2
Psmb3
Psmb4
Psmb5
Psmb6
Psmb7
Psmcl
Psmc2
Psmc3
Psmc4
Psmc5
Psmc6
Psmd1l

Psmd11

Psmd12

Psmd13

Psmd14

Psmd2
Psmd3
Psmd4
Psmd5
Psmd6
Psmd7
Psmd8
Psmd9
Psmel
Psme2
Psmgl
Ptbp1l

23.5229
21.9771
26.7028
24.3135
26.8439
26.2743
25.2756
25.5091
26.3132
26.0607
26.1873
26.8994
26.1599
24.8924
23.7989
23.2192
24.4444
23.7487
24.9617
25.2949
26.1247
26.3266
24.9436
25.8028
25.6021
25.9644
249152
23.4823
25.5167
26.5371
24.0097
23.2884
25.0926
23.4804
25.5977
23.9097
23.8704
27.3359
26.8386
nd
27.8813

23.9971
22.0631
26.2647
24.2912
26.9776
26.3846
25.3563
25.4104
26.1019
25.971
26.1787
27.148
26.3383
25.0507
24.2338
nd
24.7661
24.1658
24.8959
25.5163
26.153
26.274
25.046
26.0498
26.193
26.4987
25.2513
24.3657
25.7227
26.9527
24.1926
23.615
25.1462
23.3917
25.8463
24.088
23.6878
27.4876
26.9755
21.428
28.1234

23.8572
21.9308
26.4569
24.2285
26.6653
26.1607
25.3669
24.9278
26.3263
25.8156
26.0593
26.9195
26.2458
24.5991
24.2124
23.2946
24.4234
24.1256
25.0999
25.37
26.4215
26.2487
25.3147
25.6972
25.5212
26.0447
24.8938
24.2072
25.3343
26.7275
23.7867
24.6254
25.239
23.5564
25.6683
23.6212
23.5379
27.2813
26.4691
21.4267
27.9317

24.3415
22.9193
26.315
24.7193
27.1598
26.4166
25.25
25.4464
26.2763
25.7102
25.9013
27.2714
26.5875
25.1635
23.6217
23.7574
24.1381
24.3071
24.9245
25.4391
26.3951
26.1513
25.5082
26.1546
26.1933
26.3141
25.0592
24.5999
25.6982
26.9101
24.2056
23.7636
25.2556
23.7664
26.1292
24.2207
23.8873
27.4299
26.957
21.5093
28.3474



Ptbp2
Ptcd3
Pter
Ptges2
Ptges3
Ptgfrn
Ptgis
Ptgrl
Ptgr2
Ptgsl
Ptms
Ptp4a2
Ptpnll
Ptpnl2
Ptpn23
Ptprc
Ptrf
Ptrh2
Puf60
Pura
Pxdn
Pxn
Pygb
Pysgl
Pygm
Qarsl
Qdpr
Qill
Qki
Rab10
Rabl1lb
Rab12
Rabl14
Rab18
RablA
Rablb
Rab21
Rab27b
Rab2a
Rab34
Rab35

nd
nd
22.691
25.1379
25.8625
21.7018
30.1029
23.303
23.9425
25.5589
24.3614
22.8744
24.2133
20.4965
21.6276
nd
30.861
23.723
22.7992
25.2142
23.2403
25.1994
28.1459
24.6823
28.2418
25.9645
26.0718
24.647
21.7792
25.7772
25.874
21.1295
26.182
23.9074
26.651
24.2338
25.2505
21.2208
24.7641
22.4699
24.3719

22.161
22.5869
22.9948

24.168
26.0586
21.7455
30.3531
23.5537
23.8557
25.4564

23.406
23.1424

24.112
20.7629
21.9014

nd
30.7101

23.785
23.2165
25.3084
22.9222
25.6647
28.3538
24.9153
28.4351
26.4393

26.15
24.8157
22.3667

25.627
25.8298
21.9301
26.4851
23.9416
26.6525
24.5236

24.937
21.2488
24.2868
22.7516
24.4621

nd
22.6156
22.2424
23.1138
26.1159
21.9152
30.181
23.2564
23.5489
25.444
23.964
23.3439
23.5626
20.4707
21.3491
nd
30.7911
23.5829
23.2093
25.5429
22.8423
25.2684
28.078
24.3023
28.3665
26.3843
25.9684
24.3272
21.7857
25.9097
26.1947
22.1284
26.472
23.8164
26.7671
24.7032
25.3291
20.9109
24.8897
22.8285
24.1183

22.1031
22.1826
22.4745
23.3003
26.3289
21.65
30.476
23.3342
23.9169
25.913
23.4043
23.3115
24.4643
20.9469
21.6847
nd
30.7494
22.2615
23.3518
25.4857
23.0011
25.8649
28.3903
24.4994
28.3086
26.6713
26.2361
24.4698
22.29
25.5891
25.9046
21.9797
26.3552
23.8812
26.8627
24.6432
25.3727
21.1776
24.438
23.1293
24.3169



Rab5a
Rab5b
Rab5c
Rab6b
Rab7a
Rab8a
Rab8b
Racl
Rad23b
Rala
Raly
Ran
Ranbpl
Ranbp2
Rangapl
Rapla
Raplb
Rap2c
Rarres2
Rars
Raverl
Rbbp4
Rbbp7
Rbbp9
Rbm14
Rbm19
Rbm25
Rbm3
Rbm39
RbmxI1
Rbp1l
Rbp4
Rbpms
Rbpms2
Reccl
Rcn2
Rcn3
Rdh11
Rdh14
Rdx
Reep5

24.2262
26.4379
25.2119
24.4857
26.1218
23.4822
22.2783
28.3514
24.625
24.3434
22.8946
27.0302
25.4912
22.9048
20.7532
25.4505
28.45
nd
23.8376
26.3686
nd
24.5278
23.1038
27.3087
nd
nd
23.4897
25.7264
23.5207
22.9083
28.0102
23.2214
26.1819
nd
nd
22.5918
25.2846
nd
21.642
23.4319
24.4459

23.427
26.3418
25.1912
24.3965
26.2182
23.2497
22.3849
28.4696
25.0919
25.1739
22.8239
26.8783

25.676
23.3098
19.4131
25.6362
28.2178
20.9045
23.9273
26.6887
22.1219
24.5675
22.8777
27.6422

21.703
23.9059
23.9262
26.1819
23.0541
23.2933
28.0775
23.2922
26.4501
22.9137
22.0326
22.8049
26.0794
23.1139
21.7194
23.5393
24.6421

nd

26.3797
25.1465
24.5365
26.1401

23.447
22.5134
28.5008
24.9431
25.0384

22.863
26.8385
25.7814
23.5937
20.9172
25.4809
28.4287
20.8574
24.3384
26.3444
21.6235
24.7537
22.8413
27.2911
20.8434
23.2821
23.5255
25.5532
23.0364
23.1044

27.989
23.6766
26.5684
22.6383

nd

22.3817
25.8574
22.8447
22.0853
23.0246
24,9758

24.2221
26.4996
25.1125
24.4113
26.2057
nd
22.929
28.4941
24.7352
25.2162
nd
26.9144
25.683
23.7452
nd
25.7163
28.372
21.3174
24.1143
26.4508
22.1354
24.7447
23.1394
27.5489
20.9886
23.9334
21.4866
26.2864
23.5893
23.6156
28.1532
23.021
26.7789
23.0416
21.8563
22.5479
25.773
nd
22.2744
23.3953
23.9589



Rexo2
Rgs18
Rhoa
Rhob
Rhoc
Rhoq
Rhotl
Rilpl1
Rmdn1l
Rmdn3
Rnased
Rnhl
Rnpep
Rock1l
Rock2
Rpa2
Rpe
Rpl10
Rpl10a
Rpl11
Rpl12
Rpl13
Rpl13a
Rpl14
Rpl15
Rpl17
Rpl18
Rpl18a
Rpl19
Rpl21
Rpl22
Rpl23
Rpl23a
Rpl24
Rpl26
Rpl27
Rpl27a
Rpl28
Rpl29
Rpl3
Rpl30

22.6159
23.9725
28.3608
23.0904
24.7165
20.0386
23.5839
22.546
23.1788
23.377
23.269
27.4751
25.0775
26.4869
23.9319
20.876
22.6187
26.4961
26.6964
24.3616
26.5302
26.7528
24.6517
26.1077
26.4674
26.9166
24.5721
24.0357
24.1756
24.7016
24.9449
26.1473
24.8037
26.7012
24,9751
24.7444
26.2255
24.9829
23.7607
26.7252
24.4118

21.5345
24.4938
28.3962
22.8773
24.5443
20.4538
23.8615
23.4017
23.593
23.776
23.649
27.7019
25.5558
26.5112
24.0511
20.6152
22.5741
26.5865
26.4765
24.3571
26.1249
27.1485
24.9951
26.2896
26.5452
26.9871
25.3756
24.3324
23.6877
249175
24.5571
26.3278
24.8969
26.5904
24,9712
24.7043
26.4506
25.0137
23.5309
26.7409
24.227

22.5173
24.2255
28.744
22.7195
24.6606
19.7503
23.1255
22.7272
21.86
22.7654
23.1383
27.6839
25.0492
26.4651
23.9809
20.8843
22.6014
26.7852
26.6768
23.9996
26.5696
27.2285
25.0114
26.323
26.2564
26.941
25.425
24.3756
23.44
25.2574
25.0141
26.2355
25.3568
26.4315
25.2257
24.8753
26.2735
24.7532
23.6861
26.8573
23.8107

22.369
23.8645
28.5101
23.6323

24.397

nd

23.269

23.137

nd
22.9963
23.4092
27.8618
25.3906
26.7497
24.2277

nd
22.5555
26.7425
26.7234
25.0507
26.3257
27.3269
25.3533
26.4088
26.7104

27.103
25.3873
24.4381
23.4501
25.4527
25.0537
26.2245
24.5551
26.7222
25.3055
24.7139
26.3375
24.8616
23.9478
26.5825
24.3231



Rpl31
Rpl32
Rpl34
Rpl35
Rpl35a
Rpl36
Rpl37a
Rpl38
Rpl39
Rpl4
Rpl5
Rpl6
Rpl7
Rpl7a
Rpl8
Rpl9
Rplp0
Rplpl
Rplp2
Rpnl
Rpn2
Rps10
Rpsll
Rps12
Rps13
Rpsl14
Rps15
Rpsl5a
Rpsl6
Rpsl7
Rpsl18
Rps19
Rps2
Rps20
Rps21
Rps23
Rps24
Rps25
Rps26
Rps27a
Rps27I

26.1053
25.4487
24.4603
23.9147
23.8798
24.6874
23.7793
23.8203
24.6577
28.4667
26.5096
26.4034
26.7235
26.8019
26.4865
24.9334
27.2527
27.9474
27.2463
27.6078
27.6121
25.6336
25.3064
25.6157
27.3202
24.7399
25.6994
26.1401
22.6112
26.2368
26.8854
26.4876
26.3863
24.8457
23.392
24.5858
25.0366
24.9336
25.0009
28.2281
27.1446

26.6047
25.6727
24.4977
23.9632
22.5759
24.2067
23.9021
23.8404
25.2763
28.4749
26.611
26.6125
26.8042
26.8881
26.3176
24.7692
27.2917
28.1234
27.168
27.7097
27.732
25.5251
25.0716
25.8068
27.5587
24.7163
26.2049
26.146
22.9452
26.2867
26.8889
26.7954
26.0731
24.8554
23.2293
24.2969
25.0322
25.4093
24.8104
27.6288
26.1534

26.1122
25.4167
24.8021
23.8231
24.1828
24.4393
23.7546
23.493
24.5429
28.525
26.3074
26.6331
26.6859
27.0451
26.3778
24.5832
27.3533
27.7712
27.3663
27.6514
27.8065
25.3221
25.1309
25.9265
27.5556
249311
25.5579
26.2955
23.492
26.0585
26.7441
26.632
26.3014
25.2974
nd
24.7198
24.9599
25.6075
24.9239
28.1011
27.6087

26.7264
25.4965
24.5629
24.377
24.5071
24.3786
23.4377
23.8134
24.8868
28.6148
26.7167
26.6251
27.0114
26.9547
26.4583
24.9486
27.4849
28.1025
27.502
27.69
28.032
25.7911
24.8288
25.6658
27.6675
24.1598
26.3272
26.2929
23.9123
26.674
26.9652
27.2882
26.0203
25.3294
23.3802
24.5005
24.904
25.0635
24.3652
27.5508
26.796



Rps28
Rps29
Rps3
Rps3a
Rpsdx
Rps5
Rps6
Rps6ka3
Rps7
Rps8
Rps9
Rpsa
Rptor
Rrad
Rras
Rrbpl
Rsul
RtcA
Rtcb
Rtnl
Rtn2
Rtn3
Rtn4
Rtn4
RTRAF
Rufyl
Ruvbll
Ryrl
S$100al1
S$100a10
S$100a11
S$100a13
S$100a3
S100a4
$100a5
S$100a6
Saall
Sacmll
Sael
Safb2
Samhd1

23.9274
24.1455
26.2922
27.2636
27.2328
26.1067
24.9908
21.9782
26.1289
27.1674
26.7792
28.158
20.3169
nd
27.6565
27.0453
29.8023
22.4815
25.1312
23.5791
nd
25.7281
nd
26.902
24,9116
nd
24.2474
24.7988
22.2112
28.9765
29.4185
23.6967
19.8741
31.9806
24.4533
26.4587
21.8839
23.7681
24.7225
23.8374
25.9852

23.1369
24.2641
26.2544
27.4743
27.3635
26.305
26.1215
22.0277
26.247
26.9826
26.9158
28.1835
20.5863
nd
27.6557
27.1417
29.983
22.4527
25.4886
22.8858
22.3696
25.5825
22.975
26.9171
25.1042
22.7031
24.3251
23.7485
21.9175
28.7265
29.2855
22.5603
nd
31.8979
nd
26.6929
nd
23.8897
25.1106
nd
26.2415

21.8168
23.4189
26.3476
27.5896
27.2033
26.2702
nd
22.3715
26.0851
26.9133
27.1356
28.0947
20.252
23.2326
27.628
27.3514
29.8285
20.622
25.5564
23.5246
22.9282
25.8833
23.8325
26.6382
24.9907
22.7034
24.4527
nd
21.8785
29.2101
29.1431
22.3458
nd
31.9677
24.0646
26.8671
21.8972
24.043
24.5361
24.6033
26.1132

22.919
23.8799
26.2907
27.6682

27.657

26.556

nd
22.4352
26.2479
27.0453
26.8954
28.3308
nd
23.7104
27.6375
27.4324
30.1386
22.9155
25.3199
22.5616
22.6515
25.4272
23.4633
26.9349
25.1396
23.1102
24.7048
24.4056
21.6006
28.9191
29.5217
23.743
nd
32.4656
25.3676
26.7928
21.9776
24.2207
25.2971
nd
26.3764



Samm50
Sarla
Sarlb
Sars
Scampl
Scara5
Scarb2
Sccpdh
Scfdl
Scoc
Scp2
Scpepl
Scrnl
Scrn2
Scube3
Sdha
Sdhb
Sdhc
Sdhd
Sdpr
Seclla
Secl3
Sec22b
Sec23a
Sec23b
Sec23ip
Sec31a
Sec31b
Sec6lal
Selenbp1l
Selm
Selo
Selt
Sephsl
Seppl
Septinll
Septin2
Septin5
Septiné
Septin7
Septin8

25.1526
24.8772
23.1592
25.2322
22.0033
23.8579
23.8218
23.075
24.7667
22.1469
24.8722
22.715
23.7654
22.4669
24.8462
28.2148
26.6406
25.0015
23.3851
27.3294
22.9953
24.3413
25.0418
26.4501
21.4284
23.2959
27.0922
25.9021
24.6267
27.8976
22.8926
23.0961
nd
22.6295
22.3025
nd
27.8779
25.2761
24.6689
27.3274
25.5224

25.0312
25.1189
nd
25.319
22.7078
23.9607
23.8026
23.157
24.5725
22.7058
24.6979
22.7389
23.8909
22.9601
25.1446
28.6025
26.7096
24.9494
24.1095
27.1864
22.9374
24.3445
25.2757
26.4732
21.9151
23.5493
27.3593
25.6792
24.9504
28.2192
nd
23.3911
20.6096
22.7653
nd
nd
27.8361
25.4785
24.6872
27.6749
25.5183

24.6346
24.5123
22.5975
25.4369
22.9426
24.0393
23.3589
22.8996
24.4069
22.4804
24.772
22.7018
24.0332
22.6411
25.2726
27.8312
26.4262
24.604
23.7496
27.125
23.1988
23.5527
25.5009
26.5134
nd
23.5785
27.1022
25.0496
24.5306
27.8851
22.1754
23.4925
21.8879
nd
22.0272
nd
28.0166
25.3897
24.9487
27.6916
25.6189

24.9774
25.2951
22.561
25.5052
nd
24.1341
23.8667
22.8362
25.0524
23.0976
24.5027
22.496
23.9043
22.8103
25.6676
27.6444
26.2438
24.2119
23.2648
27.1581
23.6841
24.3606
25.5579
26.6411
22.1604
21.9294
27.3235
25.2464
24.7881
28.0721
21.96
nd
nd
22.7951
22.1125
nd
27.937
25.9013
25.0594
27.8881
25.722



Septin9
Serbp1l
Serpinala
Serpinalb
Serpinalc
Serpinald
Serpinale
Serpina3k
Serpina3m
Serpina3n
Serpina6b
Serpinbla
Serpinb6
Serpincl
Serpind1
Serpine2
Serpinfl
Serpinf2
Serpingl
Serpinh1
Set
Setd7
Sfl
Sf3al
Sf3a2
Sf3b1l
Sf3b3
Sf3b4
Sfn
Sfpq
Sfrpl
Sfxnl
Sfxn3
Sgca
Sgcb
Sgcd
Sgce
Sgcg
Sgpll
Sgta
Sh3bgrl

26.9796
23.4425
25.1908
27.7398
30.8556
27.6407
27.5553
28.8945
28.0652
23.4299
21.8236
22.7818
28.1468
29.4508
25.2738
27.7726
26.8737
22.8627
249771
30.5425
23.7959

nd
23.9295
22.2547
22.5537
23.2506
23.1304
22.8931
25.4427
26.0137
24.8495
24.0636
28.2004
24.7249
25.0758
26.0257
26.8817
23.5892

nd

nd
28.0133

27.0928
23.4541
25.1099
27.3311
30.2611
27.3981
26.9671
28.2064
28.7136
23.5385
21.4765
22.5437
28.2859
29.2065
25.0049
27.6988
27.007
nd
24.4522
30.4619
24.4977
21.8363
24.7093
nd
22.5606
24.1994
23.1491
23.0653
24.9971
25.9424
25.3078
24.667
28.3552
24.7537
25.3558
25.8782
26.8094
23.5122
21.5832
27.1396
27.818

27.1765
23.8089
25.2776
27.276
30.7944
27.7485
27.7741
29.0747
28.6479
23.6595
21.5682
22.8475
27.9682
29.4519
25.1267
27.8055
26.7296
22.2088
24.7766
30.557
24.2857
21.7641
24.2758
nd
22.1295
24.4739
23.4672
23.2431
25.7905
26.1904
24.6578
24.4739
28.4562
25.1187
25.0058
26.4747
26.7353
nd
21.5122
26.4504
27.8324

27.4274
23.6351
24.7342
27.3045
30.0308
26.9699
26.9739
27.752
28.219
23.3233
21.2246
nd
28.3616
29.6688
25.4056
27.901
27.2031
22.8973
24.8933
30.78
23.7122
21.8658
24.9983
23.0961
22.6168
24.0988
23.9925
22.985
24.6318
26.1265
25.2592
24.6403
28.6154
25.0166
25.2379
26.3538
27.1302
23.4527
21.4775
26.7645
27.5802



Sh3bgrl3
Sh3d21
Sh3gl1l
Sh3glbl
Sh3glb2

Sh3pxd2a
Shmt2

Sim2
Sirt2
Skiv2I2
Skp1
Slc12a6
Slc1as
Slc25a1

Slc25a10

Slc25a11

Slc25a12

Slc25a20

Slc25a24
Slc25a3
Slc25a4

Slc25a42
Slc25a5

Slc25a51
Slc27a1
Slc29a1l
Slc2al
Slc3a2
Slc44a2
Slcdal
Slcda7

Slit3
SImap

Smarca2

Smarca5s

Smarcc2
Smcla

Smc3
Smdtl
Smocl
Smpd4

24.7351
29.3225
22.8991
23.8496
24.7511
nd
23.481
23.7775
nd
22.9506
24.6667
21.578
22.8277
25.8441
23.5129
25.8975
26.3921
25.2065
24.5867
27.3436
30.3067
23.1063
28.0562
22.8812
21.5645
20.538
22.1401
23.1846
24.5102
29.2442
23.8474
23.7443
27.9477
23.6005
23.3009
23.1691
22.5828
20.3706
20.8529
26.1094
22.6783

24.7397
29.1367
22.9357
23.7477
24.3251
23.3869
23.6938
23.6938
21.969
23.2996
25.0489
22.4159
22.4958
26.1657
23.5698
25.8014
26.7275
25.6645
24.9474
27.4123
30.5047
23.5043
27.9309
23.2943
22.0055
21.105
nd
22.6635
24.3095
28.2882
22.4346
24.0089
28.0103
nd
23.9471
23.6382
22.9042
21.4408
21.5504
26.3011
22.0714

24.7395
29.4309
22.8438
24.1238
24.3759
23.5014
23.6659
23.9185
nd
22.9198
24,5131
22.012
22.8472
26.0882
23.3362
25.6443
26.6355
23.8204
24.7079
27.3572
30.3258
21.8514
27.6768
nd
22.0272
21.3326
23.0039
22.2823
24.7061
28.7792
23.1781
23.1931
28.094
23.3834
23.7187
23.3259
22.8863
nd
21.1205
26.18
21.8672

24.672
28.9622
22.8279
24.2524
24.3389

nd
24.1563
24.0733
nd
23.3983
24.7096
22.214
nd
25.9051
23.6192
25.7995
27.1407
nd
25.0081
27.3593
30.3522
22.0915
27.4875
22.6165
22.0474
21.1914
21.692
nd
25.1033
28.8015
22.8827

24.084
28.2051
23.3129
23.6924
23.3502
23.1101
21.5615
21.3505
26.4019
22.9002



SmpdI3a
SmpdI3b
Smtn
Smul
Sncg
Snd1l
Snrnp200
Snrnp70
Snrpa
Snrpb
Snrpb2
Snrpdl
Snrpd3
Snrpe
Snrpf
Snrpg
Sntal
Sntbl
Sntb2
Snx1
Snx12
Snx17
Snx18
Snx2
Snx3
Snx4
Snx5
Snx6
Snx9
Sod1l
Sod2
Sod3
Sorbs1
Sorbs2
Sorbs3
Sord
Sost
Spag9
Sparc
Sparcll
Spcs2

21.5862
21.9379
29.6759
23.106
25.0988
26.6085
24.6941
24.1407
23.4135
24.4526
23.356
25.4582
23.8494
24.5188
23.4827
21.5873
25.0809
26.6564
26.5479
24.8054
23.3938
22.6771
26.1006
23.0406
24.2081
21.1453
23.1664
22.0722
24.5089
29.0833
27.4924
30.351
27.0993
27.2465
25.4479
23.833
27.1966
nd
25.929
nd
23.782

21.6727
21.7389
29.5233
23.8369
25.2517
26.426
25.0846
24.3276
24.1189
24.529
24.1033
25.8191
23.8643
25.0521
23.3431
23.449
25.2296
26.6836
26.6919
24.2362
23.1588
22.7994
26.2416
23.325
24.4413
21.0569
23.1586
22.5655
24.5201
28.6698
27.464
30.1005
27.4536
27.2626
25.7911
23.9355
27.0984
22.3347
25.6173
22.8984
23.1176

nd
21.556
29.9545
22.8865
25.7421
26.3898
24.4836
23.9989
23.6032
24.4786
23.8963
25.281
23.6989
24.8265
23.5206
23.3938
25.2807
26.5906
26.6824
24.5862
23.6
22.7951
25.8585
23.9402
24.2219
nd
22.9814
23.2334
24.4746
29.2439
27.0196
30.2804
27.6677
27.7591
25.8128
24.0326
26.8278
21.2385
25.6057
23.4509
23.6608

21.8243
22.0611
29.7781
23.7728
24.7147
26.8933
25.0832
24.5294
23.8373
24.7724
23.916
25.817
23.6882
25.473
24.0849
nd
24.8755
26.6422
26.7119
24.4792
23.2598
nd
26.3929
23.5197
24.6676
22.185
22.863
22.9263
24.5945
28.5613
26.9193
30.294
27.535
27.7236
26.1508
23.478
27.2174
22.4751
25.5079
22.7136
23.1606



Sponl
Spr
Sptal
Sptanl
Sptb
Sptbnl
Sqrdl
Sri
Srm
Srpl4
Srp54
Srpr
Srpx
Srrm1l
Srrt
Srsfl
Srsf10
Srsf2
Srsf3
Srsf6
Srsf7
Ssb
Ssbpl
Sspn
Ssrl
Ssr4
St13
St3gal5
Stat3
Steap3
Stim1
Stipl
Stk24
Stk39
Stom
Stoml2
Stonl
Strap
Sts
Stt3a
Stt3b

24.749
26.8485
27.6318
29.9983
27.4106
30.0223
25.2178
26.3098
24.3642
22.0477
22.6106
20.5538
24,9432
22.7807

nd
23.2931
23.5133
24.3159
25.2844
24.1239
23.4262
25.6245

nd

nd
24.3809
23.1122
25.7873
22.4996
24.7081
24.0689
23.3309
27.1287
25.4118

nd
26.5327

24.385

20.0441
nd
23.0241
22.2624
22.3702

24.1754
27.1997
26.6651
29.8655
26.293
29.928
25.1798
26.3263
24.0364
22.0189
22.9691
21.5028
24.9602
23.4339
24.0217
23.6917
23.555
24.3
25.4262
23.9563
23.5195
25.6137
23.8902
22.0975
24.6215
23.0002
26.2227
22.7987
25.0988
24.5122
23.3927
27.1019
25.5545
22.5545
26.5109
24.4083
19.5959
22.9537
23.5767
22.2791
22.8598

24.7672
27.0127
27.0047
30.2321
26.6449
30.2359
25.3053
26.5746
24.9564
22.0275
22.5623
21.12
24.6047
23.1347
23.681

23.6261
23.3515
24.1055
25.6182
24.8418
23.7449
25.4823

nd

nd
24.5198
23.1721
25.9182
22.6268
24.7875
23.4563

23.161

27.4355
25.4179

nd
26.4244
24.0384

nd

nd
23.6334
22.8965
22.7838

24.8794
27.1091
27.2663
30.0812
26.8616
30.0997
25.3553
26.3772
24.0996
22.3122
22.7457
nd
25.0182
23.4879
24.4113
23.561
23.5093
23.918
25.5306
24.0284
23.8005
25.8941
23.7964
21.6876
24.4887
22.8326
26.1294
22.7107
25.1406
24.3467
23.5603
27.2546
25.8642
22.4782
26.295
24.5825
19.6
nd
23.9206
nd
22.6075



Stx12
Stx16
Stx7
Stxbp1l
Stxbp3
Sucla2
Suclgl
Suclg2
Sugtl
Sulfl
Sunl
Sun2
Suox
Surfd
Susd2
Svil
Sync
Syncrip
Synel
Syne2
Synm
Synpo
Synpo2
Tagln
Tagln2
Tagln3
Taldol
Tapbp
Tardbp
Tars
Tbcldl
Tbed
Tceal
Tcebl
Tceb2
Tcn2
Tcpl
Tes
Tf
Tgfblil
Tgfbi

24.6609
22.9694
22.9434
24.8525
25.3762
26.8943
27.7694
25.603
23.1345
22.7244
24.1697
26.517
nd
23.8157
26.0524
24,5111
nd
25.7402
24.806
23.197
23.0432
25.5954
28.7556
33.3708
33.1786
26.2797
26.5126
24.4873
26.2591
24.4198
nd
21.4491
22.3118
23.6745
24.7939
nd
27.1153
27.0758
30.8896
30.4877
28.8669

24.3432
22.7891
23.0119
24.9417
25.7191
27.1501
28.2227
25.4389
23.1769
22.66
24.1148
26.6706
22.4577
23.4737
26.0789
249718
21.8258
25.852
24.8174
23.6662
22.8508
25.7659
29.056
33.4278
33.2018
25.7213
26.828
24.9643
26.0697
24.5509
20.8009
22.0561
22.9649
23.8907
25.3034
21.2622
27.2256
27.3048
30.4267
30.7755
29.1108

24.1552
22.3274
22.6608
25.1018
25.4437
26.3894
27.0747
25.254
nd
nd
23.7732
26.7717
22.4078
23.3317
26.1991
25.078
22.2761
25.8257
24.6836
23.2919
23.1437
25.9464
29.103
33.4996
33.3195
26.1969
26.472
24.256
26.0968
24.3251
nd
21.5077
22.8792
24.1608
24.9208
20.7616
27.1229
27.1963
30.8866
30.6541
29.1709

24.367
23.1775
22.9928
25.1441
25.6899
26.2066
27.2525
25.4612
22.7812
22.7395
23.8236

27.131
22.5127
23.8647
26.4296
24.8418
21.8753
25.7074
25.1745
23.3974
23.0696

25.795
29.1694
33.4862
33.1942
25.7116
26.6185
24.6745
26.1513
24.8764
21.4837
22.0326
22.9676
23.2826
25.2584
21.4736
27.3699

27.547
30.3446

30.876
29.4172



Tgm2
Th
Thbsl
Thsd4
Thumpd1l
Thyl
Timm13
Timm44
Timm50
Timp3
Tinagll
Tjpl
Tkt
TInl
TIn2
Tmcol
Tmed10
Tmed2
Tmed9
Tmem1l4c
Tmem1l167a
Tmem256
Tmem43
Tmod1
Tmod3
Tmpo
Tmpo
Tmsb10
Tmsb4x
Tmtc3
Tmx1
Tmx2
Tmx4
Tnc
Tnfaip8
Tnpol
Thpo2
Tnhpo3
Tns2
Toml
Tom1l12

30.0837
22.2039
26.869
26.7622
21.8653
25.3814
24.2316
nd
21.1308
23.248
29.7973
23.6721
29.9347
33.0964
24.2505
nd
25.6264
24.7219
23.4591
24.5384
20.9189
22.7348
27.6792
22.3998
25.1732
27.375
23.4077
22.7549
27.5322
22.4138
24.0861
20.8545
22.072
nd
nd
24.9319
22.543
23.3335
26.9215
22.962
24.0848

30.0804
22.1553
26.0077
26.6161
22.7132
25.5625
25.7437
22.5195
21.6626
23.1552
29.8604
23.4253
30.145
33.1919
24.5238
22.4977
25.8598
24.7608
23.4686
24.2794
21.3888
nd
27.8317
nd
25.4999
27.4247
23.4157
22.4684
26.7379
22.3291
23.9577
20.7268
22.1151
23.0022
21.9786
25.1575
22.8977
24.582
27.0991
22.4447
24.3444

30.174
nd
26.2367
26.9116
21.3383
25.9103
25.0627
22.022
21.3122
23.3516
29.9021
24.3464
29.9959
33.2271
24.7566
21.9529
25.8491
24.6764
23.0268
24.6553
20.9777
21.9752
27.5752
22.2235
25.3214
27.4371
23.2412
23.1574
27.5536
22.6998
23.0121
20.7999
22.2406
23.1742
21.6082
24.9973
22.7843
23.7753
27.1976
22.5133
23.9036

29.996
23.8977
25.931
26.7666
23.0026
26.5489
24.0518
22.215
21.7226
23.8673
30.0373
23.3275
29.6569
33.2938
25.0993
22.8012
25.7818
25.1227
nd
24.4958
21.7735
22.9788
27.9681
nd
25.482
27.5617
23.4754
22.337
26.6946
22.8048
24.2349
20.8595
22.8318
23.9912
22.3007
25.265
23.3395
24.1917
27.5311
22.8634
24.4242



Tomm22
Tomm34
Tomm5
Tomm70a
Top2a
Top2b
Torlaipl
Torlaip2
Torlb
Tor3a
Tpd52
Tpd5212
Tpil
Tpm1l
Tpm3
Tpm4
Tppl
Tppp
Tppp3
Tpr
Tprgill
Tprkb
Tptl
Trapl
Trappc2
Trappc3
Trappc6b
Trim23
Trim28
Trim47
Trio
Trip10
Trip6
Trmtl112
Trntl
Tsn
Tsnax
Tspand
Tspan9
Tspo
Tst

23.1779
23.19
nd
23.3115
27.1566
23.5776
23.0957
nd
23.1982
21.8653
nd
25.4374
29.4896
29.8105
28.9858
26.7528
24.9457
21.1659
28.1399
22.64
21.9702
20.4673
26.811
22.7875
20.7596
22.8106
23.3316
20.8574
25.2257
24.5942
22.4935
27.3607
25.7218
22.1773
22.4188
24.193
24.3617
23.8376
22.7964
25.3559
24.4573

23.0382
nd
21.0606
24.244
26.3433
24.3149
23.1897
nd
23.3839
22.0827
nd
25.287
29.5134
29.678
28.5414
26.4403
25.0286
21.2447
27.9504
22.7821
22.6744
21.4998
26.479
23.1236
20.7131
23.1152
23.5865
nd
25.4598
24.7583
22.4715
27.3277
25.6756
23.1332
22.5152
23.5594
24.3138
23.8845
23.3041
26.2865
24.2603

23.684
22.8457
nd
23.979
26.3005
24.2208
24.0808
22.0479
22.7651
nd
nd
25.0237
29.6093
30.2368
28.9097
26.6792
24.9784
20.8843
28.3896
22.3315
22.261
nd
27.1383
22.2148
20.899
23.2504
23.3696
nd
25.2664
24.4205
22.4598
27.3908
25.6574
21.4958
22.502
24.3149
23.8013
23.4933
23.0789
25.2156
24.4566

22.8141
23.5736
21.2652
24.532
26.1423
24.5589
22.0338
nd
23.3915
20.9388
22.1987
25.3376
29.4414
29.964
28.5231
26.7959
25.2562
21.2025
27.8504
23.746
22.4135
nd
26.5471
nd
nd
23.3384
23.6967
21.7836
25.4996
24.5738
22.7317
27.7389
25.6039
23.1838
nd
24.297
24.4846
24.1258
22.5727
26.0424
24.1703



Ttc28
Ttc38
Ttl12
Ttn
Ttr
Tubala
Tubalb
Tubalc
Tubada
Tubb2b
Tubb3
Tubb4a
Tubb4b
Tubb5
Tubbb
Tufm
Twfl
Twf2
Txn
Txn2
Txndcl7
Txndc5
Txnl1l
Txnrd1
U2afl
U2af2
Uaplll
Ubal
Uba2
Uba3
Uba5s
Ubap?2l
Ube2d2
Ube2i
Ube2k
Ube2l3
Ube2n
Ube2v2
Ube3c
Ubeda
Ubedb

21.3396
23.7163
22.4244
27.5975
27.8705
25.2027
31.6569
27.6675
24.1236
27.4703
25.9131
24.0679
32.1516
29.1827
25.6622
26.6263
23.787
23.0734
27.9534
23.5584
25.0537
26.2904
24.439
24.764
23.5116
24.5554
24.0794
29.4733
23.4967
22.4081
24.5781
22.1379
24.7457
22.7381
23.1045
26.7129
27.253
24.8895
28.9801
nd
21.9642

21.5086
24.2641
22.6676
22.1201
27.4155
25.8536
31.726
27.798
23.5822
27.5272
26.1359
23.6823
32.2294
28.8451
25.7631
26.7519
24.1327
23.0487
28.0099
23.459
25.2242
26.4888
24.7156
25.1494
23.723
24.9748
24.4241
29.5684
23.4726
22.1676
24.5091
21.9878
25.4008
23.0842
23.2397
27.2474
27.3601
25.1881
28.8968
21.5201
20.8287

21.0697
23.856
nd
21.8924
27.6348
25.977
31.9144
28.1151
25.2901
27.9993
27.5998
24.9746
32.4842
28.9029
25.8944
26.5232
24.0885
22.6831
28.1793
23.1107
25.1172
26.4997
24.7246
25.1334
23.656
24.6162
24.3147
29.4879
23.5393
22.2937
nd
22.3194
24.971
22.9534
nd
26.7847
27.3248
24.5937
29.1837
20.8129
nd

22.4705
24.2436
21.5031
22.1961
27.7383
26.5848
31.8692
28.0168
nd
27.9329
26.9016
24.0886
32.4078
29.2039
25.757
26.4313
24.1661
23.0903
28.3634
22.6048
25.333
26.8405
24.7295
25.3398
23.5564
24,9983
24.1198
29.6455
23.1879
22.3441
24.4447
22.6717
25.1745
23.1618
23.2646
26.8735
27.3088
25.1353
29.092
21.481
nd



UbI5
Ubginl
Ubqin2

Ubr4
Ubxn1l
Ubxn6

Uchll
Uchl3

Ucpl

Ufcl

Ufd1l

Ufm1

Ugdh

Uggtl

Ugp2

Ugtla9
Umps
Unc45a

Upfl
Uqcrl0
Uqcrll

Ugcrb
Uqcrcl
Uqcrc2
Ugcrfsl

Ugcrh

Uqcrqg

Urod
Usmg5

Usol

Uspld
Uspl5
Usp20

Usp4

Usp5

Usp7

Usp9x
Vacl4d

Vapa

Vapb

Vars

20.1689
23.6503
nd
23.5777
23.4325
nd
27.3411
nd
27.8342
24.8138
24.0572
25.0124
24.7024
26.6882
25.2054
21.2128
20.2749
26.4845
24.5904
25.6253
24.1433
26.5748
28.4464
29.0059
27.1826
25.0215
26.6711
22.5205
21.738
23.9279
24.3552
20.7707
25.7733
23.2425
26.5524
22.9781
26.1327
20.6121
25.2256
24.8345
25.7865

20.2696
23.752
22.3949
24.0276
23.4317
23.1119
27.413
nd
28.7477
25.3788
24.654
25.0998
24.5859
26.696
25.4484
21.5358
20.3566
26.7523
24.9501
25.8528
24.6895
26.7221
28.5256
29.2694
27.3503
24.7437
27.1237
22.5151
22.2767
24.2147
24.766
nd
25.9136
23.6495
26.9261
22.4478
26.2022
20.5098
25.4286
24.1685
25.6731

nd
24.173
22.815
23.6209
23.0466
22.9727
27.9841
nd
27.221
25.1746
24.2471
24.955
25.1493
26.1517
25.4196
21.1806
nd
26.4455
23.9781
25.1395
23.8054
26.0326
27.975
28.5885
26.4858
24.8777
26.6244
22.1621
21.6015
24.1329
24.3286
20.5958
25.3476
nd
26.5813
22.7113
26.3185
20.121
24.8936
25.0124
25.5361

19.2709
23.9956
22.8455
23.9809
23.1927
23.1925
27.3933
23.1218
25.7173
25.2694
24.4762
25.1286
24.1455
26.9315
25.3095
20.7981
19.9289
26.7871
24.6194
25.0968
24.309
25.8491
27.8275
28.4492
26.657
24.0806
26.2534
22.8393
nd
24.4415
24.9032
20.9075
25.6922
23.2932
26.5747
22.4174
26.8175
20.7925
25.2683
24.111
25.9044



Vasn
Vasp
Vatl
Vatll
Vbpl
Vcan
Vcl
Vcp
Vdacl
Vdac2
Vdac3
Vim
Vkorcl
Vkorclll
Vps25
Vps26b
Vps28
Vps29
Vps35
Vps35I
Vps36
Vps45
Vpsda
Vpsdb
Vtal
Vtn
Vwal
Vwa5a
Vwa5b2
Vwa8
Vwf
Wars
Wbp2
wdrl
Wdra7
Wdr61
Wifs1
Wisp2
Xdh
Xirpl
Xpnpepl

22.9091
26.7659
28.1637
nd
22.7068
28.545
32.7644
29.4034
28.457
27.2377
24.6493
34.3679
23.139
21.3886
23.5754
22.4926
22.2895
25.0569
26.7416
20.475
22.8
21.7548
21.7383
24.9667
21.8734
26.0338
26.0358
25.5985
26.9349
22.7801
27.3961
24.72
22.2748
29.2281
23.2023
23.8527
27.4093
26.4053
24.0378
25.2694
23.5114

22.8925
26.9141
28.2681
nd
22.8737
28.5197
32.7513
29.3881
28.3903
27.4364
25.2132
34.3572
22.8996
21.7011
24.309
22.714
22.6825
25.4446
26.8711
21.0778
22.7194
21.9087
21.863
25.2241
21.915
25.7532
25.6442
25.8507
27.077
22.9297
27.2474
24.7527
22.8125
29.3161
nd
23.8415
27.4614
26.642
24.5199
25.6013
24.0317

20.7908
27.0142
28.2695
22.926
23.0971
28.564
32.9748
29.4261
28.3264
27.0639
25.5271
34.6466
23.5169
21.5143
24.0277
22.7917
22.9602
25.0941
26.7572
nd
nd
21.6894
nd
24.9039
22.4992
25.928
26.3856
25.857
27.6457
22.6679
26.9372
24.9736
22.9714
29.2661
nd
23.0747
27.8795
26.8485
24.0542
25.6918
23.3329

23.1825
27.0263
28.4683
21.4361
23.2217
28.6555
32.8711
29.4984
28.3249
27.1891
25.4735
34.5175
nd
22.0291
24.352
23.1637
22.1611
25.9075
26.9591
20.3381
23.3396
nd
22.2283
25.4468
22.5027
25.9993
26.3009
25.6769
27.1648
nd
27.0855
24.929
23.6584
29.2218
nd
23.6038
27.8583
26.9052
24.1874
25.5695
24.0647



Xpol
Xxyltl
Yars
Ybx1
Yesl
Ykt6
Ywhab
Ywhae
Ywhag
Ywhah
Ywhaq
Ywhaz
Zak
Zc3h4
Zfp36l11
Zfp58
Zmpste24
Zw10
Zyx

25.716
nd
24.5448
22.2544
nd
nd
27.6562
28.4298
28.2724
26.164
28.7041
30.2837
24.8366
nd
nd
22.8537
23.2572
22.6902
29.5508

25.8601
22.0811
24.3915
20.7801
22.6578
23.6273
27.4553
27.9743
28.2264
25.8174
28.8678
30.0788
24.7146
nd
19.4717
22.8988
23.3882
22.0982
30.0181

25.548
21.9667
24.2784
21.9525
22.6167
22.8501
27.8884
28.4497

28.044
25.7888
28.7429
30.2467
23.9332
20.5562
19.2953
23.4486

23.706
21.8976
29.8769

25.6673
21.8358
24.8842
nd
22.2778
23.8245
27.1402
28.0594
27.7747
25.7771
28.6984
30.0041
24.1745
21.795
19.5687
23.0542
23.3683
nd
30.2238



represents Label-free Quantification values generated by MaxQuant, and nd represents no

Log2(LFQ Col8+/+_1) Log2(LFQ Col8+/+_2) Log2(LFQ Col8+/+_3) Log2(LFQ Col8+/+_4)

30.1708 30.1603 30.0454 29.9287
24.8811 25.1894 25.308 25.2461
21.0703 22.4653 21.123 22.2925
24.537 24.9025 24.6921 24.3439
22.3686 22.8104 22.4894 21.8387
23.1321 23.6406 23.1209 21.9367
23.751 23.7646 23.449 23.4521
23.1487 23.3147 23.2932 23.1325
21.4128 21.7252 21.5389 21.8794
23.9949 24.1193 24.0926 23.9616
24.3836 24.4967 24.802 24.5638
25.9276 25.8913 25.7715 25.8002
24.5031 24.6546 24.9246 24.9879
23.9668 24.0126 23.5502 23.8508
23.3882 23.1702 23.4796 nd
nd 22.3546 nd 21.4025
25.4507 25.5605 25.5847 25.3421
25.7543 25.7842 25.8295 25.999
30.4435 28.9982 29.732 29.2719
25.1964 24.982 25.0282 25.9006
23.0286 nd 22.1216 21.5955
23.427 23.4248 24.0045 23.7554
29.5423 28.3667 28.8943 28.7199
29.3306 28.2904 28.8512 28.6159
27.9961 26.9768 27.3755 27.2771
25.5497 25.4193 25.6741 25.6911
29.1858 28.031 28.5222 28.2582
27.0393 27.1305 27.6087 26.1985
29.4413 28.9202 29.1792 29.1618
25.3835 25.3416 25.2513 25.7317
28.9889 28.8696 28.8516 28.7362
22.8756 23.3797 22.9497 22.6507
28.0923 28.1964 28.0664 28.1389
26.8921 26.8014 26.4426 26.7281
30.9005 29.7032 30.2692 29.9633
nd nd nd 23.0221
24.7496 24.0361 24.3496 23.6231

25.5413 24.8672 25.1907 25.4164



21.5865
26.7502
24.916
23.6208
nd
28.8091
21.2002
32.2501
26.9659
35.4912
33.5271
22.4723
31.9553
28.8638
24.0075
24.7062
27.1744
28.4233
29.5463
23.8051
20.5499
23.0296
25.2183
25.1741
21.8462
25.9078
22.502
25.6316
26.8124
23.7626
24.9502
24.8699
21.2913
21.6829
nd
25.6882
22.3022
28.1672
22.4669
21.0607
22.0461

23.3876
26.4057
25.1452
22.2646
nd
28.3353
nd
32.1095
27.1649
35.3949
33.4486
22.7391
31.8595
28.9744
23.3805
25.1888
27.281
28.3845
29.3569
23.9822
nd
22.8471
23.7532
25.2891
21.6649
26.1221
22.7685
25.8109
27.036
nd
24.9939
26.3599
21.6144
21.9133
21.9804
25.503
nd
28.158
22.4429
21.2507
21.8315

22.7952
26.4866
25.0706
22.1553
nd
28.4815
nd
32.1676
27.3608
35.3331
33.4696
23.1365
32.0572
29.1506
23.5356
24.747
27.2294
28.0525
29.4348
23.6464
20.9992
nd
24.7387
25.4419
nd
25.8426
23.4707
25.3529
26.754
nd
24.9425
26.0887
21.7301
21.62
nd
25.3575
22.3426
28.1891
22.6883
20.5798
22.3475

23.3171
26.6055
25.1169
22.5472
nd
28.4665
21.2796
32.2407
27.3555
35.335
33.5092
23.0834
32.0407
29.2555
23.731
24.6313
27.1268
28.2228
29.4731
24.2879
21.0286
23.2393
24.2173
24.969
21.1201
26.0277
23.605
25.8082
26.9618
24.8765
25.1609
25.9708
21.5686
nd
21.7577
25.4811
21.9046
28.014
21.824
20.1407
nd



nd
23.5122
23.2633
22.5424
25.3547
26.3724
23.5221
24.2935
29.1887
24.8315
nd
24.9505
23.8736
23.1258
27.9117
27.0854
27.0258
25.5479
27.1912
27.7317
23.6278
25.4392
24.8094
22.0255
nd
34.2796
25.2246
nd
21.6801
23.4288
23.1898
30.565
25.8186
24.1787
22.3546
28.3001
26.7894
25.8431
30.1571
nd
21.3021

nd
23.9202
24.6173
nd
25.3053
26.416
23.435
24.2002
29.6811
23.9174
nd
24.5402
23.8607
nd
27.4433
27.1068
26.8553
25.8621
27.0344
27.9595
23.6349
25.4458
24.5436
21.5125
23.4275
34.3765
25.2626
nd
nd
24.1158
22.9239
30.5989
26.0068
24.0904
21.9099
27.8012
26.6499
25.9659
29.5425
21.6039
nd

nd
23.3836
23.1975
22.0173
25.5043
26.2024
23.9812
24.2384
29.7453
24.7345
nd
25.0474
23.8951
22.7313
27.6017
27.1978
27.1235
25.4981
27.2809
27.8064
23.5329
25.3212
24.6764
21.7737
23.3462
34.2411
24.1493
nd
nd
23.3605
22.9255
30.6081
25.7211
24.4828
nd
27.9771
26.5978
25.773
29.5077
21.6903
20.8108

nd
23.7208
24.2789
22.7118
25.2585
27.069
24.246
24.2087
29.8179
24.3434
nd
25.1965
23.807
23.4838
27.5958
26.9086
27.1189
25.7787
27.2614
28.0422
24.3247
24.8132
24.9689
22.3619
23.2288
34.4656
24.9882
20.7917
21.8897
24.0674
21.8643
30.6585
26.0453
24.8883
21.843
28.0317
26.9055
25.9321
29.5545
22.4968
21.3148



24.1077
nd
26.663
23.9136
22.2918
23.9573
24.3095
25.3909
25.0451
25.5645
28.3545
29.6979
27.911
31.9547
28.623
27.5423
31.1281
31.3622
27.6092
31.7217
23.4633
24.0726
22.7498
26.9988
27.9826
27.969
26.6348
24.4296
24.1406
22.7423
nd
23.6426
24.167
23.4409
28.6907
27.0997
25.9585
27.2278
24.3667
24.0217
25.1611

nd
22.2799
27.1357
23.8833
21.2712
24.2505
24.6308
24.9413
24.6044
24.6776
28.3959
29.6313
27.9342
31.8533
28.7076
27.5495
31.1183
31.2727
27.7643
31.7445
23.472
24.7387
22.7025
27.0817
28.1039
27.9815
26.6987
24.6636
23.5684
22.8143
nd
23.6016
24.2506
23.7931
28.6487
26.9908
25.6772
27.418
24.3537
24.3009
24.9298

23.8981
22.0214
26.7756
23.1943
22.2927
23.7124
24.4866
25.1572
24.8477
25.1593
28.4909
29.8354
27.8535
31.9971
28.4852
27.6776
31.0428
31.271
27.6142
31.6535
23.4125
24.7981
22.9954
26.8635
27.9739
28.0015
26.7
24.6956
23.6645
22.5942
nd
23.4173
24.4972
22.9421
28.8166
26.9033
25.8261
27.4717
24.621
24.4743
25.4103

24.3188
22.1493
26.6795
23.4672
20.8939
24.0153
24.9465
25.7293
24.6305
25.5096
29.1292
29.7505
27.6647
32.1223
28.5327
27.6078
31.1527
31.3084
27.6232
31.6597
23.3446
24.7408
23.3631
26.8927
27.9746
27.8691
26.6744
24.6031
24.0699
22.5853
nd
23.9015
24.6668
20.34
28.9146
27.2648
24.4681
27.3019
nd
24.282
25.4487



26.9064
22.621
24.6234
23.9588
24.015
25.0939
24.6011
25.1895
27.5869
21.6361
24.8738
nd
nd
20.793
26.5326
23.5373
27.7499
28.3332
23.7455
23.6583
23.3255
23.4629
25.1466
22.8359
25.7843
24.7375
23.9767
28.4148
27.3684
27.5456
28.3026
25.3744
24.8581
25.329
23.6685
24.0469
25.9397
31.5389
22.4458
21.8855
22.6302

27.2366
22.5828
24.0428
24.8423
24.096
25.4573
25.7116
25.0784
27.6214
21.7695
26.3853
22.8174
21.8077
20.6007
26.5625
24.002
27.7427
28.2736
23.7515
23.4785
nd
23.8793
25.2673
22.9717
25.5565
25.1394
23.8237
28.3871
27.5792
27.5797
28.3358
25.5102
24.7914
25.1876
23.4777
23.7233
25.9251
31.557
22.4024
nd
22.2991

27.3385
22.4955
24.2867
25.3061
23.9582
25.2543
25.9954
25.1295
27.3487
21.9142
26.3669
22.5807
21.6756
20.9209
26.4049
21.9295
27.7505
28.4131
23.8009
nd
22.935
23.9502
25.3973
22.863
25.721
23.9689
24.1249
28.198
27.4277
27.5324
28.1397
25.5578
24.5927
25.1656
23.5961
23.891
25.9485
31.582
nd
22.182
23.3757

27.1266
22.8657
24.3125
24.3618
24.1642
24,9721
25.7455
25.6237
27.5859
21.6701
26.0919
23.2041
22.5689
23.0282
26.2069
23.0576
27.639
28.4413
24.1955
23.5933
23.0016
24.3537
25.1654
22.8974
25.6171
24.6904
23.34
28.3564
27.2152
27.7517
28.3615
25.6383
24.4928
25.8605
23.9332
23.9624
25.8263
31.489
22.4225
21.7819
22.5435



22.2189
27.5201
21.9967
28.017
25.6788
27.3483
25.3248
25.0115
25.6334
27.817
23.5086
20.6871
26.2478
30.6393
31.5767
27.0503
27.6405
27.3282
24.9648
23.1335
26.2211
26.0903
29.0764
nd
23.9042
25.4159
21.0142
23.628
22.3058
23.2945
23.1368
24.9943
22.41
24.8257
nd
23.8923
27.7968
22.7377
28.276
nd
nd

22.5169
27.6686
22.4426
28.0087
26.0119
27.4546
24.8641
25.5683
25.5892
27.6276
23.4268
22.0313
26.4251
30.6755
31.5156
27.0077
28.0799
27.1546
24.5404
nd
26.1958
26.1144
29.0192
21.4133
nd
25.4375
20.2442
23.6837
22.676
22.5641
22.9475
24.8729
nd
24.9069
21.9068
23.8688
27.838
23.1243
28.2778
21.104
21.2662

22.5731
27.4343
22.5475
27.8639
26.0146
27.4097
25.1896
25.0647
25.6823
27.4221
23.397
20.3497
26.2465
30.6347
31.4715
27.0571
27.6655
27.3253
24.3307
23.2481
26.2528
25.8125
28.8148
nd
23.7257
25.3096
21.1536
23.024
21.9676
22.797
23.4649
24.8633
22.4377
24.7834
21.7735
23.7882
27.8779
22.7685
28.4302
nd
21.1309

22.2475
27.6252
22.8055
27.7742
26.3491
27.5029
25.1452
25.0667
25.1964
27.6274
23.987
22.2561
26.1643
30.6997
31.6283
26.9657
28.0114
27.3944
24.6561
23.7306
26.5918
26.3047
29.0978
21.6156
23.6135
25.2678
21.6531
23.9158
nd
23.0496
23.7692
24.42
22.1752
25.1133
22.0864
23.9269
27.9019
22.9426
28.2215
nd
21.0255



26.083
23.9639
24.715
21.754
31.8511
24.6325
24.651
25.1092
20.3269
25.6067
24.3994
22.0699
22.01
nd
19.6496
24.205
24.9146
27.8623
27.8511
25.3713
22.8014
21.4528
23.335
27.7485
29.8693
25.4059
26.7514
nd
22.6627
27.0607
27.4105
24.7231
23.4179
27.531
26.2673
22.2065
28.2405
28.0571
30.5449
27.0132
25.3149

26.1053
23.6584
23.5736
22.9392
31.9223
24.9916
25.0328
25.6451
20.7525
25.4214
24.8517
22.0435
22.1765
nd
20.0855
25.4784
24.3672
27.8274
27.6388
25.1862
23.0953
21.6306
21.6451
27.8049
29.7453
25.4492
26.8292
22.6701
22.9475
26.9363
27.3945
24.7891
23.3312
27.3687
25.9066
22.8317
28.3396
27.868
30.7832
27.0328
25.4858

26.078
23.8437
23.9929
22.4545
31.9527
25.1234
24.1241
25.5856

20.163
25.4622
24.5109
21.9928

22.522
21.5288

21.102
24.7826
24.6558
27.6742

27.605
25.7772
23.0662
21.8852
22.9459
27.3961
29.1967

25.354
27.1577
22.2644
22.4627
26.9534
27.4849
24.6949
22.9901
27.6655
26.0785
22.1418
28.2212

28.134
30.5417
26.6313
25.2971

25.8136
23.6222
23.9809
22.379
31.8062
25.1942
24.0074
25.5275
20.8914
25.6707
24.62
nd
22.3223
nd
20.5535
24.4796
24.9502
27.7872
27.506
25.4912
22.4663
21.6812
23.7088
27.7228
29.8244
25.3505
26.8708
22.7483
22.5714
27.1658
27.8513
23.8201
23.3328
27.4021
25.7418
21.8643
28.3565
28.4719
30.2679
26.6994
25.7165



24.642
28.6519
28.6402
21.7626
24,9977
27.6373
27.2126

nd
25.5118

22.219

nd

21.435

nd
29.2666
24.4586
25.2958
29.2067
25.8742
26.2879
29.6464
24.2089
22.4096
21.9831

22.954
21.9276
24.3279
23.7519
25.4341
21.9373
28.1143
27.4045
26.9018
27.7448
27.0083
27.2483
26.7283
26.0606
24.1471

22.849
25.5724
23.4057

24.3042
28.865
28.6829
22.5857
25.0153
27.6245
27.2324
23.3724
25.7486
22.3435
21.1562
21.0284
nd
27.8587
24.2676
24.6748
29.2517
25.4188
26.4253
29.6309
23.899
nd
22.2383
21.8617
21.9843
23.8241
24.2971
23.5595
nd
27.9316
27.2283
26.8656
27.6398
27.0635
27.0172
26.7799
26.657
24.73
21.8631
25.4881
23.9492

24.7272
28.4424
28.4917
21.9312
24.9708
27.6713
27.3806
23.9453
25.3632
22.3076
22.0012
nd
nd
27.6724
24.2735
25.1904
29.2001
25.5867
26.276
29.6586
23.8832
22.0382
21.7434
nd
21.6299
24.0258
24.6312
25.1988
nd
27.995
27.2134
26.7604
27.6338
27.1303
27.1146
26.5707
26.4658
24.699
22.5426
25.6101
23.5356

24.2299
28.3836
28.3127
22.0242
25.0455
27.868
27.3926
24.6656
25.4807
21.9836
21.4822
20.0447
21.511
27.2357
24.0488
25.2213
29.101
25.874
26.3832
29.6459
24.3553
nd
22.4451
22.6102
21.7598
24.7896
23.9606
25.4877
nd
28.1458
27.5153
26.944
27.8577
27.0379
27.0772
27.0718
25.5854
24.4252
22.6973
25.5133
23.2593



24.7957
27.1623
21.8824
24.3924
27.902
26.901
24.7355
19.6522
24.6092
27.2336
23.9423
28.2818
20.9836
21.0767
nd
nd
24.477
23.0945
24.5657
27.7636
29.3359
24.3823
22.6557
27.9377
22.7217
29.4399
25.5235
nd
23.4065
24.6063
nd
23.7528
21.6015
22.1559
25.3953
26.8231
30.7218
29.8907
23.9453
22.8062
nd

24.6981
26.6706
nd
24.6498
27.9742
26.7209
24.7594
20.6784
24,5231
27.4263
24.2093
28.4571
21.6462
22.5225
21.6539
nd
24.2399
23.515
24.4639
27.8631
28.8863
25.4156
21.8464
27.6477
23.1538
29.3904
25.403
23.5787
24.0604
24.3888
nd
22.949
21.3214
nd
24.8116
26.9983
30.6466
26.072
24.6103
22.5064
nd

24.9449
26.9358
nd
24.41
27.9721
26.8002
24.7134
19.8951
24.5078
27.4123
24.294
28.3506
21.6786
nd
21.9721
nd
24.1429
23.7285
24.586
27.7453
29.0227
24.476
23.2031
28.0261
22.6567
29.3788
25.4212
24.058
23.5902
24.3557
nd
nd
21.4394
22.2725
24.8621
26.6596
30.6376
26.2588
23.5612
22.5868
22.2931

25.0731
27.4493
22.1177
24.2912
27.881
25.6503
24.4793
21.1066
24.829
27.3642
23.9412
28.3189
20.9945
21.8215
21.6842
22.2006
23.7737
23.1171
25.241
27.5646
29.4275
24.2647
23.6128
27.6375
23.468
29.4021
25.0324
24.1962
23.4098
24.3778
22.6614
22.6768
21.6028
23.4387
25.3023
26.7959
30.5223
27.2384
23.4385
nd
23.1608



24.8361
26.689
28.0694
20.7172
22.1196
23.2145
30.6576
26.979
25.7954
27.6089
25.1273
24.0834
25.6732
31.9071
28.4228
28.2401
22.3429
22.0034
nd
22.4611
22.9628
nd
29.8475
29.6416
30.7853
33.6667
32.8741
30.6723
26.8781
30.733
30.4682
24.8255
23.4378
27.8888
27.7367
32.4701
32.1016
25.8225
29.9841
23.3512
22.9448

24.7811
26.9392
27.9983
21.4976
22.3829
23.2731
30.7407
26.932
25.0453
27.6469
25.1857
24.0311
25.73
31.704
28.2655
28.0181
23.9774
21.9962
22.5459
22.758
21.7477
23.4937
29.7375
29.7861
30.8345
33.5112
32.8649
30.6113
27.3894
30.8645
30.5151
24.6897
nd
27.7776
27.6375
32.4453
31.9529
25.795
29.8639
22.7285
23.0181

24.8808
26.7035
27.9163
nd
nd
nd
30.6098
26.9776
25.3834
27.5774
25.0606
24.1658
26.0652
31.8713
28.1669
28.201
21.2935
22.0115
22.0089
22.9713
22.3047
nd
29.4427
29.6423
30.9073
33.6828
33.0224
30.9679
27.5379
30.9651
30.6419
24.6706
23.6656
28.1918
27.7746
32.4051
32.0825
25.9282
29.7493
22.907
22.5793

24.8461
26.8441
27.7358
21.3706
21.8652
22.5417
30.8312
26.6081
25.2814
28.4256
24.7968
24.0076
26.1588
31.5802
28.1745
28.1558
23.6624
22.2683
22.3277
nd
22.6139
21.1564
29.4035
29.6699
30.6915
33.6793
33.1391
31.1728
27.0989
30.868
30.4543
24.8467
23.1317
28.3388
27.8284
32.2686
32.1414
26.0383
29.7671
23.5775
23.0352



nd
23.4823
24.6675
nd
26.7807
26.4741
24.2995
25.0762
26.6137
nd
25.851
25.1538
23.6658
23.9695
nd
23.8188
22.6282
21.9278
24.2315
24.8361
22.2333
25.5475
28.0428
20.9127
27.5205
29.3311
26.4486
28.8431
27.9718
26.4673
26.8306
25.2302
24.7724
25.8205
27.7972
23.6012
26.5473
22.3317
26.2036
nd
22.2394

21.8133
23.602
24.3304
22.1067
26.9157
26.2493
23.9621
24.9732
26.475
22.5877
25.9747
25.2445
24.2951
24.3454
nd
23.9912
22.7059
21.8431
23.0628
24.101
22.6911
25.5628
28.0531
21.9485
26.5235
28.2125
25.3238
27.96
26.6843
25.4087
24.8178
24.7007
23.9905
25.8752
27.7773
24.0394
26.6525
23.055
26.8598
nd
22.1215

nd
23.7572
24.6327
22.2109
26.3965
26.0736
24.2634
24.8699
26.5616
22.4087
25.9134
25.0654
24.3124
23.8635
nd
23.793
23.2831
21.8109
23.5518
24.2005
22.4042
25.7856
27.9381
21.7727
26.7768
28.5715
25.7417
28.4081
27.1618
25.7981
25.7509
24.9843
24.1679
25.9273
27.8434
23.7584
26.5139
22.5096
26.6196
nd
nd

20.4918
24.0778
24.7721
21.9984
26.8831
26.2063
24.0501
25.0504
26.4985
22.3671
26.3088
25.2076
24.4285
23.9515
nd
23.4292
23.3569
nd
24.134
24.1483
22.7877
25.3455
27.8064
22.5428
26.8044
28.3903
26.1078
28.1201
27.5881
25.879
25.1744
25.175
23.9724
25.9672
28.6428
23.8534
26.4493
22.5253
26.3313
21.2274
22.1556



24.2446
25.1391
23.5752
23.9384
25.5026
26.8055
23.8873
25.3493
nd
29.8854
29.5577
25.1468
23.2072
25.6616
24.782
23.3149
30.397
25.6397
27.5763
23.5844
21.9829
25.0214
23.7265
28.6648
29.6559
29.2246
23.6759
25.5217
22.4981
24.9878
22.2051
26.1598
22.8281
23.1529
24.1578
25.5339
21.0842
24.6754
25.6251
28.0216
24.4629

24.459
25.1804
24.1223

24.851
24.2884
25.8658
21.3897

24.803

nd
29.4585
29.5673
25.1692
23.2874
25.4654

25.269
22.7595

29.548

25.733
27.6907

nd
22.8692
24.8805
23.2636
28.7001
29.5207
29.0974
22.3125

25.501
22.9458
25.3334

nd
26.3155
22.8138

nd
23.8777

26.35

21.2171
24.6846
25.6434
27.6662
24.2786

24.2184
25.7344
24.1842
24.3246
24.359
26.541
nd
24.9612
21.2339
29.872
29.7748
25.159
22.8013
25.3462
25.2218
23.5042
29.9373
25.5897
27.3978
23.3013
22.2753
24.8624
23.7963
28.6585
29.6536
29.4531
nd
25.5311
23.5207
25.3021
22.2929
26.2931
22.3904
22.6609
23.5204
26.1621
21.5387
24.737
25.6701
27.7661
24.215

24.6726
25.6109
24.3438
24.2237
23.9494
25.7665
nd
24.7354
nd
29.9791
29.7861
24.5908
23.1955
25.3244
24.3286
24.0619
29.6358
25.6045
27.698
23.8557
22.7294
25.1017
23.3535
28.5904
29.9683
29.1849
23.9383
25.832
22.9931
25.1293
23.0238
26.517
22.7116
21.5213
23.2141
26.5654
21.5194
25.1373
25.9886
27.7883
24.633



24.4539
21.816
22.346

22.6702

22.2377

22.7352

25.9581

21.0866

23.3516

25.5099
23.172

23.8247

29.9392

23.1966
27.723

27.3753

26.1082

24.2879

23.3834

nd

21.2566

27.8463

21.7959

22.6759

26.2165

24.1157

26.2856

22.2097

26.7935

24.8954

26.6188

32.5679

24.1791

25.6149
26.337

nd
nd
nd

26.6561

25.1442

20.1657

24.0939
23.0869
23.4133
23.1018
22.5213
22.159
26.0097
21.6723
22.0407
25.3919
23.0894
22.8731
29.8752
23.3633
26.9226
26.5455
26.2127
25.2644
23.8447
nd
21.2256
27.391
23.5822
22.5186
25.9983
24.1976
26.4266
nd
26.8083
24.9087
25.9755
32.5943
24.3683
25.7212
26.498
nd
21.2001
20.4909
26.5102
25.1163
20.8914

24.4234
nd
22.3472
23.0718
22.2226
23.196
25.8561
21.2032
23.1589
25.2221
23.459
23.5868
29.922
23.2959
26.9804
26.8498
26.072
25.2543
23.4746
19.546
20.983
27.6241
22.8312
22.6629
26.501
23.7311
26.5182
nd
27.0977
24.8795
26.2259
32.6758
23.8631
26.1004
26.445
22.2082
nd
20.5227
26.3132
25.1607
20.5173

24.8381
nd
21.6152
22.5934
22.3071
23.8155
25.6693
21.8663
nd
25.3278
23.7001
24.4133
30.0901
23.6872
26.8059
26.8819
26.1019
25.3526
24.1016
22.4433
21.1805
27.7846
nd
22.7586
26.2135
24.2266
26.4413
nd
27.5939
25.2054
26.1367
32.5445
24.2884
25.9032
26.7193
22.0098
20.6515
20.4048
26.5931
25.4322
nd



26.8939
24.0072
27.1511
26.5611
24.6624
22.4795
22.1408
27.3404
27.1345
24.2314
25.1462
21.9953
27.0436
nd
22.6771
28.7049
24,9517
23.1342
26.4705
24.8082
24.1953
22.4038
23.9468
20.4103
26.931
22.5519
22.5991
29.0315
28.6259
28.177
29.892
23.2406
23.158
23.9817
23.667
25.7582
22.5885
23.1878
20.3385
23.049
nd

26.9525
23.7466
26.9927
26.9083
24.7003
nd
22.2462
27.2867
27.2402
24.0907
24.7136
22.8633
26.9439
nd
22.6439
27.949
24.6907
23.1324
26.2005
24.6057
24.5327
nd
23.9022
nd
26.7287
22.8835
22.2806
28.2748
27.8843
27.1562
29.8725
23.5739
23.7281
24.1502
23.5308
25.8041
23.0281
23.36
20.3847
23.243
22.3089

26.8214
23.969
27.1376
26.7016
24.2694
22.2646
21.8502
27.1884
27.3139
24.2351
24.7846
22.4326
26.9165
28.2998
22.7743
28.2814
24.9225
21.64
26.2031
24.3776
24.1983
21.387
23.7377
nd
26.6315
21.8574
22.0616
28.3979
28.1105
27.4386
29.7825
22.7248
24.134
24.2076
23.3794
25.5785
22.7406
22.9352
20.8854
23.0976
nd

27.1179
23.8167
27.2695
26.9198
25.1561
22.799
21.6648
27.4782
27.2587
23.8149
nd
21.9068
27.2728
26.2792
22.8036
28.2082
24.8055
22.9701
26.3616
24.657
24.2338
22.5184
23.8325
20.676
27.1504
22.0051
22.4591
28.4848
27.754
27.4211
29.5982
22.87
24.769
24.2009
23.752
25.8907
23.5014
23.0717
20.2566
23.2847
nd



26.907
26.4473
26.3128

23.214
28.6985
24.1105
22.2035
29.0981
26.6761
29.3734
29.8155
21.7801
24.1922

nd
31.3905
21.3971
26.8528
28.3013
25.8227
29.7022
24.0846
25.2965
27.6501
24.7852
22.2201

nd
25.2113
26.1847

nd
28.1961
28.0547
24.2139
24.9574
24.3677

21.445
31.2047
26.5475
25.7864
21.6084
27.5979
29.8201

26.9904
26.4996
26.2535
23.9419
28.5432
24.3135
21.5211
29.0751
26.74
29.5871
29.8162
nd
24.3655
22.0436
31.1639
nd
26.4878
28.3478
25.8419
29.8623
24.2239
25.3514
27.5855
25.0014
21.6248
23.4399
25.0073
25.2895
nd
27.5989
27.5557
23.9017
25.4097
24.2639
21.5975
31.1436
26.3517
25.8643
22.0646
27.5486
29.914

26.901
26.4284
26.3741

23.447
28.3605
23.6336
21.8225
29.0862
26.3989
29.4956
29.7559

nd
23.5317
22.2284
30.9543

22.198

26.446
28.0371
25.6986
29.6777
23.4502
25.1794
27.6136
22.4478
21.7854
23.2822
25.3012
25.6404

20.412
27.7567
27.8488
24.1038
25.4752
24.3916
21.6039
31.1167
26.5547
26.0067
21.5673
27.3979
29.7483

26.6539
26.3815
26.4374
23.4238
28.4529
24.2559
21.9415
29.2849
26.895
29.5895
29.687
21.4855
23.915
22.0311
30.9141
21.0522
25.9825
28.6371
25.837
29.8156
22.9892
25.0509
27.6689
25.0336
21.6035
22.6602
25.4363
25.5569
20.3627
28.0686
27.805
24.3871
25.1226
24.4684
21.5986
31.422
26.6741
26.3202
21.3354
27.9529
29.8107



28.0113
27.1518
23.9362
22.9074
22.8557
24.1755
24.1129
23.0145
27.4817
31.9404
nd
28.3581
24.6688
24.5038
26.4991
23.9336
25.0314
24.369
24.6746
26.274
23.1398
22.5963
23.394
23.5314
24.458
24.1057
27.722
23.9592
25.7209
24.4271
22.744
24.1873
24.1238
25.6223
24.5741
27.2518
24.3511
23.9138
30.5715
25.0044
23.7133

28.3239
27.1965
23.5981
22.8143
22.977
24.5218
24.6652
23.3977
27.5097
31.908
22.2032
28.3051
24.2278
24.7281
26.3786
23.98
24.7148
24.0843
23.8683
26.3572
nd
22.7725
23.5799
23.5252
24.6071
24.4912
27.5362
24.3582
25.4559
25.4585
23.2724
24.7267
23.0775
25.6659
24.5159
27.3915
23.747
24.7078
30.8765
24.9904
23.2784

28.2272
27.2796
24.1701
22.6677
22.6858
24.403
23.7407
22.8765
27.6514
31.8891
22.0751
28.4113
24.3711
24.2884
26.3039
24.1039
24.6312
23.7136
23.4608
26.3895
22.8672
nd
23.0342
23.698
24.082
24.3306
27.5685
24.5382
25.0414
25.3981
22.8248
24.489
23.9415
25.6862
24.1834
27.1347
24.1445
23.4668
30.9493
24.7669
23.575

27.9672
26.9426
24.1881
22.479
23.3527
24.786
24.0889
22.844
27.8269
31.8964
22.0356
28.497
23.9886
24.4571
26.5497
24.6169
25.1935
24.4714
24.1864
26.3808
22.4806
24.3623
23.693
23.9099
23.452
24.7042
27.8524
24.3758
25.4314
25.8168
23.2876
24.3314
23.9741
25.5516
24.564
27.4294
24.403
25.6471
30.7591
24.9562
23.7332



21.36
25.5115
29.3575
26.4929
26.6694

27.562
26.8598
29.8451

nd
27.0832
23.2014
23.9982
24.8111
21.1682
27.0909
29.1896
23.4697
25.2447
28.7892
25.3613
22.0545
22.5529
22.3843

22.906
26.3281
22.9836

21.677
22.9086

nd
25.1616
24.7311
23.6412
24.6863

25.374
28.0595
28.8004
26.5062

nd
30.2704
28.7015
26.7839

22.7678
26.485
29.4284
26.4665
26.6283
27.1777
26.827
29.7546
nd
23.671
nd
23.2947
25.3108
21.7093
26.9614
29.3129
23.4454
25.0736
28.7667
24.9809
21.9632
22.4506
22.9645
nd
26.4981
22.4545
nd
22.6205
21.1314
25.542
24.6102
23.8012
24.9361
25.4768
28.007
28.9217
26.4026
23.7555
29.4137
27.7493
26.0339

22.6049
25.9759
29.3296
26.4606
26.5183
27.1822
27.0857
29.8155
21.4118
24.0013
23.4501
23.5627
24.8242
21.1569
27.2366
29.2874
nd
25.2577
28.5844
24.883
22.0836
22.2581
22.1297
nd
26.5109
22.1398
nd
22.6241
nd
24.7658
24.6253
23.7505
24.7075
25.3778
27.9762
28.7184
26.498
23.4751
29.9344
28.1275
26.4102

22.6994
25.8842
29.3089
26.2863
26.678
26.9317
26.5861
29.7579
21.4804
24.2086
nd
23.6564
24.946
21.1716
27.2919
29.2121
23.0484
25.7717
28.844
25.2857
22.8368
22.5377
nd
22.5584
26.4123
22.2488
nd
22.8413
21.1219
25.2478
24.8009
23.5986
24.5045
25.7935
28.0151
28.6762
26.409
23.861
29.6879
28.1511
26.315



25.4594
nd
23.2223
27.0686
25.6181
25.5343
28.3266
22.7078
26.0453
23.9955
nd
27.5089
24.6224
24.0743
20.7682
22.5964
22.2251
25.936
nd
23.1881
25.0972
24.2528
30.1939
25.6568
25.1638
30.1552
22.9981
23.2392
26.1414
32.5635
33.2602
24.8192
22.3006
22.3932
nd
23.3073
22.2682
22.1753
nd
29.4049
23.4543

25.4967
nd
23.5759
27.0708
25.5727
24.3669
28.1876
22.8526
26.295
23.2839
23.1893
27.6649
24.8052
24.1906
20.8753
22.906
nd
26.1777
22.0624
nd
25.0401
24.835
30.2712
25.939
249371
30.124
23.7514
23.3178
26.4947
32.5703
33.0903
24.5832
22.3854
nd
21.5236
22.7508
22.116
22.1667
nd
29.3618
23.2608

24.4717
21.1414
23.1814
26.9353
25.765
25.0238
28.2026
22.9908
26.1531
23.8822
nd
27.4597
24.5588
24.1009
20.9546
22.8833
22.2186
26.0386
21.4195
22.7499
24.904
24.4074
29.9354
25.6616
24.4982
30.1125
23.4919
23.1582
26.5315
32.4866
33.2225
24.6046
21.9449
21.9062
21.2776
23.8434
21.6797
22.0854
nd
29.3967
23.4516

25.8168
20.9141
23.6649
27.1204
25.7337
25.0551
28.4285
22.7032
26.1266
23.5091
23.3487
27.3467
24.1045
23.9552
21.1817
23.1485
20.9954
25.6452
21.2022
22.7979
25.0158
24.4601
30.4903
25.7479
25.6876
29.94
23.773
23.6012
26.3386
32.5146
33.2699
24.3808
22.8329
21.4222
22.1486
nd
22.2184
22.1737
nd
29.3693
23.6434



21.9854
28.6991
29.4435
22.5282
29.8444
22.3965
28.9627
29.9639
24.2816
25.6444
26.466
23.8038
26.106
24.1135
23.5246
24.3151
23.4765
26.7779
34.8201
27.525
28.6866
25.0899
25.4377
nd
27.0241
30.5126
24.17
26.9389
20.909
31.5676
23.2188
23.4783
25.0036
23.4554
27.2076
27.9966
nd
23.8114
24.7919
23.1373
25.4938

21.8317
29.5412
30.2897
23.6415
30.7778
22.3177
28.0273
29.7732
23.7
25.5631
26.5598
23.6228
26.1313
23.8712
nd
24.2481
24.2012
27.1097
34.7976
27.4903
28.6101
24.9362
25.2337
22.4686
27.1254
30.4848
24.6623
26.8336
21.2798
31.6785
23.5013
nd
26.2697
23.2167
26.9143
27.8273
22.9344
23.7042
24.2422
23.5364
25.5113

22.6047
29.5027
30.2514
22.7427
30.5908
nd
28.4379
29.9011
24.3203
25.8965
26.5921
23.9508
25.8893
24.2628
22.4617
24.2478
23.9437
26.8577
34.8884
27.6474
28.6787
24.9843
25.588
nd
26.9381
30.2627
23.9846
26.5096
20.8544
31.8905
23.0098
23.2731
26.1071
23.5124
27.03
27.83
23.2406
23.7283
24.385
23.539
25.3219

21.7876
28.6789
29.6259
21.2566
29.8182
22.2366
28.2533
29.7449
24.1289
25.9311
26.4966
23.8615
26.084
24.7796
23.2145
25.1449
23.1063
26.9014
34.8034
27.7679
28.5026
24.8048
25.3806
22.6393
27.1279
30.3743
24.1265
26.5098
21.2118
31.4719
23.1812
23.2261
nd
22.9929
27.2237
28.2917
23.4558
23.6272
25.2234
23.7923
25.4078



nd
26.3837
21.6621
nd
20.3206
24.8966
22.6574
23.5167
27.9472
32.3167
nd
24.1429
24.7283
23.7879
24.1735
28.1881
21.5524
nd
24.3057
23.695
27.103
29.2132
nd
22.6722
nd
23.348
nd
25.3972
27.6982
25.7635
25.5392
25.249
25.0378
23.6426
28.6645
25.7081
23.5077
23.2512
23.187
24.32
23.3547

nd
26.5808
22.2439
21.2121
21.1904
25.3225
23.228
23.3749
27.92
32.0361
nd
24.4938
24.2405
23.6575
25.0542
28.3403
21.7706
22.7938
24.2897
23.9013
27.3808
29.1875
20.932
22.8063
22.1801
23.3109
nd
25.461
27.6818
25.4568
25.6973
25.1168
25.0236
23.9855
28.6724
25.485
24.2224
nd
23.2811
24.9444
nd

nd
26.2809
22.1567
20.7553
20.7868
25.4274
22.5023
23.0724
27.6718
32.0554
nd
23.7721
24.1342
23.2696
24.623
28.4733
22.1418
22.785
24.495
23.6043
27.1758
29.0764
21.171
nd
22.082
23.4987
23.6243
25.3454
27.6165
25.3654
25.4697
25.2526
25.0703
23.6281
28.5525
25.127
23.9364
23.3619
22.9644
24.472
22.8397

23.2054
26.4472
22.9831
21.0603
21.3696
25.5278
22.7263
23.5736
27.882
32.2224
23.1386
24.2669
24.1741
23.2519
24.2008
28.4961
22.2416
22.9751
24.4564
23.7703
27.2359
29.336
21.0028
22.8976
nd
23.5566
nd
25.7166
27.8195
25.6704
25.4634
24.8389
25.0357
23.5292
28.8258
25.391
23.7744
23.8805
23.0451
24.3194
nd



25.9304
23.0733
23.2487
28.0413
22.9365
25.2572
25.9799
25.9437
26.4001
27.5353
27.0787
nd
25.1514
24.6291
nd
21.8984
nd
23.4443
nd
24.7218
28.9919
21.0559
22.6417
26.178
28.1252
26.5909
28.8976
30.0878
23.0224
22.0883
28.6865
29.3554
24.1263
23.1375
23.3594
27.2204
24.8855
nd
21.4371
22.8405
30.2455

26.1269
23.0165
23.3836
28.0895
22.7015
25.1515
25.9744
26.2579
26.2086
27.665
26.9013
nd
24.7775
24.3828
21.4036
21.7193
20.9243
23.1424
21.3727
24.6867
28.9842
22.5186
nd
26.225
27.2664
26.7887
27.9287
30.0931
22.9608
21.7898
28.6571
29.0731
24.075
22.9212
24.1743
27.0454
24.901
22.2161
22.303
22.9851
30.0103

26.0437
23.2288
23.244
28.0792
22.8514
25.4262
26.0507
26.1019
26.4527
27.4782
26.908
nd
24.9271
24.4204
22.3169
21.2001
22.7143
23.6714
21.7807
24.4789
28.8062
21.6627
22.2023
26.1417
27.5328
26.6737
28.1463
30.0804
nd
nd
28.4822
29.0547
23.8453
23.2929
24.1071
27.1942
25.2424
22.6209
22.2625
22.7425
30.3617

25.789
23.2686
23.7381
28.0954
22.9431
25.8107
25.9613
26.0187
26.2157
27.8486
27.2876
23.4599
25.0592
24.9468
22.7288

21.668

22.598
23.3945

nd
24.7797
28.8925
20.8508
22.9432
26.0161
27.2712
26.4912
28.1098

29.962
23.3924
23.0055
28.3907
29.2882
23.5329
23.6413
24.4374
27.1099
25.3896

nd
nd

22.958
30.3562



24.0371
25.2377
23.498
22.1291
25.7829
32.1637
29.4424
24.8125
23.5107
23.6394
30.4901
27.8572
23.1463
26.2308
24.9423
nd
27.64
26.1556
23.9659
23.722
22.8414
28.6319
21.7582
25.5023
23.0867
24.2272
27.5805
28.4978
24.3968
32.0985
23.7221
30.0116
31.0879
30.1156
23.1747
22.2677
23.7524
nd
20.6147
34.5688
34.7548

23.6903
24.625
23.3514
23.1857
25.6614
32.1449
29.3868
24.5014
23.7888
23.7233
30.3525
27.7864
23.4983
26.191
25.2338
nd
27.6432
26.1776
24.2542
22.6411
22.2957
28.6526
nd
25.1331
23.0014
23.8416
27.5011
28.5534
24.1282
32.3892
23.9134
29.1986
30.2197
29.1199
22.8264
22.4411
24.0462
24.0706
21.1274
34.4935
34.6037

24.1528
24.8045
23.845
22.8546
25.5264
32.1623
29.4095
24.4672
23.448
23.7684
30.6295
27.5826
23.5201
26.2056
24.9707
23.4454
27.5513
25.7815
23.8519
nd
22.0476
28.8393
20.7805
25.61
22.8339
24.0231
27.5085
28.6071
24.2898
32.1371
23.6201
29.4822
30.596
29.5579
22.9339
22.9822
23.3187
nd
21.2782
34.2697
34.3721

23.7528
25.2638
23.4247
22.9944
25.8684
32.1077
29.0826
24.2275
23.021
23.5417
30.8455
27.649
24.3677
26.0966
25.375
23.6287
27.3408
25.6498
23.9494
23.5489
22.2842
29.0596
21.9202
25.8544
23.2236
23.7656
27.5938
28.8926
23.9699
32.0326
24.3285
29.3288
30.4192
29.3002
23.0811
22.782
23.3056
24.6452
21.1026
34.4358
34.6901



25.6312
22.3811
24.1376
23.7911
nd
25.4418
24.6431
25.2903
20.8096
23.1409
nd
22.1369
27.0991
25.665
21.4334
27.8149
25.0889
24.8766
26.978
26.4573
29.6735
23.7613
28.8472
24.5958
32.8171
29.8363
32.0652
32.9747
23.6832
33.0384
27.9874
25.9527
23.0246
29.5692
25.3941
23.713
22.7578
22.5438
nd
23.437
22.053

25.3208
nd
23.8233
23.3448
25.1135
25.566
24.1776
24.9859
21.2177
23.0616
nd
21.594
26.8053
24.9666
21.4217
27.7288
24.8013
25.7047
25.1671
25.762
29.401
nd
28.6092
27.6422
32.4554
29.6336
32.0209
32.6765
23.5478
33.4828
28.0026
24.7878
22.9373
29.3869
24.6594
23.1699
23.1616
22.616
nd
nd
21.9206

25.3853
21.615
23.5467
22.6093
24.6452
25.4803
nd
25.1652
20.6585
23.0814
nd
21.7013
26.8439
25.3895
21.6747
27.9479
24.7284
24.8219
25.6448
26.1235
29.6772
24.3276
28.9671
24.694
32.6888
29.8793
32.1012
32.5932
23.9292
33.375
27.8483
25.0861
22.6114
29.6119
nd
23.6995
22.7623
22.4526
22.6874
23.2654
nd

26.4562
21.7282
24.2052
23.2491
24.1351
24.517
24.2625
25.2531
20.9554
23.1788
21.955
21.6113
26.7439
25.481
21.15
27.913
24.7526
24.2855
26.4513
26.6608
30.1076
24.7483
29.4442
23.5364
33.293
30.5156
32.8149
33.0644
24.224
32.9039
28.0057
25.4823
22.7944
30.0049
25.2554
23.4107
23.1135
22.7758
23.7693
23.6402
22.1903



25.1777
28.0303
28.1995
26.5086
24.7004
27.0642
22.7147
25.7766
26.6418
23.919
28.8537
27.644
23.0853
27.2094
28.6929
24.8139
25.0676
nd
21.3812
23.5176
27.9573
24.4591
24.3097
28.2854
25.2542
nd
22.1866
28.2423
25.8938
26.0197
nd
23.2691
28.1606
29.9615
29.4437
23.6022
25.8183
29.1637
24.75
27.3488
27.6206

24.7983
27.7877
27.8999
26.4574
24.8292
27.0877
22.7835
25.2445
26.3898
24.0245
28.7832
27.3753
23.3973
27.2449
28.819
nd
25.0383
nd
21.2032
22.156
27.7924
23.2904
24.4675
28.2074
24.2921
nd
nd
27.9999
25.9518
25.8193
22.0453
nd
28.1645
30.0093
29.2941
24.5115
25.5975
29.2685
24.8471
27.219
27.7807

25.1104
27.8302
28.0631
26.5403
24.9052
27.1499
22.8083
25.6427
26.6584
23.6664
28.7515
27.3777
22.7
27.1786
28.8288
24.8379
24.7605
22.0973
21.2771
22.95
27.7965
23.4091
24.1142
28.0461
25.2258
24.2735
22.1639
27.8693
25.8143
25.7862
22.0254
22.5673
28.1931
29.8831
29.4872
23.9675
25.7315
29.1926
24.9477
27.2497
27.676

25.2617
28.3404
28.5681
26.8028
25.064
27.5513
23.2938
25.3051
27.0649
24.3755
29.1249
27.6349
22.7569
27.4051
29.0277
nd
25.0415
22.6394
21.5083
nd
28.0562
23.416
23.7283
28.1114
24.8618
nd
22.7507
28.0308
25.5129
26.1224
22.4871
21.1023
28.4226
30.2235
29.8245
24.3036
26.1563
29.1524
24.9221
27.7561
27.849



23.8595
29.5679
31.0012
28.0354
29.9553
26.9183
25.0726
24.4864
29.9167
27.9889
33.5677
25.0063
26.9789
23.9536
26.4649
22.877
21.9642
26.4694
24.0223
nd
nd
23.4414
27.5182
29.774
29.822
27.6172
21.6811
22.1099
21.5976
24.1919
27.8941
25.5228
nd
27.556
25.7241
22.646
21.9177
20.7804
24.3889
22.7483
29.4498

23.6929
29.4129
30.9815
27.4455
29.9817
26.9608
24.9596
24.4258
29.5369
27.7964
33.5532
25.0841
27.4339
24.3806
26.4646
22.5922
nd
26.4716
23.8963
nd
nd
nd
27.6202
29.3885
28.7562
26.4413
20.8884
22.2669
21.4066
24.24
27.9454
25.7755
nd
27.4874
26.5956
22.6767
21.6317
21.8532
24.283
22.7547
29.382

23.5902
29.5575
30.9521
27.6628
30.1092
26.8768
25.3336
24.4065
29.799
27.8919
33.5794
24,9233
27.4298
24.032
26.5464
22.2827
22.2137
26.1966
23.8293
22.998
22.1626
22.465
27.3116
29.4776
290.251
26.9932
22.5762
21.8008
20.7126
24.058
28.1123
25.9277
22.7105
27.8737
26.2257
22.8215
21.6839
21.7331
24.2246
23.4909
29.3011

24.3946
29.984
31.1557
27.8972
29.7934
26.6854
25.0388
24.1956
29.8245
28.0178
33.428
24.6858
26.9155
23.8353
26.698
22.3338
22.5771
26.3994
24.0874
22.6526
22.8176
22.6433
27.4761
29.2522
29.1291
26.6349
22.0484
22.1694
21.2329
23.6918
27.523
25.9684
22.6222
28.1841
26.2604
22.6991
21.7656
21.9469
24.4489
23.3664
29.3806



21.6
28.1791
25.375
23.7155
26.0058
24.2967
22.8303
nd
23.0551
25.506
25.065
21.4075
29.1369
27.0546
23.3418
27.7112
22.2707
27.2677
23.175
nd
23.5527
23.4564
26.0584
25.9456
nd
30.4423
25.6487
27.5951
30.6396
25.1509
25.7713
26.7523
26.2533
24.7878
25.4013
21.4584
24.8689
26.8662
22.9404
26.8059
22.7797

22.6848
27.531
25.2588
23.6934
26.715
24.6998
23.5585
20.5307
22.8263
25.9259
24.2217
nd
29.1482
27.0021
22.3876
27.9138
21.6174
27.3059
nd
22.262
23.0839
24.2976
26.2861
25.8353
nd
30.4356
26.1012
27.6098
30.5821
25.3002
26.4193
26.9729
26.4992
25.4306
25.4976
21.7413
24.1049
26.6619
23.0807
26.7604
23.108

nd
27.746
25.3191
23.6687
26.7396
24.673
23.5158
20.6931
21.5923
25.3637
24.4397
22.6987
29.2456
26.9855
22.1374
26.9906
22.7617
27.0792
22.2409
nd
23.6348
24.2777
26.0755
25.9898
22.1273
30.15
25.8004
27.4577
30.7437
25.2138
26.0396
26.8107
26.3899
25.3501
25.4503
21.8003
24.2165
26.4991
23.0046
26.9908
23.6383

22.4004
27.8617
25.3753
23.6582
27.0552
24.6219
23.3865
21.114
21.1712
25.8671
24.5439
22.3655
29.2236
27.0411
23.5829
27.2489
23.4721
27.0401
22.9839
nd
23.713
22.066
25.9653
25.8953
22.5041
30.0887
25.5048
27.3621
30.681
24.9775
25.9675
26.6623
25.8031
24.5554
25.0243
21.1134
24.7503
26.3802
22.8601
26.8357
22.7958



23.9333
21.7233
27.4931
24.7812
25.2105
23.4913
26.1907
25.1238
23.5493
22.6046
24.2394
25.2264
22.5488
22.9548
21.7191
24.257
25.0754
24.4187
21.2231
24.7493
26.8986
25.103
24.6598
28.253
24.5262
nd
nd
nd
nd
nd
nd
nd
nd
nd
nd
nd
21.8559
22.6847
22.9298
25.6885
28.3283

24.3429
23.8902
27.4062
24.8914
25.068
nd
26.607
25.2002
23.6544
23.3592
23.8333
25.2985
nd
22.9486
22.3967
24.2354
25.4635
24.7206
nd
23.6924
27.1307
25.4257
25.0048
28.4418
24.2441
25.511
29.7873
25.5476
23.4234
25.8644
25.6431
25.5242
24.6818
23.1592
29.1801
25.2524
21.8498
22.8088
22.329
26.3389
28.4668

23.938
23.8957
27.4077
24.5609

24.886
23.2795
26.4245
25.2099

23.56
nd
24.1756
25.4128
nd
22.7002
22.1855
24.2869
25.1072
24.1779
21.7606
24.3692
26.7976
25.0585

24.705
28.3896
24.4976
25.2728
29.9519
25.3842
23.7345
26.6371
25.8736
25.7345
25.4862
23.2264
29.1444
25.0898
21.1346
22.6124
22.7438
26.0609
28.6018

23.6075
23.6995
27.3174
24.383
25.2786
23.4891
26.2725
25.0494
23.3762
23.3716
24.2087
25.7096
22.9294
23.6748
21.9202
23.3088
25.016
24.0523
27.5743
24.5239
27.021
25.3878
24.89
28.3491
24.3675
24.4964
29.5755
25.3035
23.1351
25.789
25.3619
24.6321
24.4361
23.9252
29.788
25.2543
21.4168
nd
22.8762
26.03
28.4956



29.7553
24.1914
30.7182
29.787
22.9099
24.933
22.0822
23.0736
22.8161
25.528
21.3822
24.3707
24.785
28.0189
29.8396
27.571
23.5101
24.1108
21.6532
26.3184
25.0859
31.5467
25.1244
21.9873
22.9528
27.0993
24.2041
27.3359
26.616
22.3858
26.1502
25.634
24.1183
28.8746
nd
31.3315
28.0205
25.8187
28.5285
24.876
25.7355

29.9086
24.7871
30.759
29.8159
23.1784
24.7723
22.9779
22.6065
23.4571
25.1619
nd
24.4957
25.18
28.1619
29.5915
27.4314
23.0545
23.627
21.3133
25.7099
22.9276
31.5731
24.3491
21.0211
23.4054
26.9753
24.4432
27.3664
26.4795
21.9269
26.2518
25.3052
23.265
28.644
23.5623
31.1479
27.874
25.7258
28.4155
24.8499
25.6939

30.0496
24.7225
30.9421
30.0712
23.1984
24.5671
22.5374
23.2242
23.0521
25.1081
nd
24.4932
25.2593
27.8512
29.4343
27.3534
nd
24.1955
21.7702
25.725
24.079
31.6875
25.7662
22.3388
23.6905
27.2233
23.7758
27.3167
26.5554
22.195
26.0162
25.1906
24.2081
28.9583
23.6994
31.3372
28.1208
25.8145
28.4221
24.6673
25.4457

29.9408
25.8772
30.7259
29.8843
nd
24.9453
23.2426
22.9847
22.8417
25.201
21.0407
24.4207
25.651
27.6759
29.4098
27.1588
23.6577
24.554
21.2982
25.7659
23.0486
31.844
25.513
22.7395
23.6594
27.1657
23.7116
27.3384
26.7539
22.5683
25.9751
26.0322
24.2447
28.6829
23.7195
31.4552
28.4187
25.8388
28.4236
24.3276
25.548



27.4038
30.1477
22.9447
nd
31.1027
28.2356
24.6415
26.5255
28.2516
22.1739
24.8607
nd
26.5055
25.2222
22.9843
22.3096
23.6503
27.2732
28.9489
23.0947
23.6956
30.7671
nd
22.4755
32.5909
25.6054
23.8472
24.7205
26.7992
25.3282
21.2887
22.8647
24.2425
25.8837
23.6734
24.832
23.536
26.8311
23.7628
27.8292
24.2364

27.2804
30.2094
23.2954
21.9698
30.9491
28.2475
24.8173
26.3069
28.668
22.1126
24.7294
nd
26.5342
25.2582
21.9449
21.1599
23.4017
27.2936
28.708
23.0841
24.3047
30.7677
21.9404
23.038
32.6764
25.1128
23.502
23.9171
26.6672
25.2245
nd
23.933
25.3385
25.8245
24.1033
24,9991
24.781
26.9824
25.92
28.1643
24.0552

27.1848
30.1507
23.0049
21.3382
31.1977
28.0959
24.2864
26.4313
27.7963
23.0407
24,9958
nd
26.4018
25.2957
nd
22.4438
nd
27.2023
28.7234
23.3772
24.0887
31.04
21.89
23.1672
32.6723
25.6835
23.3437
24.3216
26.7033
24.913
20.9849
24.3264
25.1248
25.5839
24.0282
24.9597
24.2875
26.8427
24.9895
27.7932
23.6278

27.0316
29.9773
22.2637
21.5839
30.9835
28.1622
24.8084
26.1792
27.782
22.4785
24.5316
24.1426
26.7701
24.789
22.4723
22.0699
24.7315
27.5019
28.8449
23.414
23.7526
30.8104
22.6882
23.6342
32.6517
25.5002
24.0201
24.2454
26.1737
24.8672
nd
24.6011
24.4538
25.8543
23.8244
24.9358
23.8782
26.8284
25.5843
27.9763
23.8336



24.68
23.0184
24.9614
21.9437

nd
23.8845
26.2978

nd
23.6839
25.2419
22.0737
24.1353
25.2685
23.7067
23.1721
22.8608

nd
22.9869
27.0221
24.9075
26.1314
21.4966
23.5827
21.6088
24.5738
21.4822
14.8393
28.3333

25.431
25.2296
23.1603
23.5745
21.9784
27.4443
23.9097
28.4862
30.219

23.6308
27.2584
25.5759
26.3102

24.9933
23.4836
24.8191
22.0083
nd
23.7083
26.5833
nd
23.5279
25.9943
21.8993
24.5754
25.2237
24.2792
23.1726
22.4398
nd
22.7372
26.9167
24.928
24.1585
nd
23.8342
21.3944
24.8746
21.6993
nd
28.3446
25.1541
25.5331
22.616
23.6681
22.5942
27.4005
24.2863
28.7127
29.662
nd
27.5673
25.3989
25.1538

24.5339
22.7547
25.0203
nd
22.8807
nd
26.6242
nd
23.7632
26.3501
21.8875
24.5271
25.0848
23.8167
22.7153
nd
nd
21.2079
26.8389
24.4228
24.3138
nd
24.2628
21.2074
25.2426
21.6484
nd
28.4333
25.1509
25.2463
23.21
nd
22.4804
27.4293
23.59
28.5006
29.9553
23.6797
27.3766
25.3939
25.427

25.0039
22.6264
24,9251
21.2316
22.6063
23.9814
26.714
nd
23.2795
26.0246
21.9431
24.4138
25.058
23.9515
22.6592
nd
22.9118
21.964
26.9788
24.8197
25.4171
22.1148
24.0202
21.0272
25.0629
22.0455
15.9075
28.4617
25.4282
25.4115
22.9345
23.7091
22.9396
28.5677
23.5053
28.9749
29.9418
23.2973
27.6657
25.5911
25.216



nd
23.0215
22.6512
25.4361
31.5009
26.8116
29.3279
22.4619
25.7808
24.128
24.3067
21.645
24.3496
24.4645
23.1834
27.9871
24,9172
22.9623
21.969
20.6176
21.7702
nd
23.0795
24.7038
25.1956
26.5497
23.5557
22.4375
nd
26.1081
22.8016
23.461
23.4859
22.7818
24.9898
24.4667
30.1241
nd
25.5914
25.9379
24.8473

22.8937
22.3156
23.0146
25.577
31.5311
26.7899
29.5664
22.3717
25.48
24.1838
24.7785
23.3566
24.3881
nd
nd
27.9311
24.162
22.8936
21.1035
20.4114
21.5841
24.099
22.5725
24.7139
25.0964
26.0032
23.8304
22.7585
23.5892
25.6136
23.2351
25.1416
nd
22.6609
24.3467
24.4469
30.1155
23.2494
25.2601
26.161
24.5847

23.076
22.539
22.5653
25.8725
31.0295
26.8947
29.7033
22.6582
25.5568
24.4946
25.004
22.2795
24.3155
24.4953
nd
27.8823
24.4124
22.8949
21.1513
20.1747
21.3064
24.3629
22.6208
24.614
25.3631
26.1555
23.1797
22.6872
23.9433
25.9885
22.751
23.5268
24.1315
22.4464
25.3789
24.106
30.2073
23.4977
25.306
26.3667
24.8663

nd
22.5686
nd
26.0706
30.7291
26.9448
29.3774
22.7399
25.5567
24.5069
25.269
21.9021
23.5432
24.1738
21.4198
28.1943
24,9158
22.8296
nd
20.1325
21.594
24.7198
22.9992
25.098
24.8024
26.1497
23.7212
22.727
24.4299
26.169
23.0824
23.8133
23.6899
22.5127
24.8997
23.9537
30.2456
23.2096
25.4531
26.244
25.2012



25.9797
27.4731
29.4639
23.3568
25.6092
21.8484
22.8234
23.149
nd
27.4066
23.0481
24.6124
28.8046
22.2624
24.0511
26.937
24.5032
25.2434
22.0222
21.3008
nd
30.0624
34.5027
23.0904
26.578
32.214
28.8495
29.5559
27.2054
31.9767
25.7698
30.7626
30.314
nd
nd
30.2222
25.4996
21.6822
27.5131
22.6036
20.5816

25.9035
27.3019
28.2119
23.3332
25.1251
23.8068
22.2516
23.2503
22.4249
27.191
nd
24.2281
28.6541
22.7099
23.6101
27.1345
24.8221
25.3024
22.1648
21.6197
nd
30.0675
34.3513
23.3669
26.4498
22.8417
28.9375
26.068
27.1721
31.9316
25.3569
30.5068
30.2823
22.8158
23.8541
30.2716
25.4434
21.9984
27.3997
24.0202
nd

26.1105
27.4067
28.7997
23.082
25.1483
23.3348
21.6251
22.1813
nd
27.3273
22.2869
24.7534
28.7972
22.8697
23.2736
26.9919
24.2484
25.399
22.3237
21.1127
nd
30.1278
34.5228
23.1395
26.3729
21.9505
29.0224
26.6384
27.3289
32.0877
25.7753
30.4843
30.2359
21.5796
22.4814
30.1484
25.4388
22.0238
27.3434
24.2993
21.2827

26.1656
27.512
28.7943
23.5926
25.2855
22.441
21.9356
21.7135
21.9403
27.0928
21.5437
24.3253
28.4523
nd
23.8521
27.0501
24.2266
25.4346
22.6631
20.6865
23.1664
30.2389
34.5294
23.2696
27.0796
26.0632
29.1384
26.8908
27.3415
31.8925
26.1456
30.6733
30.3041
nd
22.8938
30.1342
25.038
21.4212
27.4015
23.3836
20.7191



27.9146
25.0349
25.7408
22.9823
23.1488
24.721
nd
21.6774
24.7805
24.1425
nd
24.4536
25.2575
25.7367
25.1583
24.5267
nd
22.7702
23.7169
22.6053
26.0175
23.6281
24.9149
27.1086
22.9253
25.6636
27.434
22.31
27.1232
23.9331
25.3228
25.3168
23.0034
24.4347
27.0232
24.096
25.379
26.511
26.5808
nd
20.724

28.118
25.5481
25.6821
22.9588
22.1771
24.4833

22.814
21.5135
24.7316
24.3196
22.1035
24.6334
25.0522
25.7704
25.2236
24.5593

nd
23.7075
24.1158
22.631
26.0075
nd
25.0241
26.9749
22.6733
25.5741
27.2855
nd
26.6115
23.4046
24.5627
24.5979
22.0875
23.6816

26.066
23.3826

24.787
25.1973
26.2787
21.8392
20.2119

28.3722
24.8373
26.1573
22.5887
nd
24.2439
nd
nd
24.9271
24.7262
21.6753
24.4875
24.5894
25.6996
25.0846
24.1782
22.6602
23.2774
23.6022
nd
25.7699
24.1492
24.8571
27.2214
21.5962
25.2684
27.2591
21.4386
26.6679
22.5523
25.1098
24.7201
22.3711
23.7943
26.3268
nd
25.1033
26.0876
26.1239
nd
20.8317

28.4815
24.2286
23.7217
23.3332
22.5092
24.6014
22.3459
22.5874
24.7901
24.3614
22.4465
24.7295
24.8661
25.7457
24.9213
24.8735
nd
23.8559
23.8685
nd
25.2681
24.0967
25.0673
27.4192
22.7899
25.5317
27.2744
22.415
26.6767
23.0601
24.9961
24.742
22.5521
24.1431
26.5931
nd
24.8697
26.3393
26.1298
22.0858
20.8623



25.9602
25.6205
24.205
25.2769
24.0817
23.5212
23.9879
25.2052
25.411
27.5873
27.0264
25.9889
24.7844
25.4103
24.4519
24,9841
25.7866
27.1918
24.8925
nd
23.9242
26.9955
25.3088
nd
26.8056
23.7752
22.8508
22.6907
22.451
23.6777
23.0373
23.4482
24.8648
28.2662
26.218
22.6638
24.1973
24.8389
30.7533
nd
24.8066

25.3183
24.6243
23.332
24.5034
22.3841
22.6982
22.9229
24.4194
24.7387
26.8903
26.438
25.4408
24.1045
nd
nd
24.4202
24,9352
26.257
24.0483
20.9912
23.7081
26.7398
26.0666
nd
26.8994
23.814
22.9009
nd
22.3811
24.1806
22.6141
23.3253
24.2767
28.6206
26.5729
22.5585
23.5513
24.8147
30.6633
nd
24.9267

25.383
25.1899
23.932
24.9237
23.2998
nd
nd
24.3838
24.7521
27.1285
26.5406
25.9036
24.2123
25.1019
nd
24.4264
25.2928
26.5578
24.718
21.126
23.2821
26.7012
25.3551
nd
27.0408
23.4765
23.021
nd
22.4009
23.7999
22.3881
23.3454
24.0025
28.4977
26.582
22.6526
23.625
24.7271
30.4572
22.9147
24.8331

25.4715
24.9441
23.8613
24.9561
22.9885
22.419
23.7822
24.7882
24.7634
27.1386
26.3711
25.5266
nd
25.312
24.122
24.7004
25.551
26.7157
24.7409
nd
nd
26.962
24.5336
18.7228
27.4113
23.0406
22.7333
nd
22.3365
23.4429
22.8966
22.7362
24.9201
28.6901
26.561
22.6312
23.7435
24.8357
30.5709
22.7772
25.0323



28.5979
21.7372
23.0912
24.8263
27.0824
25.0755
23.6074
22.0722
25.0763
23.495
26.2468
26.2107
24,9191
29.442
25.4954
24.6865
24.0215
24.2762
24.3951
25.0432
22.9319
26.0643
24.7275
23.2289
24.819
22.4381
23.1177
20.7136
24.8569
24.6498
nd
23.9889
23.4676
nd
nd
21.8389
26.6436
25.6952
28.0164
nd
30.2613

28.5141
nd
nd

24.5335

27.2525

25.8034

23.3724

22.1872

24.8248

24.0821

26.1644

25.7367

24.2401

29.3876

25.3342

24.5599

24.0951

25.2187

24.1125

25.4547

24.6051

25.9685

24.9454

22.901

24.5204

22.7103
nd

21.1162

25.1866

24.5192

20.5675

23.4565

22.6734

22.1206

22.2745

22.1261

26.7155

25.9502

28.0678

22.3856

29.3504

28.531
21.3892
22.1279
24,9417
26.9464
26.0365
23.4578
22.5085
25.2437
24.0506
25.9893
26.1675

24.899
29.6423
25.3963
24.7073
23.9809
25.1039
24.6239
25.6183
24.4396
26.1777
24,9972
22.9076
24.6901
22.7882
22.7373
21.0666
24.6765
24.4388

nd
23.6913
22.7442
20.9989
nd
nd
26.6356
25.8348
28.106
nd
29.6743

28.9006
21.9356
22.9789
24.1759
27.0993
26.4184
23.3461
21.1513
24.5815
nd
26.0743
26.397
24.1225
29.4033
25.6058
24.7493
24.4827
24.7783
24.5346
25.5353
24.6677
25.7438
24.8319
22.6375
24.7408
22.0801
22.6098
20.5735
24.8735
24.665
20.9222
23.5015
23.4296
22.4398
22.6479
22.5276
27.0529
25.2475
28.0555
22.9636
29.4557



32.4437
26.2294
25.7041
25.7207
24.3734
23.825
22.1394
22.843
22.3604
nd
24.497
25.6442
26.4029
28.4631
23.6835
28.75
24.8665
26.5295
nd
25.3041
22.9623
26.3352
24.5368
25.0317
24.7005
22.9304
nd
nd
23.9076
28.8839
nd
25.2438
27.9599
21.2884
25.7738
20.2979
26.4085
27.8808
27.6936
26.3031
25.1621

32.2988
26.3122
25.2094
25.2558
24.4114
23.4728
22.7762
23.0474
22.7758
nd
24.5562
25.8007
26.4436
28.3362
23.4946
28.8009
24.8005
26.6466
22.7485
25.1364
23.4243
26.4343
24.8088
24.6029
25.276
22.894
nd
23.4536
24.1142
29.0247
20.0925
25.5245
28.0124
20.2066
25.858
20.7166
26.3047
27.9208
27.8461
26.1273
24.4446

32.5288
26.104
25.3795
25.4565
24.0039
23.4116
22.1644
23.2821
22.5221
nd
24.4205
25.4924
26.1311
28.1177
23.6888
28.8724
24.2726
26.5969
nd
25.4585
23.7725
25.9042
24.5809
23.434
24.5942
22.9625
22.2729
24.0801
23.8458
28.9534
20.3751
25.3778
27.8146
21.4836
25.7216
20.2581
26.1544
27.8498
27.5274
25.9548
24.5631

32.3615
26.2541
25.6693
25.7011
24.4548
24.1657
22.5492
22.803
22.3324
nd
24.71
24.9882
26.3234
28.2658
23.7126
28.9864
25.1401
26.6168
24.0999
25.6325
24.1579
26.2271
24.2615
25.0083
25.6275
23.236
22.2918
23.0897
23.7722
29.2044
20.3188
25.0568
27.7757
nd
25.735
20.5446
26.1525
28.0577
27.823
26.2995
25.1938



25.9339
25.2835
25.8943
25.0249
23.824
22.4205
21.2853
24.8363
24.8497
26.5378
27.5089
23.1938
25.6024
22.9786
24.1247
27.87
28.4307
nd
30.0021
26.691
22.7938
27.1672
nd
23.1554
24.606
28.9041
28.2729
26.6327
27.3427
29.4202
21.9863
20.9711
23.9822
27.0396
22.5013
25.5452
25.2187
29.4883
24.3191
24.8061
22.5983

25.5904
25.121
25.8669
24.8288
23.957
22.6907
nd
24.6303
24.988
26.5245
27.5654
nd
25.3996
23.4373
24.2753
26.9674
27.5684
nd
30.0291
26.6072
nd
27.2053
21.2379
22.3285
24.9145
28.9255
28.1628
26.8287
27.23
29.3812
21.8792
nd
24.0606
26.5452
21.8874
25.7468
25.3601
29.3852
24.4234
25.0217
22.8412

25.5692
25.0935
25.9557
25.1573
23.9549
22.513
21.2964
nd
24.9385
26.1878
27.4385
22.8788
25.5647
23.0377
24.2963
27.179
27.8731
21.7292
30.0753
26.5868
22.4031
27.1702
nd
nd
24.4841
29.1971
28.138
26.8042
27.2756
29.4127
21.6687
22.3576
23.9131
26.8749
21.9291
25.347
24.9959
29.2267
24.1752
24.6713
22.3543

25.7003
25.1912
26.1084
24.5953
23.9294
22.6575
nd
24.369
25.1416
26.4919
27.5305
23.3264
25.1296
22.221
24.3523
27.2277
27.8066
23.2964
30.2847
26.9355
22.3698
27.3216
nd
21.9081
24.0284
29.0531
28.2389
26.5631
27.3235
29.3203
21.3518
21.2796
24.126
27.6631
nd
25.5872
25.4522
29.5127
24.5659
24.9483
22.412



nd
18.9738
25.3213
23.8992
23.6086
23.5247
25.6799
26.2417
27.5761
29.9258
28.5639
27.3154
29.0238
27.9023
28.1806
21.3336
23.0333
30.6492
24.8302
26.256
23.8328
27.9498
26.9453
22.4512
20.526
25.9273
24.3088
27.3583
nd
21.7999
23.1317
nd
20.9007
25.4125
22.9172
24.6453
31.4041
28.2795
21.9867
nd
23.1931

nd
19.9143
25.5855
24.5465
23.8936
23.4394
25.4076
25.6455
27.585
29.8309
28.3669
27.3218
28.8691
28.2048
27.8975
21.3297
22.7058
30.6879
24.4624
26.422
23.838
27.4802
26.6337
22.4447
19.573
26.0242
23.7247
27.2895
nd
22.0123
23.01
21.6923
21.4398
25.3246
22.4989
24.6815
31.137
28.3093
22.2519
20.5181
24.0819

nd
20.2013
25.6445
23.9829
23.7183
23.5115
25.4357
25.4247
27.4077
29.8566
28.5058
26.898
28.7937
28.0828
27.8486
21.2486
23.0212
30.6421
24.472
26.4233
nd
27.8258
26.5516
22.0256
20.9017
26.018
23.3028
27.2923
22.6027
nd
23.0747
21.7331
21.3753
25.396
22.6116
24.526
31.2386
28.008
22.1025
20.4348
24.4741

21.3247
19.6278
25.0183
24.0484
23.8405
22.809
25.7176
25.2228
27.4805
29.7851
28.4228
27.0367
28.8186
28.0064
27.9154
22.0651
23.3384
30.5291
24.6499
26.5716
24.2949
27.6814
26.4966
22.9727
20.043
25.4716
23.7123
27.0994
23.0688
21.8398
23.6023
21.2799
21.3634
25.1458
23.0172
24.2201
31.2536
27.611
22.0763
20.2726
23.6865



nd
23.6296
27.6722
28.8431
26.8591
28.6853
26.2862
28.2208
nd
24.0227
30.0394
nd
22.4357
23.5443
20.5671
25.2083
nd
26.007
25.1046
22.4067
22.8251
21.6388
22.6799
22.2778
26.6807
26.9035
32.595
24.2952
25.5451
25.3055
31.4203
27.7253
23.8084
24.4311
23.1881
22.0653
22.9413
24.7733
28.804
22.0664
28.1224

22.7921
24.1996
27.6505
29.0351
26.87
27.9301
26.2718
28.3148
nd
23.7783
30.1756
22.362
22.7563
23.6959
nd
24.9534
21.8859
26.4499
25.2358
22.7952
22.3306
23.1559
23.1967
23.1796
26.6971
26.8654
32.5152
25.117
25.3377
24.904
31.4485
27.7418
24.3764
24.7536
23.3711
21.8295
23.295
24.0662
28.6837
21.4752
28.1327

22.3208
23.9876
27.4767
28.9187
26.9525
28.2245
26.3027
28.2679
nd
23.9259
30.1612
22.336
nd
24.2298
21.7734
25.0371
22.3069
26.0626
24.969
22.1336
22.3389
22.7166
23.5072
23.103
26.6439
26.6968
32.4663
24.7536
25.4843
24.4914
31.2125
27.6572
23.8722
24.6698
23.8457
21.6661
23.1488
23.8754
28.5149
21.8556
28.3217

23.0246
23.6745
27.4409
29.0215
26.8927
28.4797
26.1679
28.2614
nd
24.119
30.1148
23.2985
22.6931
23.54
22.0273
24.5742
22.3096
26.1532
nd
21.924
22.3817
23.0414
23.3052
22.5913
26.3461
27.0677
32.3199
nd
25.7779
24.814
31.418
28.0394
23.908
24.4777
23.3002
21.6456
23.9899
24.2612
28.6852
22.8098
28.1611



24.1223
23.5209
26.9302
25.4651
26.0575
28.6354
24.5446
26.0755
22.7069
21.7102
22.1358
20.8993
24.4898
23.1576
29.5817
28.4263
26.5575
26.8123
28.5329
28.6789
31.8674
23.2246
24.151
24.6753
24.6692
25.4033
24.3104
24.1251
22.153
23.0896
28.9435
24.1571
25.5876
nd
21.4025
23.4404
24.3415
24.2204
25.1425
22.0427
24.4263

24.1633
23.2846
26.7674
25.403
26.2016
28.6489
24,9288
26.1606
nd
23.4898
21.9643
20.8579
24.2943
23.3273
29.5915
28.2729
26.0683
26.7024
28.4343
28.6224
31.7863
24.2113
23.6044
24.5409
24.9959
25.0683
23.841
24.1737
22.534
nd
28.8904
nd
25.4118
nd
21.4611
23.5686
24.743
23.3079
25.1588
26.7243
24.7026

23.9292
23.5647
27.1542
25.431
25.9156
28.5985
24.9498
26.1587
22.3352
22.1829
21.9554
20.577
24.1972
23.5244
29.4643
28.2013
26.2067
26.8121
28.4229
28.5599
31.7836
23.324
23.9734
24.3886
24.6323
25.5184
23.8268
22.9952
21.899
23.5552
28.7778
24.0992
25.5343
21.1016
21.65
23.5228
24.9385
23.7259
24.9882
24.1552
24.5788

23.9924
nd
26.403
25.7066
26.2451
28.5583
24.668
26.1026
nd
23.784
22.3078
20.384
24.7201
23.4164
29.4191
28.5358
26.3245
26.8931
28.4875
28.6878
31.7596
23.6492
24.1469
24.0798
24.7414
25.5247
23.866
24.2026
22.226
23.2146
28.8217
23.899
25.3039
22.6103
nd
23.314
24.8049
24.4942
25.3844
25.7451
24.5144



23.9144
22.1727
26.7184
24.6587
27.0522
26.3111
25.15
25.7332
26.268
25.9617
25.8927
27.2937
26.4944
25.3349
24.0818
23.5114
24.669
23.9129
24.8512
25.2576
26.3542
26.3933
25.5563
26.0698
26.0095
26.3969
24.7687
24.7018
24.9453
26.9982
24.1238
23.8798
25.0113
23.1008
26.3391
24.8085
23.651
27.4196
26.9713
21.4588
28.0087

24.4986
nd
26.6302
24.8698
26.8675
26.3995
24.5946
25.7564
26.0799
26.0376
25.7099
27.3526
26.6148
25.0964
24.0942
22.8279
24.535
24.2728
24.764
25.2445
25.9358
26.5816
25.3948
25.7874
26.2597
26.5217
24.5452
25.451
25.1793
27.1382
24.2028
23.6229
25.0697
23.5658
26.3971
24.6178
23.8089
27.3654
27.3034
21.8759
28.3037

23.9136
nd
26.4171
24.9457
26.9099
26.2874
24.6674
26.2334
26.0798
25.9369
26.1014
27.0084
26.1231
24.7801
24.1758
23.2508
24.3153
23.7007
24.8285
25.0293
26.1845
26.6294
25.3757
25.639
26.1472
26.2843
24.5762
24.6061
25.6589
26.9604
24.2482
23.8827
25.3726
23.1685
25.8495
23.2947
24.2075
27.3064
27.156
21.0824
28.1119

23.3919
nd
26.7376
24.7242
26.869
26.4982
26.1221
25.7748
26.4317
26.2232
26.3029
27.3927
26.4503
24.7413
23.9332
23.4392
24.0714
24.1118
24.8597
25.5562
26.4589
26.4386
25.3391
25.9932
25.9614
26.4761
25.1386
24.7384
25.5564
27.1236
23.9653
24.3772
25.6988
23.8719
26.0363
24.0149
24.0982
27.6186
27.1712
nd
28.2514



nd

nd
22.2376
23.8797
25.9665
22.5788
30.3466
23.3838
24.1441
25.7788
23.6466
23.5699
24.1996

nd
21.5686
21.4026
30.7019
23.9681
22.4073
25.1029
23.3801
25.2859
28.2792
24.5707
29.9045
26.3182
26.2667

24.74
22.0864
25.6577
25.6177
22.2523
26.2259
23.4415
26.7033
24.4279
25.4266
21.5429
24.224

23.1944
23.6487

22.8569
nd
nd

23.5596

26.1691
nd

30.387

23.3363

23.8519

25.5726

24.0336

23.4681

24.3871

21.1222

22.1165

21.0604

30.5474

23.6148
nd

25.2463

22.9842

25.5702

28.4014

24.0523

28.455

26.2201

26.1469

24.1215

22.2886

25.8468

25.664
21.9467
26.057
24.0277
26.4318
24.483
25.117
21.5329
24.24
22.901
24.843

22.0545
22.5587
22.7467
nd
26.1858
22.1131
30.1926
22.8378
nd
25.5816
23.9854
23.3243
24.2152
20.9989
nd
nd
30.6709
23.7007
22.1117
25.1183
23.3988
25.7238
28.1852
24.1689
28.2969
26.1627
26.0086
24.4573
22.031
25.6068
25.7748
nd
26.2592
23.492
26.4486
24.4242
25.4646
21.677
24.0927
23.191
24.8775

22.0297
23.245
22.4687
23.2832
26.3767
22.0779
30.0016
23.2547
23.1084
25.7665
23.6406
23.029
24.2518
20.9817
21.7774
22.0269
30.6139
23.5601
23.7473
25.249
22.8135
25.3712
28.2748
24.619
28.2584
26.3923
26.1077
24.4257
nd
25.9077
26.2702
21.4746
26.5571
23.3728
26.7547
24.5937
25.5924
20.4928
25.0612
22.9444
24.1688



nd
26.3016
25.0388
24.0418
26.1235
23.4184
22.3751
28.4609
24.5849
24.7538
nd
27.1026
25.5898
23.9829
21.1296
25.7507
28.3306
nd
24.2179
26.6211
22.1758
25.0485
23.6754
27.4261
nd
24.2636
23.8486
25.928
23.1669
23.1477
28.1447
23.3589
26.4653
nd
22.0037
22.3603
25.5612
23.3877
22.3207
23.7312
24.4075

23.8499
26.3176
25.0585
24.6238
26.1889
23.4468
nd
28.5241
24.2962
24.6256
nd
27.1293
25.0876
23.9394
nd
25.4037
28.4474
nd
23.3926
26.5451
nd
24.8024
23.3903
27.2245
nd
23.0461
23.8039
26.1056
22.3224
23.1946
27.9885
23.4839
26.5023
22.508
22.2001
22.0819
25.7973
nd
21.973
23.4636
24.4823

23.8745
26.4277
24.9
24.3557
26.0024
23.5497
22.259
28.5131
24.7805
24.6832
22.6694
27.0049
25.3349
23.3732
21.0299
25.1455
28.3638
nd
24.4804
26.4692
21.8031
24.7084
nd
27.3293
nd
23.675
23.7223
25.8654
23.031
23.0249
28.1705
23.4621
26.2349
nd
21.8703
22.6529
25.2334
22.6329
21.6904
23.1073
24.4799

24.0241
26.527
25.2336
24.6643
26.4896
23.9235
22.1204
28.3973
25.0021
24.9426
22.7982
27.227
25.6834
23.7051
21.427
25.4923
28.4482
nd
23.8036
26.6078
21.6418
24.802
nd
27.3477
nd
23.766
24.0825
25.891
23.8619
23.2797
28.0255
23.1892
26.5168
22.2591
22.6197
22.298
25.3835
23.716
22.533
23.524
24.3946



22.2068
22.9203
28.4436
23.0994
24.293
20.1293
24.1255
22.0912
23.5547
23.195
22.8807
27.6977
25.4158
26.3989
24.2444
21.6346
22.7396
26.6267
26.5406
25.3763
26.225
27.1349
25.4121
26.3477
26.5609
26.8915
25.4858
24.1896
23.8502
24.9759
24.943
26.4931
24.3551
26.5641
249313
24.9137
26.3112
24.9083
23.9367
26.9096
24.1905

22.4799
23.1955
28.4929
23.8945
24.5513
nd
24.0439
23.3192
22.9136
22.9408
22.993
27.6464
25.6806
26.6141
24.5237
21.6039
22.6201
26.2464
26.4318
25.136
26.2958
26.8593
24.8188
26.3989
26.7152
26.6894
25.4418
23.8376
23.5692
25.3734
24.5313
26.3742
24.987
26.4055
25.097
24.9034
26.2028
24.6798
24.0266
26.7794
24.469

22.4981
23.0321
28.3671
23.4392
24.5327
20.3864
24.1018
23.3094
22.6271
23.343
22.8435
27.6122
25.2975
26.3326
24.1517
21.525
22.4745
26.5945
26.3197
24.541
26.486
27.0967
25.4728
26.2013
26.0663
26.7087
25.6776
23.2663
23.3358
25.4183
24.9077
26.2305
25.2278
26.5892
25.2134
24.59
26.2046
nd
24.1448
26.8422
24.1962

22.0873
25.0916
28.7312
23.0989
24.8511
nd
23.7851
23.1228
nd
23.9342
22.4332
27.6064
25.2895
26.2977
24.0115
21.625
22.6841
27.0189
26.7929
24.2453
26.7461
27.1949
25.3179
26.6903
26.5035
27.3075
24.8137
24.5432
24.2101
25.4114
25.3538
26.7192
25.5191
26.8473
25.4285
24.8676
26.4994
25.138
23.8949
27.0829
24.403



26.48
25.3549
24.5791
24.5543

nd

24.6427
23.6948
23.7443
24.9061
28.5357
26.6628
26.5682
26.8585
27.1508
26.4344
24.9443
27.2772
27.7884
27.3257

27.427
27.5726
25.8265
24.9866
25.9239
27.6643
24.6122
26.2657
26.0456
23.0301
26.3274
26.7928
27.0956
26.2912
25.3323
22.9832
24.3505
24.7071

25.231
24.9549

28.016
26.8932

26.5579
25.2411
24.7759
24.7973
24.0853
24.1948
23.6449
23.7923
24.8155
28.5007
26.3504
26.5208
26.7161
26.7491
26.2457
24.9774
27.0695
27.9321
27.2535
27.6187
27.8692
25.6637
24.8746
25.6886
27.2445
24.4764
26.0497
26.0334
23.7495
26.5318
26.8089
27.0214
26.2133
25.5348
nd
24.2314
25.0196
25.1746
249162
27.7708
26.7316

26.2427
25.6097
24.6419
24.2575
24.2539
24.7102
23.8267
23.4507
24.8376
28.573
26.4411
26.412
26.8261
27.0796
26.2072
24.7549
27.2703
27.9961
27.3493
27.4533
27.6101
25.9499
24.8898
25.8532
27.49
24.8028
26.2774
26.1
23.4664
26.2668
26.7433
26.9266
26.3139
25.1623
nd
24.2651
24.4529
25.4486
24.7946
28.1455
26.7465

26.4
25.9371
25.1707

24.086
24.5039
25.3558
23.8363
23.9398
24.7389
28.8038
26.6555
27.0559
26.7484
27.1023
26.4932
25.2956
27.3647

28.025
27.3997
27.8557
27.7624
26.0173
25.4971
25.7471
27.8513

25.049
26.4713
26.4152
22.6622
26.3687
27.2289
26.9913
26.3868
25.4946
23.3736
24.7714
24.9228
25.3577
25.0975
28.3268
27.3059



22.9659
nd
26.4792
27.5024
27.4566
26.2127
25.9004
22.1765
26.1622
26.9426
26.8848
28.1509
20.9341
22.7032
27.7045
26.998
29.9347
22.1713
25.2265
22.7908
24.0563
25.1988
22.0669
26.8288
25.1075
22.557
24.501
25.2018
22.5322
27.6689
29.2087
22.6436
nd
32.1383
25.8751
26.2202
22.1542
24.0681
25.0278
23.8753
26.3847

23.0218
23.7121
26.0696
27.2619
27.4605
26.1237
20.9769
22.0157
26.4187
26.9976
26.902
28.0899
21.4788
23.2225
27.8513
26.9058
29.9714
22.6129
25.1536
23.0733
22.4037
25.4354
22.7226
27.0134
25.0923
nd
24.6617
24.2204
20.482
27.6255
29.3817
25.1765
24.5643
32.1338
25.6921
27.8424
22.3674
24.3012
25.414
23.7849
26.309

23.0328
24.3174
26.1309
27.542
27.1876
26.1748
25.4934
21.8562
26.3788
27.0589
26.7406
28.137
20.3892
22.9965
27.6258
27.0106
29.9582
nd
25.2166
22.6407
22.5238
25.3351
22.9089
26.7782
24.897
22.3707
24.1698
nd
22.2956
27.8986
29.1543
23.5563
25.6377
32.1224
25.6465
27.5617
22.242
23.985
24.9304
24.4072
26.5607

23.444
24.0288
26.4232
27.8383

27.463
26.2044
21.9474
22.0347
26.3232
27.2185
27.1056
28.2535

nd
22.9419
27.4394
27.2318
29.8488

nd
25.4565
23.0258
22.2389
25.9784
22.2337
26.6409
25.1158
22.5228
24.5593

nd
24.4298
28.9467
29.0065
23.1859
25.8483
31.7018
24.1698
26.8662
22.1442
24.1643
25.0705
24.2479

26.746



25.0187
25.3057
23.1401
25.2635
nd
24.2867
23.5691
21.6778
24.7284
22.8939
24.8743
22.9066
23.85
nd
25.5997
28.4855
26.8825
25.2058
23.5345
27.4251
23.2613
24.1286
25.3256
26.2425
21.8016
nd
27.0896
25.9218
24.3996
28.2149
nd
nd
21.3438
21.6971
22.2642
nd
27.8318
25.5271
24.1861
27.8286
25.0616

24.7181
25.2523
22.9096
25.1804
nd
23.6807
23.2425
23.2429
24.8167
22.7313
24.262
22.3389
24.1578
23.0734
25.6649
27.5533
25.6079
24.0914
23.5951
27.3537
22.7847
24.4183
25.2426
26.6362
21.2323
22.0311
27.1664
25.7279
22.694
28.2802
22.3134
23.6331
21.0156
nd
22.43
21.9506
27.7761
25.5489
24.7907
27.8114
24,9912

24.8232
25.0697
nd
25.2725
23.0374
23.7043
23.1153
23.1783
24.8201
22.6623
24.6244
22.8188
23.8284
23.2013
25.7727
27.8232
26.0959
24.7615
23.1072
27.4421
23.1503
24.1966
25.4561
26.4196
22.0538
23.7267
26.9799
25.3242
24.3529
28.1353
22.6598
23.6709
nd
22.3465
22.4393
22.3973
27.7221
25.4092
24.3196
27.6697
25.1479

25.2096
24.8708
22.4429
25.4615
23.2509
23.8373
23.6656
23.2591
24.8451
22.6399
25.1638
22.8451
23.8104
22.7847
25.4387
27.681
26.3162
25.0783
23.695
27.386
23.437
24.5117
25.5911
26.3066
22.5626
23.4737
27.2375
25.2583
25.0615
28.2971
22.3782
23.2549
21.2786
23.0546
22.0346
22.7007
27.8467
25.1745
24.2817
27.6149
25.7296



26.9643
23.5964
22.8688
27.5007
30.8945
27.2149
27.3542
28.7478
28.8855
23.668
19.9164
22.6191
28.2677
29.538
25.0889
27.8967
26.5536
22.7616
24.9742
30.4205
23.7558
22.3385
24.5222
nd
21.969
24.0508
23.6228
23.3753
24.8783
25.8681
25.377
23.9704
28.2663
25.5521
25.3086
26.4121
26.7699
23.5247
nd
26.834
27.6245

26.8634
23.4145
25.7773
28.3755
30.9491
27.5901
27.8283
28.8427
29.9503
23.6213
21.9206
23.3061
28.5983
29.6857
25.4867
27.8882
27.0161
23.0695
24.7209
30.371
24.5296
21.9373
24.4596
22.9085
22.007
24.7316
23.5913
23.3836
25.3501
25.8573
25.4542
25.0114
28.3404
24.45
25.3251
26.2206
27.1152
23.5083
nd
27.1744
27.5304

26.8293
23.8383
25.3961
28.0911
30.8579
27.4221
27.7531
28.6699
29.7609
23.4661
nd
22.6046
28.2791
29.5835
25.349
28.0677
26.8869
22.2737
24.8349
30.2223
23.9319
21.7448
24.4052
22.7534
22.2663
24.3637
23.5116
22.9523
25.0592
26.0825
25.1362
249717
28.5451
24.6353
24.9865
26.1554
26.697
23.1753
22.4346
26.9334
27.7169

26.737
24.0387
25.2868
27.7989
30.8824
27.6029
27.0769

28.818
28.9267
23.4158
21.4195
22.2756

28.465
29.2225
25.1686
27.6221
26.6845
22.3498
24.7689
30.2078
23.9515

nd
24.45
23.0486
22.6565

24.192
24.1292
23.0114
25.5491
26.3298
24.6775
24.8514
28.2697
24.4887
24.8849
26.2925
26.6948
23.2341
22.5881
25.7268
27.9315



23.2334
29.3911
nd
24.511
24.32
23.3141
23.7985
nd
21.5845
24.0176
23.7491
21.7921
22.5289
25.6858
22.8832
26.0344
26.6799
25.6535
24.9858
27.3908
30.3832
23.7214
27.6955
22.3661
21.767
21.5209
nd
22.7517
24.8708
28.0822
23.053
23.6312
27.9782
nd
23.712
23.1759
23.3901
21.3877
20.4724
26.6232
22.3811

24.8387
29.734
22.7906
24.0531
24.5469
23.0714
23.4098
24.1148
21.7542
23.9175
25.6515
22.0432
21.603
26.1158
23.7154
25.9454
26.9879
24.5771
24.715
27.2771
30.2086
22.1352
27.6181
nd
21.9631
21.8688
22.511
23.5365
24.89
28.6972
22.9967
23.834
28.1127
nd
23.5059
23.0201
22.8333
nd
21.879
26.3933
22.2685

25.1864
29.4137
nd
24.2701
23.7077
23.45
23.8304
24.0359
21.4852
23.4362
25.0604
21.9443
22.4669
25.6907
23.2006
25.6717
26.7161
24.8144
24,9198
27.2461
30.2498
22.5747
27.7446
22.9132
21.8646
20.9987
nd
23.3788
25.0427
28.2943
nd
23.9571
27.9761
nd
23.2426
23.3481
23.1415
nd
21.8689
26.5512
21.8757

24.9734
29.1782
22.5438
24.1162
24.0655
23.0146
23.6006
23.5417
21.5061
23.5615
25.1463
22.1789
23.3961
26.4205
24.5388
25.8234
26.8377
24.9787
24.9936
27.7046
30.2743
22.1107
27.8332
22.9223
22.0513
20.9109
nd
22.7613
25.1377
28.393
22.0699
23.6183
27.7432
23.5612
24.0539
23.1798
23.2335
21.3337
21.7118
26.0878
22.0193



nd
21.5743
29.4272
23.5915
24.6153
26.6763
24.9764
23.9208
23.8839
24.8404
23.8249
25.5476
23.9631
24.8463
23.7803
23.4031
25.3163
26.5009
26.626
24.7217
23.1762
nd
26.2282
23.8324
24.4235
21.8238
23.2333
22.9156
24.3679
28.6778
27.651
30.393
27.3446
26.4746
25.4377
23.7729
27.5571
nd
25.3897
nd
nd

21.8078
22.0086
29.3046
23.6401
24.9387
26.9107
24.8964
24.6631
nd
24.8442
24.1322
25.7965
23.8136
24.801
23.571
23.5885
25.2344
26.7187
26.6749
24.8911
23.2721
22.6471
26.3031
23.3894
24.0064
21.8906
nd
22.5182
24.6391
28.8301
27.1011
30.259
27.4077
26.5738
25.8403
23.9723
27.4328
nd
25.4888
nd
22.8521

nd

21.3877
29.62
23.2711
25.268

26.6153
25.0255
24.8688
23.3737
24.7182
23.4934
25.6799
23.6614
24.8608
23.6676
23.6699
25.3272
26.7877
26.4943
24.8874
23.2888

nd
26.2123

nd
24.1173
21.5477
23.6356
22.2922
24.5124
28.7708
27.2891
30.5454
27.4391
27.2316

25.75
24.126

27.4666
21.6788
24.9308
23.5739
23.3645

nd

21.3187
29.3782
23.6136
24.9654
26.5684
24.8395
24.7622
24.2321
24.9065
23.9362
25.9621
24.1834

25.267
23.9952
23.4941
25.2074
26.5408
26.6592
24.9391
23.7286
22.7891
26.0826
23.3275
24.3183
21.1058
23.5148
22.8015

24.516
29.1961
27.3029

30.245
27.3011
27.2611
25.3595
23.8731
27.1054

nd

25.0179
23.1087
23.6241



24.4534
27.0557
26.6847
29.9021
26.1949
29.9246
25.5972
26.4795
23.9269
22.2568
22.7862
nd
24.5147
22.7877
nd
23.5723
23.4676
24.002
25.7167
24.4236
24.036
25.7299
23.5175
21.4891
nd
23.0009
26.209
nd
24.9491
23.7008
23.4214
27.1374
25.4738
22.3236
26.7375
24.5467
nd
23.0363
23.6763
22.0813
22.3328

24.5224
27.3428
27.11
29.86
26.8132
29.867
25.4291
26.1505
24.3064
22.3916
22.7114
22.3771
24.9133
22.71
24.2403
23.601
23.763
24.0083
25.7399
24.0223
23.5157
25.7895
nd
22.0041
24.5419
22.766
26.0346
22.1932
25.0365
23.9875
23.2669
27.1339
25.4364
22.5195
26.3448
24.3754
nd
22.9955
23.5014
22.1033
22.5704

24.5082
26.8923
26.8186
29.9007
26.4755
29.867
25.6409
26.6337
24.2258
nd
22.7366
21.9782
24.5129
23.1038
24.3649
23.9847
23.6698
24.3553
25.7584
24.3573
23.8359
25.7631
23.1772
nd
24.4664
22.8433
25.9334
22.9412
25.1295
23.5827
23.2623
27.1977
25.3384
nd
26.4109
24.3633
20.18
nd
23.1683
21.9996
22.4024

24.6682
27.0397
26.6252
30.1283
26.2069
30.1051
25.6284
26.8758
24.6125
22.7017
23.0047
21.5662
24.2449
23.6257
24.9979
24.0576
23.2453
24.7423
26.1752
24.8551
24.0219
25.8694
23.5876
22.061
24.3795
23.2975
26.2301
22.6857
24.9971
24.2733
23.2728
27.451
25.2949
22.4039
26.372
24.4731
19.7622
22.2895
23.0975
22.4129
22.189



24.199
22.8015
22.2402
24.7744
25.4193
27.3698
28.4145
25.5167
23.3298

22.685
23.6572
27.0233
22.7458
23.3882
25.8228
24.5892

nd
25.4737

24.863

23.699
23.0439
25.4839

28.7
33.3864
32.9645
25.6491
26.7287
24.8416
26.2249
24.5819

nd
21.0209
23.1982
24.5482
25.1341

21.723
27.4151
27.2185
30.7088
30.7572
28.8124

24.0641
22.8258
nd
24.7737
25.5203
26.4332
27.5024
25.1077
23.0078
22.5028
23.6482
26.7544
22.5044
23.6213
26.3776
24.7718
nd
25.4939
25.0563
nd
nd
25.5628
28.7078
33.058
32.9623
25.4057
26.5935
24.2952
25.837
24.5184
21.3356
21.7741
23.0435
24.1443
25.3636
22.1244
27.3116
27.0472
30.8654
30.6438
29.0472

24.0553
22.7414
22.8509
24.8473
25.5547
26.7667
27.9644
25.5748
23.1018
nd
24.0158
26.742
22.3466
23.7883
26.1112
23.8301
nd
25.5798
24.5406
23.0108
23.0754
25.7236
28.7756
33.3315
33.1418
25.7693
26.6861
24.5541
25.9949
24.6769
21.3046
21.2945
22.5314
23.3651
25.5765
21.4904
27.2557
27.0363
30.7191
30.7167
28.9523

24.3045
23.0835
23.0471
24.7783
25.4731
26.4462
27.7032
25.584
nd
22.6415
23.9009
26.7001
22.4801
23.6502
26.0916
24.4051
nd
26.0307
24.1629
23.3938
23.0196
25.6292
28.6983
33.318
32.9241
25.8021
26.8823
25.7755
26.1184
24.136
22.1404
21.9223
23.2387
23.7356
25.2428
21.2553
27.5134
27.0339
30.7442
30.5506
28.9554



29.997
nd
25.9654
27.0715
22.972
26.2605
23.7259
22.5809
22.0521
23.3123
30.0711
24.297
29.9464
33.1265
24.4567
nd
25.8487
25.2045
23.0351
25.2541
21.6261
23.3565
27.6428
22.2931
23.9888
27.4852
23.7258
nd
27.0231
22.36
23.5081
21.3357
22.5684
22.4553
21.551
25.0507
22.7074
24.5866
27.0567
22.1152
24.5921

30.0802
24.0227
26.5233
26.9178
22.1456
25.9147
25.1883
22.2194
21.8961
23.8395
30.0355
23.8971
29.8917
33.1271
24.8343
22.7693
25.7584
24.8952
23.465
nd
21.2217
23.4946
27.7596
22.5172
25.4512
27.3004
23.9238
22.4799
26.5959
22.6722
23.9108
21.1313
22.2058
22.7106
22.1732
25.037
nd
24.0947
27.1601
22.3711
24.8578

30.0358
22.2172
26.2576
27.0213
22.6393
25.822
23.5017
21.9349
21.5111
23.8655
30.1527
24.1301
29.9687
33.154
24.6359
22.5754
25.7924
24.9844
22.7313
nd
nd
23.1591
27.5383
22.016
25.592
27.4612
23.4472
22.6146
27.1221
22.3258
23.5711
20.3146
22.1467
nd
21.9651
25.1848
22.9347
24.3463
27.2502
22.4896
24.199

30.1404
22.8888
25.5934
26.8548
22.0403
26.5748
23.6883
21.8605
21.5803
23.138
29.8277
23.567
30.1211
33.0708
24.7445
22.6046
25.9484
24.1398
23.3355
24.4406
21.7168
23.1246
27.6152
22.0787
25.4575
27.4432
23.3909
23.5541
27.0981
22.7028
23.9979
21.5421
22.533
21.5673
22.0814
25.0961
22.8448
24.2145
27.0809
22.3632
23.755



23.0781
23.0324
22.0003
24.061
26.4034
24.268
nd
nd
22.8896
nd
22.906
25.2575
29.6951
29.8651
28.5119
26.3448
25.2028
21.2413
28.0549
22.9014
nd
nd
26.6564
nd
21.0207
22.7712
23.6233
21.7896
25.5193
24.2707
22.8029
27.1944
25.5581
22.9561
nd
23.9762
24.8579
23.48
nd
25.3035
23.8633

22.7906
22.9742
22.0958
23.8915
26.221
24.064
22.8181
22.1529
23.3835
21.8232
22.2389
25.1155
29.5127
29.4713
28.5052
26.5106
24.9218
20.4715
27.9914
23.8936
nd
20.6634
26.6472
22.3648
21.2226
23.3653
23.8704
21.9656
25.4332
24.552
22.299
27.4862
25.5109
22.7479
23.1113
24.3186
24.3321
23.7907
nd
25.8956
24.1966

22.5658
23.5883
21.9641
24.0427
26.6214
24.3364
22.9278
21.8799
23.0253
21.6737
nd
25.3627
29.5116
29.9147
28.8065
26.7997
25.1128
nd
27.8953
23.1299
nd
20.8203
26.5487
22.8045
nd
22.7665
23.273
21.7953
25.197
24.7857
nd
27.5306
25.5839
22.6349
22.5473
nd
24.0494
23.8664
22.8212
25.3695
24.0915

23.3098
23.7681
21.3366
24.2314
26.2863
24.9499
24.7217
22.0934
22.4327
21.8841
22.2267
25.842
29.5847
29.8084
29.0132
26.5565
25.6408
nd
27.8825
22.7482
22.2302
21.4047
27.3381
22.894
20.7657
23.262
23.6831
21.3967
25.6963
24.3854
nd
27.3467
25.4452
22.3308
22.9248
24.3565
24.5959
23.1363
22.6036
25.1147
24.4876



21.6803
24.2867
nd
28.6563
27.9778
25.8458
31.6357
27.3333
nd
27.1031
25.5054
23.3738
32.1449
28.6954
25.4686
26.8257
24.7938
23.061
28.0135
22.445
25.4434
26.4995
24.7263
25.058
23.1464
25.1615
24.3564
29.5471
23.3214
22.4926
24.5925
22.1775
24.9843
23.0128
23.521
26.9309
27.3715
24.8395
29.5169
21.7711
21.9914

nd
23.8068
20.515
24.1031
28.3618
27.1662
31.8898
27.7823
nd
27.5749
26.9144
23.9417
32.2596
28.9142
25.7054
26.2547
24.358
23.3438
27.9672
22.7295
25.3077
26.5976
24.7166
25.1899
22.9691
25.067
24.334
29.6635
23.4451
22.6464
24.8444
nd
25.41
22.9342
23.4782
26.7556
27.3708
24.603
29.6482
22.9571
21.5707

20.8207
23.9192
22.9348
21.7275
28.0175
26.3271
31.659
27.7257
23.8674
27.2892
25.9419
24.0116
32.0907
28.8979
25.075
26.6979
23.9437
22.6528
27.8647
22.3996
25.3289
26.3534
24.43
25.0535
23.6262
24.6596
24.2567
29.4719
23.0889
21.1418
24.3202
nd
25.4618
23.0044
22.9254
26.6414
27.2326
25.0421
29.7322
21.8346
nd

21.1939
24.3324
nd
24.2532
27.8555
25.8868
31.7223
27.7146
25.1896
27.7264
26.6172
23.9143
32.2043
28.8224
25.2321
26.6108
23.6919
23.131
28.216
23.1182
25.6619
26.2765
24.9409
25.101
23.9832
25.2352
24.4593
29.6762
23.546
22.2747
nd
22.2601
25.0962
23.3797
22.8402
26.8016
27.1624
25.1196
28.8544
20.9987
21.7689



20.1326
23.4414
22.5025
23.6291
22.1431
22.948
26.9717
22.7938
28.7859
24,9288
24.0906
24.9773
25.3326
27.0264
25.7068
nd
nd
26.4328
24.7812
26.298
24.5572
26.7696
28.7381
29.3036
27.5899
25.1977
27.2557
22.855
22.6095
24.7447
24.4138
nd
25.2581
23.7293
26.603
23.1227
26.7264
20.7524
25.074
24.4315
25.5107

20.025
24.1159
22.6014
23.7315
23.5129

nd
27.3511

nd
26.9774
25.0357
24.5669
25.1033
25.4742
26.9601
25.3942

nd
20.6007
26.7566
24.8241
25.3661
23.7979
26.3373

27.738
28.4915
26.8457
24.2477

26.559
22.4682
22.0953
24.3797
24.9794
20.9755
25.1439

24.258
26.5654

23.615
26.8913
21.4334
25.2302
24.4811
26.1856

19.8256
23.5909
22.1516
23.2734
23.6982
nd
27.4317
23.1782
27.933
24.9822
24.8414
24.7911
25.2456
26.6972
25.3473
20.9697
20.7429
26.6581
24.5275
25.465
24.0169
26.2343
28.0878
28.8626
27.1986
25.0348
26.8083
22.4567
nd
24.4106
24.4018
20.5712
25.8191
23.235
26.5882
22.4056
26.8219
20.7677
25.0755
24.3018
25.8499

20.6558
24.1329
22.412
23.7902
23.7041
22.9612
27.2374
23.6
27.2647
25.3673
24.5378
25.2028
25.7664
26.5545
25.6855
20.9621
20.7784
26.6309
24.5001
25.4895
24.5989
26.2478
28.1528
28.8568
26.72
24.5842
26.7841
22.1286
21.8975
23.8968
24.8588
20.3795
25.9606
23.178
26.7425
23.1206
26.6935
20.8759
25.1825
24.5844
26.1782



22.4159
26.869
28.0666
nd
22.5578
28.4939
32.7966
29.4058
28.4983
27.2626
25.2011
34.3026
nd
21.6072
24.0168
22.8568
21.4692
25.0955
26.9251
20.7935
nd
21.8425
22.2014
25.157
22.1931
26.0062
25.024
25.4948
26.6439
22.1266
26.9096
24.8527
22.8845
29.2552
23.5315
23.3072
27.3739
26.8787
24.7089
25.0364
23.9725

22.3958
26.826
28.1942
21.4705
22.9171
28.2939
32.6614
29.3113
28.3662
27.0897
25.1897
34.2128
nd
21.7474
24.0265
22.6944
21.6048
25.3472
27.1585
21.5707
22.6309
21.9759
22.3528
25.266
22.4413
25.9615
26.2133
25.4229
26.3276
22.778
27.1571
24.6601
22.1673
29.2334
nd
24.0186
27.548
26.7332
24.5936
25.2997
23.8015

23.2508
26.6943
28.2927
21.2361
22.6798
28.4515
32.8095
29.4253
28.2541
27.0237
24.7104
34.394
22.8678
21.4849
23.7389
22.8284
22.9183
25.2255
27.0365
21.0139
22.7298
nd
22.6414
249721
22.4806
25.9291
26.0179
25.2609
26.9537
22.2672
27.0596
24.3063
22.2822
29.1004
24.0602
23.527
27.4041
26.7125
24.4121
25.2319
24.1606

nd

26.8105
28.3564
21.0521
23.0629
28.5494

32.789
29.4809
28.5751
27.3684
25.4079
34.3635
22.9628
22.0477

24.301
22.6666
22.1884

25.41
26.9479
20.7694
22.5784
21.8007
nd

25.1737
22.5406
25.3685

25.904
25.8977
27.1006
22.0554
26.7861
25.3992
22.8803
29.1934
22.4413
23.6693
27.6129
26.5696
24.8679
25.0511
22.9998



25.7413
22.9316
23.52
nd
22.1532
22.9604
27.5602
28.1746
27.8131
25.7217
29.0206
30.1271
24,5711
20.4937
nd
22.3762
22.9304
21.0152
29.9002

25.6894
nd
24.4799
nd
22.7283
23.3184
27.5486
28.3862
28.4438
26.3173
29.035
30.1587
23.8739
20.7466
nd
22.7916
22.2886
21.1442
29.766

25.4243
21.7187
24.27
21.8312
22.8522
nd
27.6921
28.1197
28.2854
26.0592
28.6976
30.093
24.5949
20.9149
19.7747
23.1303
22.9505
nd
29.8678

25.6824
nd
24.0074
22.3955
22.9728
23.0646
27.778
28.5519
28.2337
25.8486
28.9977
30.2186
24.7077
20.8673
19.573
22.9541
23.1988
22.4157
29.3938
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21
14
12

38
20
15

31

33

17
44

36.7
8.2
2.7

12.8
1.9
3.8
6.8

11
1.2

254

21.6

25.2

11.3

17.9
9.5
2.2

77.8

22.9

83.1
24
3.9
5.8

45.3

43.7

47.8

18.5

74.5

11.4

55.4

29.7

38.2

40.1
323
65.4
7.7
36.4
29.4

Unique sequence coverage [%]
36.7
8.2
2.7
12.8
1.9
3.8
6.8
11
1.2
25.4
21.6
25.2
9.9
17.9
9.5
2.2
77.8
22.9
83.1
23
3.9
5.8
45.3
43.7
47.8
18.5
74.5
11.4
554
29.7
38.2

40.1
323
65.4
7.7
36.4
19.6
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6.5
29.6
20.3
10.1

3.4
39.9
17.9

92
92.3

92
92.3

6.1
78.6
75.3

9.6
45.5
45.2
51.8
63.9
28.3

1.6

2.2
17.7

6.7

25.9
7.7
21.3
57
20.6
13.8
28.8
8.1
2.9
3.7
33.9
7.2
24.1
4.1

4.4

6.5
29.6
20.3
10.1

3.4
38.6
16.5

4.5

4.5
6.1
57.6
53.9
9.6
18.4
18.1
51.8
63.9
28.3
1.6
2.2
17.7
54
1.5
25.9
7.7
213
54.3
17.9
13.8
28.8
8.1
2.9
3.7
33.9
7.2
24.1
3.1

4.4



19
11

22

3.5
14.5
4.7
18
11.9
37
10.8
8.6
36.2
9.6
11.5
20
11.6
17.6
52.1
56.9
70
3.7
56.9
46.8
5.7
18.7
12.5
4.7
10.9
77
16.5
1.6
1.5
16
5.1
68.2
17.6
17.3
5.5
50.7
37
30.8
80.8
3.9
8.1

3.5
14.5
2.7
18
11.9
37
10.8
8.6
36.2
9.6
11.5
20
11.6
17.6
52.1
56.9
70
3.7
56.9
46.8
3.2
16.1
12.5
4.7
10.9
74.7
16.5
1.6
1.5
14.2
5.1
66.7
17.6
17.3
5.5
50.7
37
30.8
80.8
3.9
8.1



29.4
2.4
24.1
2.3
4.4
12

21.1
11.4
13.3
37.7
48.8
32
73.2
56.7
51.1
73.7
70.9
22.9
48.4
3.2
22.5
5.6
333
35.7
37.2
29.9
11.3
5.2
3.3
7.1
15.8
7.7
13.7
61
46.5
32.4
48.9
10.2
21.6
18.6

29.4
2.4
23.4
1.7
4.4
12

21.1
11.4
13.3
37.7
48.8
32
73.2
56.7
51.1
73.7
70.9
22.9
48.4
3.2
9.2
5.6
23.7
25.9
23.9
29.9
11.3
5.2
3.3
7.1
15.8
7.7
13.7
61
46.5
324
48.9
10.2
21.6
18.6
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36.5
19.5
27.9
16.9
15.7
25.6
23
22.9
68.5
47
52.8
42.8
21.7
2.5
44

1.4
74
23.5
7.4
7.1
13.8
35.2
4.9
28.7
30.1
27
37.9
42
53.9
66.7
29.1
16.3
19.8
19.2
17.5
19.3
54.2
3.1
4.3
6.9

36.5
19.5
27.9
16.9
15.7
25.6
23
22.9
39.8
9.9
23.9
13.9
21.7
2.5
44

1.4
74
235
7.4
7.1
13.8
35.2
4.9
28.7
30.1
27
31.7
42
53.9
66.7
290.1
16.3
19.8
19.2
17.5
19.3
54.2
3.1
4.3
6.9
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23.5
16.7
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28.2
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4.7
14
61.7
73.5
42.6
22.7
76.4
33.8
9.3
36.4
41.7
62.4
1.2
6.6
23.8
4.3
19.5
12
9.6
4.5
40.3
2.7
26.3
2.7
5.1
62.9
6.8
46

1.8

4.9
48.8
4.1
46.8
58.8
14.8
59
12.5
39.6
18.6
6.3
11
10.1
61.7
73.5
42.6
22.7
76.4
33.8
9.3
36.4
41.7
62.4
1.2
6.6
23.8
4.3
19.5
12
9.6
4.5
40.3
2.7
26.3
2.7
5.1
62.9
6.8
46

1.8
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32.1
12.2
18
4.1
61.8
26.4
25.8
58.3
4.6
19.6
36.7
5.7
39.8
14.2
1.7
11
25.5
29.7
16.1
9.2
2.9
4.2
11.9
68.1
84.6
31.1
254
12.7
1.6
49.7
45.4
11.7
8.6
40.2
333
6.8
35.8
335
75.9
31.3
22.7

321
12.2
18
4.1
59.6
26.4
25.8
58.3
4.6
19.6
36.7
5.7
39.8
14.2
1.7
11
25.5
29.7
16.1
9.2
2.9
4.2
11.9
68.1
84.6
26.7
25.4
12.7
1.6
49.7
45.4
11.7
8.6
27.2
16.4
6.8
35.8
33.5
74.3
29.6
22.7
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8.3
24.8
33.9
49.3
43.2
35.8
38.9
3.1
2.9
2.9
14.3
6.8
27.7
57.9
37
37.5
73.4
18.8
3.4
1.5

9.8
13.8
5.7
16.4
4.7
56.4
36.5
35.6
53.6
39.4
39.3
24.8
13
134
2.7
25.5

18
40
47.2
8.3
18.9
28
49.3
43.2
3.1

3.1
2.9
2.9
14.3
6.8
27.7
57.9
37
34.7
73.4
15.9
3.4
1.5

9.8
13.8
5.7
16.4
4.7
56.4
36.5
35.6
53.6
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39.3
24.8
13
13.4
2.7
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335
3.3
4.6
27.5
11.5
11.3
27.4
13.2
57.1
6.5
23.4
2.4
6.1
3.1
9.2
14.6
13.7
23.4
39.2
55.9
9.3
10.1
21.4
9.8
74.1
52.4
21.6
10.6
4.5
54
15.6
4.1
18.3
30.6
28
61.7
44.4
5.2
4.5
3.3

8.6
33.5
3.3
4.6
27.5
11.5
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27.4
13.2
51.3

23.4
2.4
6.1
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6.5

14.6

11.7

23.4

33.8
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9.3

10.1

21.4
9.8

63.3

41.6

21.6

10.6
2.9
54

15.6
4.1

18.3

30.6
28

59.6

42.3
5.2
4.5
3.3
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54

14.6

17.5

41.9

34.7

21.6
17
1.6
9.8

23.2
5.5

16.4
20
4.3
7.1

18.7
2.8
0.8
2.2

23.1

41.8

90.5

79.9

26.7
15.6
38.2
12.9
1.9
13
7.3
28.6
28
3.3
41.7
43.5
53.2
76.1
55.5
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60.3
9.4
14.3
18
6.3
31.5
26.3

2.8
26.1
65

69.2
67.1
8.8
12.2
22.4
20.4
14.5
24.6
15
24.8
42.2
13.6
34.4
33.9
18.3
47.7
77.3
5.2

9.2
3.9
12.1
11.6
15.6
9.6
10.2
19.9
10.8
134

60.3
9.4
14.3
18
6.3
31.5
26.3

2.8
26.1
65

69.2
63.1
4.6
12.2
22.4
20.4
7.2
24.6
15
24.8
42.2
11.4
321
14.5
7.6
31.8
77.3
5.2

9.2
3.9
12.1
11.6
9.2
3.2
10.2
18.4
10.8
13.4
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22.5
15.5
233
8.8
1.6
6.1
10.2
2.4
8.6
7.5
21.1
29.1
71.2
53.5
40.7
39.5
15.3
7.3
52.8
1.2
6.8
6.3
48.3
3.8
8.6
15
12
1.9
16.4
15.8

15.2
22.1
9.6
9.9
19.7
23.4
10.5
4.6
38.5
16.2

22.5
15.5
233
8.8
1.6
6.1
10.2
2.4
8.6
7.5
21.1
290.1
71.2
9.9
24.2
39.5
15.3
7.3
52.8
1.2
6.8
6.3
48.3
3.8
8.6
15
12
1.9
16.4
15.8

15.2
22.1
9.6
9.9
19.7
23.4
10.5
4.6
38.5
16.2
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0.6
14.2
4.1

47.6
76.9
76.9
77.3
57.6
66.3
57.3
69.8
73.3
69.1
44.3
30.3
7.7
144
55.2
12.7
44.7
26.4
13.5
17.4
18.4
7.2
16.8
47.7
4.2
3.8
14.9
1.8
42.9
13.9
24.5
41.6
48
18.6
2.5
1.4
1.5

0.6
14.2
4.1

47.6
3.1

53
10
18.9
24.7
11.5
2.7
16.2
15.2
30.3
3.7
10.4
55.2
12.7
44.7
26.4
13.5
17.4
18.4
7.2
16.8
47.7
4.2
3.8
14.9
1.8
42.9
13.9
24.5
41.6
48
18.6
2.5
1.4
1.5
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12.3
9.7
6.3
1.6
54
6.9

71.7
13

80.8

28.7

11.7

58.8

26.8

21.3

21.5
5.1
4.6

32.2
7.5

37.5

21.4
45

55.6

60.9
46

20.2

68.3
9.5

17.2

12.2

11.2
1.6
13

11.2

32.8
3.5
59
1.4
39

17.3

13.1

12.3
5.2
2.4
1.6
54
6.9

71.7
13

80.8

28.7

11.7

58.8

26.8

213

215
5.1
4.6

32.2
7.5

37.5

21.4
45

55.6

60.9
46

20.2

68.3
9.5

17.2

12.2

11.2
1.6
13

11.2

32.8
3.5
59
1.4
39

17.3

13.1
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6.7
27.5
44.8

3.1
22.4
20.9
72.5
53.3
58.7
39.3
15.5
88.8

8.1
11.9
29.1

3.9

19
31.9
29.3

4.9
4.7
10.3
124
4.5
15.3
35.7
25.2
4.6
4.4
13.8
16.6
13
70.6
11
6.6
0.8
31.1
7.9
13.7
10.3

6.7
27.5
44.8

3.1
22.4
20.9
72.5
53.3
58.7
39.3
15.5
78.3

8.1
11.9
290.1

3.9

19
31.9
29.3

4.9
4.7
7.6
9.7
4.5
15.3
35.7
25.2
4.6
4.4
13.8
16.6
13
70.6
11
6.6
0.8
31.1
7.9
13.7
10.3



16.2

15.7
9.6
5.5

111

47.5

55.7

50.2

41.9

36.6
60

18.3
13
53
3.3
8.6
2.1
59

16.2

15.7
9.6
5.5

111

36.5

52.5

39.3

37.8

29.2

53.1

18.3
13
53
3.3
8.6
2.1
59



Mol. weight [kDa] Q-value Score Intensity MS/MS count Majority protein IDs

165.85 0 323.31 17552000000 390 Q61838
106.91 0 70.115 718330000 39 Q8BGQ7
44.97 0.0087816 1.3885 45457000 4 Q3THG9S
50.236 0 91.958 694380000 44 P61922-2
176.16 0 8.4982 71840000 10 Q8K440-2
170.09 0 8.2935 203340000 19 P70170-3
75.474 0 9.26 282890000 13 P55096
67.314 0 35.318 372140000 16 P61222
94.944 0.00043103 3.21 80464000 15 Q6P542
33.56 0 5.5601 347770000 4 Q8K4F5
45.269 0 13.383 475580000 33 Q99LR1
22.45 0 49.508 1269500000 39 Q8VCR7
63.085 0 7.715 606330000 34 Q971Q2
39.154 0 16.661 308130000 15 Q9DBLYS
42.547 0 5.8146 144890000 4 Q8CBW3-5
62.003 0.00043879 3.4168 68982000 8 Q8K4G5-3
9.0303 0 25.861 1093700000 46 Q4KML4
43.953 0 72.968 1584300000 71 Q921H8
41.829 0 323.31 25554000000 425 Q8BWT1
265.25 0 246.18 2548600000 84 Q55wu9
118.98 0 7.3858 120750000 3 Q8K370
68.721 0.00041876 2.8853 190880000 7 Q8JZN5
47.907 0 322.03 13453000000 274 P51174
46.481 0 202.09 14705000000 181 P45952
44.889 0 73.325 5049600000 122 Q07417
47.874 0 120.27 1369300000 59 Q9DBL1
70.875 0 323.31 11258000000 279 P50544
221.94 0 200.94 7890300000 173 Q61282
44.816 0 321.69 16308000000 252 Q80Q7T1
41.297 0 61.287 1131100000 68 Q8CAY6
150.92 0 226.36 10114000000 380 P09470
65.356 0 6.0731 158370000 4 Q9JIX8-3
119.73 0 317.91 10992000000 277 Q91v92
98.124 0 97.255 3101800000 123 P28271
85.462 0 323.31 41315000000 764 Q99KI0
67.354 0 31.722 347130000 10 Q8VHQS
15.183 0 30.075 660590000 34 Q9CQR4
49.656 0 78.74 1339300000 64 Q9QYR9S



37.555
50.56
17.941
67.95
65.076
77.951
76.205
42.009
41.736
42.019
41.792
47.447
103.07
104.98
46.207
42.613
42.281
44.76
47.357
11.241
83.967
113.22
71.742
139.12
122.71
69.886
75.406
39.771
39.547
39.904
26.809
40.148
53.774
79.656
42.06
54.866
50.254
128.36
89.518
49.275
27.072

0.00043197 3.2323

0

O OO OO 0OO00OO00OO0O0OO0oO oo oo

0
0.0087848
0
0
0
0.0077548
0

O O O O O

0
0.00042535
0

o O O o

0
0.0035322
0

55.087
21.217
13.979
5.0836
238.92
23.891
14.074
77.927
323.31
323.31
5.8253
323.31
323.31
147.06
48.096
66.664
269.62
145
5.8262
1.3913
4.3236
21.354
33.404
1.4666
106.43
15.15
14.28
132.09
7.1263
7.966
66.045
3.0721
5.1777
3.5472
76.724
6.0511
245.88
5.4691
2.0645
8.2727

155120000
2696200000
915020000
138030000
31704000
10622000000
211680000
1.2754E+11
7413900000
1.3397E+12
3.6943E+11
143820000
1.5276E+11
19968000000
411790000
930670000
3863900000
8659700000
17154000000
455300000
43386000
103560000
819370000
962190000
64142000
1529800000
237560000
816650000
2964300000
181970000
577600000
1525900000
77677000
76555000
34911000
1327600000
107060000
9597600000
192010000
13872000
170700000

105
36
11

289

184
84
4093
1501

1489
447
25
39
122
173
195
15

129
11
19
39

81

282
17
2
18

Q91V12-2
Q9R0OX4
Q9D358-2
Q8VCWS8
Q3URE1
P41216
Q8JZRO
P62737
P60710
P68033
P63260
Q9Z2N8
Q7TPR4
P57780
Q9QzB7
P61164
Q8R5C5
P61161
Q99JY9
P56376
035598
Q80721
Q60936
P84309
P51829
Q9QYC0-2
Q9QYB5-2
P00329
P28474
Q64437
Q60994
P55264
Q8vDL4-3
Q3UYH7
QIJKV1
P54822
P28650
Q640N1
Q8Jz2Q2
089020-2
Q3UPL5



37.022
18.899
97.303
31.01
198.33
47.688
58.951
38.117
37.325
66.765
40.634
33.997
35.377
37.605
21.539
25.605
25.426
169.74
36.586
35.732
35.988
36.12
40.612
27.483
36.023
68.692
65.091
84.755
87.052
54.467
101.59
56.537
53.97
61.84
55.968
57.915
55.644
53.514
39.355
47.404
18.136

0.0035447
0

O O O OO 0000000000 Oo0OoOOoO oo

0
0.0067265
0
0
0
0.0016168
0.00042992

0.0063838

2.0961
21.892
11.514
7.8844
47.847
55.106
8.1928
7.2044
158.85
22.351
5.6663
28.86
15.902
12.032
138.84
104
61.923
46.389
132.49
54.028
5.2726
11.416
18.706
1.5497
18.85
323.31
15.397
2.477
3.1812
28.214
11.011
323.31
24.167
79.723
2.7667
180.08
103.66
63.243
295.16
5.0584
1.5803

63154000
275150000
329720000
193610000
1138300000
2295500000
353570000
327480000
15976000000
570350000
129530000
872330000
412840000
236490000
5216900000
3388400000
4048300000
1217100000
3677900000
6631900000
325260000
902890000
663090000
124670000
266750000
3.5689E+11
518510000
30289000
66509000
245350000
125130000
40297000000
1541400000
703840000
88961000
6345000000
2918100000
1496000000
21083000000
50903000
31480000

11

72
64
16
6
102
14

37
36

120
92
138
39
112
141
16
22
26
10
10
2241
27
12

14
10
551
73
55

152
83
77

421

Q64191
Q9ESW4-2
Q8CJGO
Q8K3K7
A2ASQ1-3
P50247
Q80SwW1
Q8BK64
P29699
Q970X1
Q8BUE4
P31230
Q8R0O10
008915
Q9R0OY5
Q9WTP6-2
QOWTP7
QOWTQ5-2
Qallle
P45376
P21300
P45377
Q8CG76
Q9D1F4
P10518
P07724
Q61490
Q57119
Q97110-2
P24549
Q8K009
P47738
P47740
Q8CHTO
Q8BWFO
Q9EQ20
Q9DBF1-2
QaJu2
P0O5064
Q9DBES8
P30355



17.682
215.99
192.03
426.26
128.65
69.262
106.25
28.537
31.078
28.245
109.65
38.734
54.079
38.676
36.384
35.915
35.752
75.884
49.925
84.533
146.68
103.93
91.349
105.48
104.02
104.58
49.654
17.018
122.74
135.08
79.964
35.49
56.784
46.434
30.615
30.972
11.309
45.029
9.6963
10.741
35.866

O OO0 O 0000000000000 0O0O0OO0OOo0OOoOOoO oo

0
0.00043122
0

O OO O O o oo

0
0.0081121
0
0

4.5879
6.3528
178.05
7.6955
33.897
9.7832
17.007
80.802
9.4119
11.978
323.31
177.47
126.84
323.31
165.99
242.93
262.33
323.31
57.734
323.31
5.0626
21.135
8.0562
102.29
178.7
202.67
43.826
3.2121
15.687
5.0933
10.173
13.165
37.592
17.658
128.01
59.131
32.094
65.078
1.439
29.216
15.403

419140000
110680000
3561500000
238370000
141760000
361280000
679780000
800730000
752680000
820600000
8430300000
19782000000
6669000000
87976000000
11342000000
4763700000
51234000000
73210000000
5135400000
79048000000
205490000
671040000
198290000
3431600000
5882200000
6565600000
2394900000
551820000
401640000
161930000
183470000
295140000
551020000
461590000
8805600000
3553400000
740480000
3369600000
435490000
228390000
796730000

16
2
129
20

23
29
39
23
19
343
337
139
548
194
127
554
992
87
857

36
14
108
220
275
67
18
24

25
24
11
210
72
27
75

37

008583-2
P53995
Q02357-5
Q8C8R3
Q810B6
Q8BH79-2
Q6P9J9
035381
Q9EST5
P97822-2
P97449
P10107
P97384
P07356
035639
P97429
P48036
P14824
Q07076
070423
054754
035643
P22892
P17426-2
P17427
Q9DBG3
P84091
P62743
Q971T1
054774
Q8R146-2
P28352
035841
Q9D7NS
Q00623
Q8K4Z3
P09813
P06728
P34928
Q05020
P08226



38.618
18.798
29.26
82.967
79.327
19.724
28.793
57.229
20.697
20.746
20.396
20.529
20.082
202.24
50.41
79.818
229.72
23.407
22.851
108.53
79.695
20.411
20.486
23.437
21.557
21.539
31.246
41.063
34.357
20.524
19.667
16.288
16.98
44.669
51.739
38.822
83.041
42.572
33.95
57.428
32.402

O O O O O o oo

0
0.00042409
0

o O O o

0
0.0057143
0

o O O o

0
0.00041459
0
0
0.00043802
0

O O O O O O o o o

0
0.00041442
0
0

39.032
18.082
30.903
21.336
25.957
15.864
80.105
30.12
104.8
3.0274
67.909
7.779
4.5485
8.3954
78.682
12.812
1.6988
94.112
15.422
9.5104
7.4201
49.835
13.894
2.7848
80.777
33.235
3.4071
91.169
107.78
33.243
125.63
7.0956
13.594
39.578
37.096
7.3528
74.028
308.94
2.7843
4.7269
4.8567

3683600000
160450000
591380000
753160000
549870000
919320000
2279300000
922780000
4860500000
104670000
2463500000
187750000
121240000
52942000
2348700000
168870000
4568700000
8915400000
290520000
370720000
218250000
391790000
871350000
148050000
1668800000
800430000
290410000
8116500000
4653200000
5356800000
8106100000
1052300000
685420000
956110000
342540000
359240000
1623500000
65270000000
72788000
119490000
156640000

127

27
45
33
60
33
36
132
15
51
15

97
12

137
14
24

19
32
14
102
40

128
177
142
135
17
17
64
21

67
694
13
16

Q01339
Q9DCz4-2
Q78IK4
P12023-3
Q8K3HO
P0O8030
Q02013
Q5XxJY5
P84078
Q8BSL7
P61750
P84084
P62331
A2A5R2
Q5FWK3
Q3UIA2-4
Q811P8
Q99PT1
Q61599
Q60875-5
Q9ES28-8
P61211
Q9WUL7
Q9JKWO
Q8R5J9
QocQw2
Q9D7A8
Q9WV32
Q9CVB6
Q9IM76
P59999
Q9CPW4
Q9D898
Q9WV54
Q91YI0
054984
Q8BSY0
Q99MQ4
Q8COMS9
Q92511-2
Q99J83



77.519
64.217
66.223
60.574
7.3384
112.98
112.22
35.194
31.775
109.75
112.3
134.75
122.29
59.752
56.3
32.886
28.948
18.749
8.2355
12.496
10.344
11.424
23.363
95.622
40.301
68.325
56.55
26.157
53.706
33.395
98.19
13.779
41.909
61.859
50.942
121.04
10.102
21.394
67.669
94.391
101.02

0

0
0.00042882

0

O O O O o o

0
0.00041528
0

O O O O O

0
0.00041511
0
0
0
0.0020088
0

O O O O o o

0
0.0042373
0

O O O O O

0
0.00081633

10.343
157.84
3.1637
212.36
42.984
100.17
18.847
11.246
14.342
192.37
19.965
2.7916
54.812
323.31
323.31
92.378
28.853
91.949
8.5163
2.7853
16.801
18.964
137.93
2.3841
6.4183
94.554
3.9674
28.674
5.0238
4.1173
6.4731
11.851
1.8319
18.068
4.3363
21.853
30.407
6.0397
169.69
6.7535
2.5794

135880000
4762600000
199640000
6599200000
1783800000
4232600000
1038800000
505120000
1219700000
4855800000
319540000
60779000
1880100000
43839000000
82640000000
3902200000
5653400000
4442900000
902860000
237230000
2469500000
2098000000
14384000000
39729000
336640000
1232900000
65807000
332600000
120840000
173830000
221160000
690850000
78502000
843580000
74518000
385230000
6015400000
193390000
9655800000
24007000
72911000

14
195
14
214
64
175
51
20
29
188
17

94
520
832
100

81
127

34

39
74
214
6
11
49
7
11
11

10
13
12
38

38
84
4
214
1
11

Q9D906
QoCwIJ9
Q6PAO6
Q91YH5
008997
Q8VDN2
Q6PIES
P14094
P97370
055143-2
Q64518-3
G5E829
Q6Q477-2
Q03265
P56480
Q91VR2
QocaQr
Q9DCX2
Q06185
P97450
P56135
Q9CPQ8
Q9DB20
Q971G4-3
P51863
P50516
P62814
P50518
P28658
QIJLZ3
Q00993
P01887
Q972Y2
QoJLv1
Q8CI32
Q9Z1R2
054962
Q07813
Q9R069
Q61140-2
Q8CCN5



44.127
50.37
35.504
46.587
41.639
52.511
33.524
22.197
29.978
32.851
33.196
28.09
11.832
17.699
76.437
169.9
31.013
186.48
192.91
51.523
188.88
62.002
28.33
29.032
29.366
39.842
121.96
26.51
235.85
16.837
47.994
37.063
41.624
54.113
55.96
32.542
136.33
67.277
51.564
52.861
39.24

O O O O O O o

0
0.0042275
0
0
0.0016201
0
0
0
0.00041649
0
0
0
0.00081766
0
0.00041894
0

O OO OO0 000000000 OoOOo oo

71.429
28.293
7.3681
6.2511
323.31
28.471
34.597
47.566
1.7903
13.836
18.027
2.506
89.453
6.1045
4.0872
2.823
46.311
117.61
141.97
2.5987
5.9504
2.8875
6.1149
135.15
249.06
56.197
92.052
8.3966
9.5059
168.53
99.441
21.87
5.7082
110.87
71.222
4.9167
250.77
116.84
323.31
83.638
55.406

1984300000
366370000
432230000
132130000
1.2076E+11
902030000
764750000

1099800000

25303000
911070000
664170000

27761000
118560000

51822000

41405000

1274600000

1103600000

4463800000

3991300000

1805700000
135690000

73964000
303280000
4822100000
14412000000

1240100000

4639400000
127430000
153500000

3732400000

5250700000
435350000
282090000

4761900000

1998000000

82662000
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Q62147
Q9CY50
Q62186
Q99147
088829-2
P42227-2
Q8CI59
P70302
Q60864
Q99KH8
Q971W9
P54116
Q99JB2
Q8CDJ8
Q97172
P50427
P46978
Q3TDQ1
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93.867
12.009
39.535
55.416
28.752
6.6962
29.325
98.491
5.7768
4.2882
48.095
323.31
323.31
323.31
2.3317
28.413
17.331
27.665
16.811
8.8923
7.2747
4.9917
5.4259
32.377
4.5338
120.91
65.661
323.31
323.31
323.31

513590000
217650000
157170000
811090000
1283500000
3229300000
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Q6ZWQ0
Q701V5-2
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Q5SRX1-3



15.537
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67.589
172.79
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54.495
37.817
43.813
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29.02
28.467
61.341
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273.99
29.814
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16.936
2.7629
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P0O7309
P68369
P05213
P68373
P68368
Q9CWF2
Q9ERD7
Q9D6F9
P68372
P99024
Q922F4
Q8BFR5
Q91YR1
Q9Z0P5-2
P10639
P97493
Q9CQM5
Q91W90
Q8CDN6
Q9JIMH6-2
Q9D883
P26369
Q3TW96
Q02053
Q9Z1F9
Q8C878-2
Q8VE47
Q80X50-2
P62838
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P68037
P61089
Q9D2M8
Q80U95
E9Q735
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34.481
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1.9765
48.245
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20.767
64.044
4.4144
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Q9ERF3
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Protein names

Alpha-2-macroglobulin

Alanine--tRNA ligase, cytoplasmic

Alanyl-tRNA editing protein Aarsd1

4-aminobutyrate aminotransferase, mitochondrial
ATP-binding cassette sub-family A member 8-B

ATP-binding cassette sub-family C member 9

ATP-binding cassette sub-family D member 3

ATP-binding cassette sub-family E member 1

ATP-binding cassette sub-family F member 1

Alpha/beta hydrolase domain-containing protein 11
Monoacylglycerol lipase ABHD12

Alpha/beta hydrolase domain-containing protein 14B
Abhydrolase domain-containing protein 16A
1-acylglycerol-3-phosphate O-acyltransferase ABHD5

Abl interactor 1

Actin-binding LIM protein 1

Costars family protein ABRACL

3-ketoacyl-CoA thiolase A, peroxisomal

3-ketoacyl-CoA thiolase, mitochondrial

Acetyl-CoA carboxylase 1

Acyl-CoA dehydrogenase family member 10

Acyl-CoA dehydrogenase family member 9, mitochondrial
Long-chain specific acyl-CoA dehydrogenase, mitochondrial
Medium-chain specific acyl-CoA dehydrogenase, mitochondrial
Short-chain specific acyl-CoA dehydrogenase, mitochondrial
Short/branched chain specific acyl-CoA dehydrogenase, mitochondrial
Very long-chain specific acyl-CoA dehydrogenase, mitochondrial
Aggrecan core protein

Acetyl-CoA acetyltransferase, mitochondrial

Acetyl-CoA acetyltransferase, cytosolic
Angiotensin-converting enzyme

Apoptotic chromatin condensation inducer in the nucleus
ATP-citrate synthase

Cytoplasmic aconitate hydratase

Aconitate hydratase, mitochondrial

Acyl-coenzyme A thioesterase 11

Acyl-coenzyme A thioesterase 13

Acyl-coenzyme A thioesterase 2, mitochondrial



Cytosolic acyl coenzyme A thioester hydrolase
Acyl-coenzyme A thioesterase 9, mitochondrial
Low molecular weight phosphotyrosine protein phosphatase
Acyl-CoA synthetase family member 2, mitochondrial
Acyl-CoA synthetase family member 3, mitochondrial
Long-chain-fatty-acid--CoA ligase 1
Long-chain-fatty-acid--CoA ligase 5

Actin, aortic smooth muscle

Actin, cytoplasmic 1

Actin, alpha cardiac muscle 1

Actin, cytoplasmic 2

Actin-like protein 6A

Alpha-actinin-1

Alpha-actinin-4

Actin-related protein 10

Alpha-centractin

Beta-centractin

Actin-related protein 2

Actin-related protein 3

Acylphosphatase-1

Disintegrin and metalloproteinase domain-containing protein 10
ADAMTS-like protein 4

Atypical kinase ADCK3, mitochondrial
Adenylate cyclase type 5

Adenylate cyclase type 7

Alpha-adducin

Gamma-adducin

Alcohol dehydrogenase 1

Alcohol dehydrogenase class-3

Alcohol dehydrogenase class 4 mu/sigma chain
Adiponectin

Adenosine kinase

ADP-dependent glucokinase

Beta-adrenergic receptor kinase 2

Proteasomal ubiquitin receptor ADRM1
Adenylosuccinate lyase

Adenylosuccinate synthetase isozyme 1
Adipocyte enhancer-binding protein 1
AFG3-like protein 2

Afamin

Uncharacterized protein C110rf96 homolog



N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase
Acylglycerol kinase, mitochondrial

Protein argonaute-2

1-acyl-sn-glycerol-3-phosphate acyltransferase beta
Agrin

Adenosylhomocysteinase

Putative adenosylhomocysteinase 2

Activator of 90 kDa heat shock protein ATPase homolog 1
Alpha-2-HS-glycoprotein

Apoptosis-inducing factor 1, mitochondrial
Apoptosis-inducing factor 2

Aminoacyl tRNA synthase complex-interacting multifunctional protein 1
Aminoacyl tRNA synthase complex-interacting multifunctional protein 2
AH receptor-interacting protein

Adenylate kinase isoenzyme 1

Adenylate kinase 2, mitochondrial

GTP:AMP phosphotransferase AK3, mitochondrial
A-kinase anchor protein 12

Alcohol dehydrogenase [NADP(+)]

Aldose reductase

Aldose reductase-related protein 1

Aldose reductase-related protein 2

Aflatoxin B1 aldehyde reductase member 2

Proline-rich AKT1 substrate 1

Delta-aminolevulinic acid dehydratase

Serum albumin

CD166 antigen

Aldehyde dehydrogenase family 16 member Al
Delta-1-pyrroline-5-carboxylate synthase

Retinal dehydrogenase 1

Mitochondrial 10-formyltetrahydrofolate dehydrogenase
Aldehyde dehydrogenase, mitochondrial

Fatty aldehyde dehydrogenase
Delta-1-pyrroline-5-carboxylate dehydrogenase, mitochondrial
Succinate-semialdehyde dehydrogenase, mitochondrial
Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondrial
Alpha-aminoadipic semialdehyde dehydrogenase
4-trimethylaminobutyraldehyde dehydrogenase
Fructose-bisphosphate aldolase A
Alpha-1,3/1,6-mannosyltransferase ALG2

Arachidonate 5-lipoxygenase-activating protein



THO complex subunit 4
Anaphase-promoting complex subunit 1
Ankyrin-1

Ankyrin-2

Rabankyrin-5

Anoctamin-10

Anoctamin-6

Acidic leucine-rich nuclear phosphoprotein 32 family member A
Acidic leucine-rich nuclear phosphoprotein 32 family member B
Acidic leucine-rich nuclear phosphoprotein 32 family member E
Aminopeptidase N

Annexin Al

Annexin A1l

Annexin A2

Annexin A3

Annexin A4

Annexin A5

Annexin A6

Annexin A7

Membrane primary amine oxidase
Aldehyde oxidase 1

AP-1 complex subunit beta-1

AP-1 complex subunit gamma-1

AP-2 complex subunit alpha-1

AP-2 complex subunit alpha-2

AP-2 complex subunit beta

AP-2 complex subunit mu

AP-2 complex subunit sigma

AP-3 complex subunit beta-1

AP-3 complex subunit delta-1
Acylamino-acid-releasing enzyme
DNA-(apurinic or apyrimidinic site) lyase
Apoptosis inhibitor 5

Adipocyte plasma membrane-associated protein
Apolipoprotein A-I

NAD(P)H-hydrate epimerase
Apolipoprotein A-ll

Apolipoprotein A-IV

Apolipoprotein C-I

Apolipoprotein C-II

Apolipoprotein E



Beta-2-glycoprotein 1

Apolipoprotein O

MICOS complex subunit Mic27

Amyloid beta A4 protein

DCC-interacting protein 13-alpha

Adenine phosphoribosyltransferase
Aquaporin-1

Coatomer subunit delta

ADP-ribosylation factor 1

ADP-ribosylation factor 2

ADP-ribosylation factor 4

ADP-ribosylation factor 5

ADP-ribosylation factor 6

Brefeldin A-inhibited guanine nucleotide-exchange protein 2
Rho GTPase-activating protein 1

Rho GTPase-activating protein 17

Rho GTPase-activating protein 32

Rho GDP-dissociation inhibitor 1

Rho GDP-dissociation inhibitor 2

Rho guanine nucleotide exchange factor 2
Rho guanine nucleotide exchange factor 7
ADP-ribosylation factor-like protein 1
ADP-ribosylation factor-like protein 3
ADP-ribosylation factor-like protein 6-interacting protein 1
PRA1 family protein 3

ADP-ribosylation factor-like protein 8B
Armadillo repeat-containing protein 1
Actin-related protein 2/3 complex subunit 1B
Actin-related protein 2/3 complex subunit 2
Actin-related protein 2/3 complex subunit 3
Actin-related protein 2/3 complex subunit 4
Actin-related protein 2/3 complex subunit 5
Actin-related protein 2/3 complex subunit 5-like protein
Acid ceramidase

Argininosuccinate lyase

ATPase Asnal

Aspartyl/asparaginyl beta-hydroxylase
Asporin

Isoaspartyl peptidase/L-asparaginase

ATPase family AAA domain-containing protein 3
Autophagy protein 5



Ubiquitin-like modifier-activating enzyme ATG7
Bifunctional purine biosynthesis protein PURH
Atlastin-2

Atlastin-3

Copper transport protein ATOX1
Sodium/potassium-transporting ATPase subunit alpha-1
Sodium/potassium-transporting ATPase subunit alpha-2
Sodium/potassium-transporting ATPase subunit beta-1
Sodium/potassium-transporting ATPase subunit beta-3
Sarcoplasmic/endoplasmic reticulum calcium ATPase 2
Sarcoplasmic/endoplasmic reticulum calcium ATPase 3
Plasma membrane calcium-transporting ATPase 1
Calcium-transporting ATPase

ATP synthase subunit alpha, mitochondrial

ATP synthase subunit beta, mitochondrial

ATP synthase subunit gamma, mitochondrial

ATP synthase F(0) complex subunit B1, mitochondrial
ATP synthase subunit d, mitochondrial

ATP synthase subunit e, mitochondrial

ATP synthase-coupling factor 6, mitochondrial

ATP synthase subunit f, mitochondrial

ATP synthase subunit g, mitochondrial

ATP synthase subunit O, mitochondrial

V-type proton ATPase 116 kDa subunit a isoform 1
V-type proton ATPase subunitd 1

V-type proton ATPase catalytic subunit A

V-type proton ATPase subunit B, brain isoform

V-type proton ATPase subunit E 1

Ataxin-10

Methylglutaconyl-CoA hydratase, mitochondrial
Tyrosine-protein kinase receptor UFO
Beta-2-microglobulin

Beta-1,4-galactosyltransferase 2

BAG family molecular chaperone regulator 3

BAG family molecular chaperone regulator 5

Large proline-rich protein BAG6
Barrier-to-autointegration factor

Apoptosis regulator BAX

Basal cell adhesion molecule

Breast cancer anti-estrogen resistance protein 1
Breast carcinoma-amplified sequence 3 homolog



Branched-chain-amino-acid aminotransferase, mitochondrial
2-oxoisovalerate dehydrogenase subunit alpha, mitochondrial
2-oxoisovalerate dehydrogenase subunit beta, mitochondrial
[3-methyl-2-oxobutanoate dehydrogenase [lipoamide]] kinase, mitochondrial
Biglycan

Bleomycin hydrolase

Biliverdin reductase A

Flavin reductase (NADPH)

Bisphosphoglycerate mutase

Valacyclovir hydrolase

3(2),5-bisphosphate nucleotidase 1

BRCA1-A complex subunit BRE

BRO1 domain-containing protein BROX

Transcription factor BTF3

Tyrosine-protein kinase BTK

Peripheral-type benzodiazepine receptor-associated protein 1
Complement component 1 Q subcomponent-binding protein, mitochondrial
Complement C3

Complement C4-B

C4b-binding protein

Complement C5

Complement component C9

Carbonic anhydrase 1

Carbonic anhydrase 2

Carbonic anhydrase 3

Calcium-binding protein 39

Voltage-dependent calcium channel subunit alpha-2/delta-1
Calcyclin-binding protein

CAD protein

Calmodulin-3

Calreticulin

Calumenin

Calcium/calmodulin-dependent protein kinase type 1
Calcium/calmodulin-dependent protein kinase type Il subunit delta
Calcium/calmodulin-dependent protein kinase type Il subunit gamma
Calcium signal-modulating cyclophilin ligand

Cullin-associated NEDD8-dissociated protein 1

Calnexin

Adenylyl cyclase-associated protein 1

Adenylyl cyclase-associated protein 2

Macrophage-capping protein



Calpain-1 catalytic subunit

Calpain-2 catalytic subunit

Calpain small subunit 1

Caprin-1

F-actin-capping protein subunit alpha-1
F-actin-capping protein subunit alpha-2
F-actin-capping protein subunit beta
Calcium-regulated heat stable protein 1
ATP-dependent (S)-NAD(P)H-hydrate dehydratase
ATP-dependent (S)-NAD(P)H-hydrate dehydratase
Histone-arginine methyltransferase CARM1
Cysteine--tRNA ligase, cytoplasmic

Caspase-8

Calsequestrin-1

Calpastatin

Catalase

Caveolin-1

Caveolin-2

Carbonyl reductase [NADPH] 1

Carbonyl reductase [NADPH] 2

Carbonyl reductase [NADPH] 3

Cell division cycle and apoptosis regulator protein 1
Cell cycle and apoptosis regulator protein 2
Kynurenine--oxoglutarate transaminase 3
Coiled-coil domain-containing protein 127
Coiled-coil domain-containing protein 47
Coiled-coil domain-containing protein 80
Coiled-coil domain-containing protein 90B, mitochondrial
Cyclin-Y

T-complex protein 1 subunit beta

T-complex protein 1 subunit gamma

T-complex protein 1 subunit delta

T-complex protein 1 subunit epsilon

T-complex protein 1 subunit zeta

T-complex protein 1 subunit eta

T-complex protein 1 subunit theta

CD109 antigen

CD151 antigen

Scavenger receptor cysteine-rich type 1 protein M130
OX-2 membrane glycoprotein

CD2-associated protein



Hematopoietic progenitor cell antigen CD34
Platelet glycoprotein 4

CD44 antigen

Leukocyte surface antigen CD47

CD81 antigen

CD9 antigen

CD97 antigen

CD99 antigen

Hsp90 co-chaperone Cdc37

Cell division control protein 42 homolog
Serine/threonine-protein kinase MRCK beta
Cadherin-13

Cadherin-6

CDP-diacylglycerol--inositol 3-phosphatidyltransferase
Cyclin-dependent kinase 13
Cyclin-dependent-like kinase 5
Phosphatidate cytidylyltransferase 2
CUGBP Elav-like family member 2
Centromere protein V

Carboxylesterase 1C

Carboxylesterase 1D

Complement factor B

Complement factor D

Complement factor H

Complement factor |

Cofilin-1

Cofilin-2

MICOS complex subunit Mic19

MICOS complex subunit Mic25
Chromodomain-helicase-DNA-binding protein 4
Charged multivesicular body protein 3
Charged multivesicular body protein 4b
Carbohydrate sulfotransferase 12
Chromatin target of PRMT1 protein

CDGSH iron-sulfur domain-containing protein 1
Cytoskeleton-associated protein 4

Creatine kinase B-type

Creatine kinase M-type

CLIP-associating protein 1

Chloride channel CLIC-like protein 1

C-type lectin domain family 10 member A



Tetranectin

Chloride intracellular channel protein 1
Chloride intracellular channel protein 4
Clathrin interactor 1

Cleft lip and palate transmembrane protein 1-like protein
Clathrin light chain B

Clathrin heavy chain 1

Clusterin

Citrate lyase subunit beta-like protein, mitochondrial
Chymase

UMP-CMP kinase

Cellular nucleic acid-binding protein
Cytosolic non-specific dipeptidase
Calponin-1

Calponin-2

Calponin-3

2,3-cyclic-nucleotide 3-phosphodiesterase
Protein canopy homolog 2

Protein canopy homolog 4

Cytochrome c oxidase assembly factor 3 homolog, mitochondrial
Bifunctional coenzyme A synthase
Collagen alpha-1(XIl) chain

Collagen alpha-1(XIV) chain

Collagen alpha-1(XV) chain

Collagen alpha-1(XVIIl) chain

Collagen alpha-1(l) chain

Collagen alpha-2(l) chain

Collagen alpha-1(ll) chain

Collagen alpha-1(lll) chain

Collagen alpha-1(1V) chain

Collagen alpha-2(1V) chain

Collagen alpha-3(1V) chain

Collagen alpha-4(1V) chain

Collagen alpha-1(V) chain

Collagen alpha-2(V) chain

Collagen alpha-1(VI) chain

Collagen alpha-2(VI) chain

Collagen alpha-5(VI) chain

Collagen alpha-6(VI) chain

Procollagen galactosyltransferase 1
COMM domain-containing protein 3



COMM domain-containing protein 4

COMM domain-containing protein 9

Catechol O-methyltransferase

Catechol O-methyltransferase domain-containing protein 1
Coatomer subunit alpha

Coatomer subunit beta

Coatomer subunit beta

Coatomer subunit epsilon

Coatomer subunit gamma-1

Coatomer subunit gamma-2

COP9 signalosome complex subunit 2

COP9 signalosome complex subunit 3

COP9 signalosome complex subunit 4

COP9 signalosome complex subunit 5

COP9 signalosome complex subunit 6

COP9 signalosome complex subunit 7a

Coatomer subunit zeta-1

Coenzyme Q-binding protein COQ10 homolog B, mitochondrial
Ubiquinone biosynthesis monooxygenase COQ6, mitochondrial
Ubiquinone biosynthesis protein COQ9, mitochondrial
Coronin-1A

Coronin-1B

Coronin-1C

Coactosin-like protein

Cytochrome c oxidase subunit 4 isoform 1, mitochondrial
Cytochrome c oxidase subunit 5A, mitochondrial
Cytochrome c oxidase subunit 5B, mitochondrial
Cytochrome c oxidase subunit 6A1, mitochondrial
Cytochrome c oxidase subunit 6B1

Cytochrome c oxidase subunit 6C

Cytochrome c oxidase subunit 7A1, mitochondrial
Cytochrome c oxidase subunit 7A2, mitochondrial
Cytochrome c oxidase subunit 7C, mitochondrial
Ceruloplasmin

Mast cell carboxypeptidase A

Carboxypeptidase E

Copine-1

Copine-2

Copine-3

Oxygen-dependent coproporphyrinogen-lll oxidase, mitochondrial
Serine/threonine-protein phosphatase CPPED1



Carboxypeptidase Q

Cleavage and polyadenylation specificity factor subunit 6
Cleavage and polyadenylation specificity factor subunit 7
Carnitine O-palmitoyltransferase 1, liver isoform
Carnitine O-palmitoyltransferase 1, muscle isoform
Carnitine O-palmitoyltransferase 2, mitochondrial
Complement component receptor 1-like protein
Carnitine O-acetyltransferase

Cysteine-rich with EGF-like domain protein 1
Cysteine-rich protein 1

Cysteine-rich protein 2

Adapter molecule crk

Crk-like protein

Alpha-crystallin B chain

Lambda-crystallin homolog

Quinone oxidoreductase

Citrate synthase, mitochondrial

Cysteine sulfinic acid decarboxylase

Exportin-2

Tyrosine-protein kinase CSK

Casein kinase | isoform alpha

Casein kinase Il subunit alpha

Casein kinase Il subunit beta

Chondroitin sulfate proteoglycan 4

Cysteine and glycine-rich protein 1

Cysteine and glycine-rich protein 2

Cystatin-C

Cystatin-B

Cleavage stimulation factor subunit 2
C-terminal-binding protein 1

Transcriptional repressor CTCF

Catenin alpha-1

Catenin alpha-2

Catenin alpha-3

Alpha-catulin

Catenin beta-1

Beta-catenin-like protein 1

Catenin delta-1

Cathepsin B

Cathepsin D

Pro-cathepsin H



Src substrate cortactin

CTTNBP2 N-terminal-like protein

Cullin-1

Cullin-3

Cullin-4A

Cullin-5

Protein CutA

Copper homeostasis protein cutC homolog
Stromal cell-derived factor 1

Cytochrome b5

Cytochrome b5 type B

NADH-cytochrome b5 reductase 1
NADH-cytochrome b5 reductase 3
Cytochrome b-245 chaperone 1
Cytochrome c1, heme protein, mitochondrial
Cytochrome ¢, somatic

Cytoplasmic FMR1-interacting protein 1
Cytoglobin

Cytochrome P450 20A1

Cytochrome P450 2F2

Cytochrome P450 4B1

ES1 protein homolog, mitochondrial
Disheveled-associated activator of morphogenesis 1
Disabled homolog 2

Dystroglycan

Death-associated protein kinase 3
Aspartate--tRNA ligase, cytoplasmic
DAZ-associated protein 1
Acyl-CoA-binding protein

Drebrin-like protein

Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase con
Decorin

m7GpppX diphosphatase

Dynactin subunit 1

Dynactin subunit 2

Dynactin subunit 3

Dynactin subunit 5

L-xylulose reductase
N(G),N(G)-dimethylarginine dimethylaminohydrolase 2
DNA damage-binding protein 1
Phospholipase DDHD2



Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit
DDRGK domain-containing protein 1

D-dopachrome decarboxylase

ATP-dependent RNA helicase DDX1

Probable ATP-dependent RNA helicase DDX17

Nucleolar RNA helicase 2

ATP-dependent RNA helicase DDX25

Spliceosome RNA helicase Ddx39b

ATP-dependent RNA helicase DDX3X

ATP-dependent RNA helicase DDX3Y

ATP-dependent RNA helicase DDX42

Probable ATP-dependent RNA helicase DDX46

Probable ATP-dependent RNA helicase DDX5

ATP-dependent RNA helicase DDX50

Probable ATP-dependent RNA helicase DDX6

2,4-dienoyl-CoA reductase, mitochondrial

Protein DEK

Derlin-1

Desmin

Trans-1,2-dihydrobenzene-1,2-diol dehydrogenase
Dehydrogenase/reductase SDR family member 1
Dehydrogenase/reductase SDR family member 7B
Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15
ATP-dependent RNA helicase Dhx29

ATP-dependent RNA helicase A

Protein diaphanous homolog 1

H/ACA ribonucleoprotein complex subunit 4
Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase comple
Dihydrolipoyl dehydrogenase, mitochondrial
Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase
Dystrophin

Myotonin-protein kinase

DnalJ homolog subfamily A member 1

DnalJ homolog subfamily A member 2

DnalJ homolog subfamily A member 3, mitochondrial

DnalJ homolog subfamily B member 4

Dnal homolog subfamily C member 10

DnalJ homolog subfamily C member 11

Mitochondrial import inner membrane translocase subunit TIM14
Dnal homolog subfamily C member 3

Dynamin-1



Dynamin-1-like protein

Dynamin-2

Aspartyl aminopeptidase

Dedicator of cytokinesis protein 7

Dipeptidase 1

Dipeptidyl peptidase 3

Dipeptidyl peptidase 2

Dermatopontin

Protein dpy-30 homolog
Dihydropyrimidinase-related protein 2
Dihydropyrimidinase-related protein 3
Drl-associated corepressor

Desmoplakin

Dystonin

Destrin

Probable D-tyrosyl-tRNA(Tyr) deacylase 2
Dystrobrevin alpha

Dual specificity protein phosphatase 19

Dual specificity protein phosphatase 3
Cytoplasmic dynein 1 heavy chain 1

Cytoplasmic dynein 1 intermediate chain 2
Cytoplasmic dynein 1 light intermediate chain 1
Dynein light chain 1, cytoplasmic

Dynein light chain roadblock-type 1

Dynein light chain Tctex-type 1

Dynein light chain Tctex-type 3

Dysferlin

Delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, mitochondrial
Enoyl-CoA hydratase domain-containing protein 2, mitochondrial
Enoyl-CoA hydratase, mitochondrial

Enoyl-CoA delta isomerase 1, mitochondrial
Enoyl-CoA delta isomerase 2, mitochondrial
Extracellular matrix protein 1
Proteasome-associated protein ECM29 homolog
Evolutionarily conserved signaling intermediate in Toll pathway, mitochondrial
Elongation factor 1-alpha 1

Elongation factor 1-beta

Elongation factor 1-delta

Eukaryotic translation elongation factor 1 epsilon-1
Elongation factor 1-gamma

Elongation factor 2



EGF-containing fibulin-like extracellular matrix protein 1
EGF-containing fibulin-like extracellular matrix protein 2
EF-hand domain-containing protein D1

EF-hand domain-containing protein D2

Protein EFR3 homolog A

116 kDa U5 small nuclear ribonucleoprotein component
Epidermal growth factor receptor

EH domain-binding protein 1-like protein 1

EH domain-containing protein 1

EH domain-containing protein 2

EH domain-containing protein 3

EH domain-containing protein 4

Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation

initiation factor 2 subunit 1
initiation factor 2 subunit 3, X-linked
initiation factor 3 subunit A
initiation factor 3 subunit B
initiation factor 3 subunit C
initiation factor 3 subunit D
initiation factor 3 subunit E
initiation factor 3 subunit F
initiation factor 3 subunit G
initiation factor 3 subunit H
initiation factor 3 subunit J-A
initiation factor 3 subunit K
initiation factor 3 subunit L
initiation factor 3 subunit M

Eukaryotic initiation factor 4A-I
Eukaryotic initiation factor 4A-II
Eukaryotic initiation factor 4A-IlI

Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
Eukaryotic translation
ELAV-like protein 1
Elastin

initiation factor 4B
initiation factor 4E
initiation factor 4 gamma 1
initiation factor 4 gamma 2
initiation factor 4H
initiation factor 5

initiation factor 5A-1
initiation factor 5B

Elongation of very long chain fatty acids protein 1
ER membrane protein complex subunit 1



ER membrane protein complex subunit 8

Emerin

EMILIN-1

Echinoderm microtubule-associated protein-like 1

Echinoderm microtubule-associated protein-like 2

Protein enabled homolog

Endonuclease domain-containing 1 protein

Alpha-enolase

Gamma-enolase

Beta-enolase

Glutamyl aminopeptidase

Ectonucleotide pyrophosphatase/phosphodiesterase family member 1
Ectonucleotide pyrophosphatase/phosphodiesterase family member 3
Bis(5-adenosyl)-triphosphatase enpp4

Ectonucleoside triphosphate diphosphohydrolase 1
Ectonucleoside triphosphate diphosphohydrolase 2

Protein 4.1

Band 4.1-like protein 2

Epoxide hydrolase 1

Bifunctional epoxide hydrolase 2

Epsin-1

Epsin-2

Epsin-3

Epiplakin

Bifunctional glutamate/proline--tRNA ligase

Epidermal growth factor receptor substrate 15

Epidermal growth factor receptor kinase substrate 8-like protein 2
Endoplasmic reticulum aminopeptidase 1

Protein LAP2

Endoplasmic reticulum-Golgi intermediate compartment protein 1
Enhancer of rudimentary homolog

ERO1-like protein alpha

Endoplasmic reticulum resident protein 29

Endoplasmic reticulum resident protein 44

S-formylglutathione hydrolase

Extended synaptotagmin-1

Extended synaptotagmin-2

Eukaryotic peptide chain release factor subunit 1

Electron transfer flavoprotein subunit alpha, mitochondrial
Electron transfer flavoprotein subunit beta

Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondrial



Persulfide dioxygenase ETHE1, mitochondrial
Exocyst complex component 2
Exocyst complex component 6B
Coagulation factor XIII A chain
Prothrombin

Fatty acid-binding protein, heart
Fatty acid-binding protein, adipocyte
FAS-associated factor 2
Fumarylacetoacetase

Protein Noxp20

Constitutive coactivator of PPAR-gamma-like protein 1
Protein Niban

Niban-like protein 1

Protein FAM162A

BRISC complex subunit Abrol
Redox-regulatory protein FAM213A
Protein FAM3C

Protein FAM50B

Protein FAM98A

Protein FAM98B

Phenylalanine--tRNA ligase alpha subunit
Phenylalanine--tRNA ligase beta subunit
Fatty acid synthase

40S ribosomal protein S30

rRNA 2-O-methyltransferase fibrillarin
Filamin-binding LIM protein 1
Fibulin-1

Fibulin-1

Fibulin-2

Fibulin-5

Fibrillin-1

Fibrillin-2

F-box only protein 2

F-box only protein 30

F-box only protein 6

IgG receptor FcRn large subunit p51
F-BAR domain only protein 2

Farnesyl pyrophosphate synthase
Ferrochelatase, mitochondrial
Fermitin family homolog 2

Fermitin family homolog 3



Fetuin-B

Fibrinogen alpha chain

Fibrinogen beta chain

Fibroblast growth factor 1

Fibrinogen gamma chain

Fibroleukin

Fumarate hydratase, mitochondrial

Four and a half LIM domains protein 1

Four and a half LIM domains protein 3

Filamin A-interacting protein 1-like

Mitochondrial fission 1 protein

Peptidyl-prolyl cis-trans isomerase FKBP10
Peptidyl-prolyl cis-trans isomerase FKBP1A
Peptidyl-prolyl cis-trans isomerase FKBP2
Peptidyl-prolyl cis-trans isomerase FKBP3
Peptidyl-prolyl cis-trans isomerase FKBP4
Peptidyl-prolyl cis-trans isomerase FKBP9

Protein flightless-1 homolog

Filamin-A

Filamin-B

Filamin-C

Flotillin-1

Flotillin-2

Formin-like protein 3

Dimethylaniline monooxygenase [N-oxide-forming] 1
Dimethylaniline monooxygenase [N-oxide-forming] 2
Dimethylaniline monooxygenase [N-oxide-forming] 3
Fibromodulin

Fragile X mental retardation protein 1 homolog
Fibronectin

Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit alpha
Glutamate carboxypeptidase 2

Protein furry homolog

Follistatin-related protein 1

Ferritin heavy chain

Ferritin light chain 1

FUN14 domain-containing protein 2

Fucose mutarotase

RNA-binding protein FUS

Fragile X mental retardation syndrome-related protein 1
Ras GTPase-activating protein-binding protein 1



Ras GTPase-activating protein-binding protein 2
Glucose-6-phosphate 1-dehydrogenase X
Lysosomal alpha-glucosidase
Gamma-aminobutyric acid receptor-associated protein
Cyclin-G-associated kinase

Galactokinase

Aldose 1-epimerase

Guanidinoacetate N-methyltransferase

Neutral alpha-glucosidase AB
Glyceraldehyde-3-phosphate dehydrogenase
Glycine--tRNA ligase

Trifunctional purine biosynthetic protein adenosine-3
Protein NipSnap homolog 2
1,4-alpha-glucan-branching enzyme
Interferon-induced guanylate-binding protein 2
Vitamin D-binding protein
2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial
Glutaryl-CoA dehydrogenase, mitochondrial
elF-2-alpha kinase activator GCN1

Guanine deaminase

Rab GDP dissociation inhibitor alpha

Rab GDP dissociation inhibitor beta

Vitamin K-dependent gamma-carboxylase
Glucose-induced degradation protein 8 homolog
GTPase IMAP family member 4

ARF GTPase-activating protein GIT1

ARF GTPase-activating protein GIT2

Golgi apparatus protein 1

Lactoylglutathione lyase

Glyoxalase domain-containing protein 4
Glutaredoxin-1

Glutaredoxin-3

Glutaminase kidney isoform, mitochondrial
Glycolipid transfer protein

Glutamate dehydrogenase 1, mitochondrial
Glutamine synthetase

Putative oxidoreductase GLYR1

Glia maturation factor beta
Mannose-1-phosphate guanyltransferase alpha
Mannose-1-phosphate guanyltransferase beta
GMP synthase [glutamine-hydrolyzing]



Guanine nucleotide-binding protein subunit alpha-11

Guanine nucleotide-binding protein subunit alpha-13

Guanine nucleotide-binding protein G(i) subunit alpha-1

Guanine nucleotide-binding protein G(i) subunit alpha-2

Guanine nucleotide-binding protein G(o) subunit alpha

Guanine nucleotide-binding protein G(o) subunit alpha

Guanine nucleotide-binding protein G(q) subunit alpha

Guanine nucleotide-binding protein G(s) subunit alpha isoforms short
Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1
Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2
Guanine nucleotide-binding protein subunit beta-2-like 1
Guanine nucleotide-binding protein subunit beta-4

Guanine nucleotide-binding protein G(1)/G(S)/G(O) subunit gamma-12
Guanine nucleotide-binding protein G(1)/G(S)/G(O) subunit gamma-5
Glucosamine-6-phosphate isomerase 2

Glucosamine 6-phosphate N-acetyltransferase

Golgin subfamily A member 2

Golgi reassembly-stacking protein 2

Golgi SNAP receptor complex member 2

Aspartate aminotransferase, cytoplasmic

Aspartate aminotransferase, mitochondrial

Platelet glycoprotein V

Glypican-4

Glypican-6

Glycerol-3-phosphate dehydrogenase [NAD(+)], cytoplasmic
Glycerol-3-phosphate dehydrogenase 1-like protein
Glycerol-3-phosphate dehydrogenase, mitochondrial
Glucose-6-phosphate isomerase

Transmembrane glycoprotein NMB

COP9 signalosome complex subunit 1

Glutathione peroxidase 1

Glutathione peroxidase 3

Phospholipid hydroperoxide glutathione peroxidase, mitochondrial
Glutathione peroxidase 7

Growth factor receptor-bound protein 2

Glyoxylate reductase/hydroxypyruvate reductase

Granulins

GrpE protein homolog 1, mitochondrial

Glycogen synthase kinase-3 alpha

Glycogen synthase kinase-3 beta

Gelsolin



Gelsolin

Glutathione reductase, mitochondrial

Glutathione synthetase

Glutathione S-transferase A3

Glutathione S-transferase kappa 1

Glutathione S-transferase Mu 1

Glutathione S-transferase Mu 2

Glutathione S-transferase Mu 5

Glutathione S-transferase Mu 7

Glutathione S-transferase omega-1

Glutathione S-transferase P 1

Glutathione S-transferase theta-1

Glutathione S-transferase theta-2

Glutathione S-transferase theta-3
Maleylacetoacetate isomerase

General transcription factor II-I

Guanylate cyclase soluble subunit alpha-3

Guanylate cyclase soluble subunit beta-1

PTB domain-containing engulfment adapter protein 1
Glycogenin-1

Glycogen [starch] synthase, muscle

Histone H1.0

H-2 class Il histocompatibility antigen, A-B alpha chain
H-2 class | histocompatibility antigen, D-B alpha chain
H-2 class | histocompatibility antigen, K-B alpha chain
H-2 class | histocompatibility antigen, Q10 alpha chain
Histone H2A.V

Core histone macro-H2A.1

Core histone macro-H2A.2

Histone H3.3

GDH/6PGL endoplasmic bifunctional protein
Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial
Trifunctional enzyme subunit alpha, mitochondrial
Trifunctional enzyme subunit beta, mitochondrial
Hydroxyacylglutathione hydrolase, mitochondrial
Hepcidin

Hyalurond and proteoglycan link protein 1
Histidine--tRNA ligase, cytoplasmic

HCLS1-associated protein X-1

Hemoglobin subunit alpha

Hemoglobin subunit beta-1



Hemoglobin subunit beta-2

Hemoglobin subunit beta-H1

Host cell factor 1

Histone deacetylase 2

Hepatoma-derived growth factor

Hepatoma-derived growth factor-related protein 3
Haloacid dehalogenase-like hydrolase domain-containing protein 2
Vigilin

E3 ubiquitin-protein ligase HECTD1
Beta-hexosaminidase subunit alpha
Beta-hexosaminidase subunit beta

Hepatocyte growth factor-regulated tyrosine kinase substrate
3-hydroxyisobutyrate dehydrogenase, mitochondrial
3-hydroxyisobutyryl-CoA hydrolase, mitochondrial
HIG1 domain family member 1A, mitochondrial
Histidine triad nucleotide-binding protein 1
Histidine triad nucleotide-binding protein 2, mitochondrial
Huntingtin-interacting protein 1

Histone H1.1

Histone H1.5

Histone H1.2

Histone H1.3

Histone H1.4

Histone H2A type 1-H

Histone H2B type 1-P

Histone H3.1

Histone H3.2

Histone H4

Histone H2A type 2-B

Histone H2A type 2-C

Hexokinase-1

Hexokinase-2

Porphobilinogen deaminase

High mobility group protein B1

High mobility group protein B2
Hydroxymethylglutaryl-CoA lyase, mitochondrial
Hydroxymethylglutaryl-CoA synthase, mitochondrial
Non-histone chromosomal protein HMG-17

High mobility group nucleosome-binding domain-containing protein 5
Heme oxygenase 2

Heterogeneous nuclear ribonucleoprotein AO



Heterogeneous nuclear ribonucleoprotein Al
Heterogeneous nuclear ribonucleoproteins A2/B1
Heterogeneous nuclear ribonucleoprotein A3
Heterogeneous nuclear ribonucleoprotein A/B
Heterogeneous nuclear ribonucleoproteins C1/C2
Heterogeneous nuclear ribonucleoprotein DO
Heterogeneous nuclear ribonucleoprotein D-like
Heterogeneous nuclear ribonucleoprotein F
Heterogeneous nuclear ribonucleoprotein H
Heterogeneous nuclear ribonucleoprotein H2
Heterogeneous nuclear ribonucleoprotein K
Heterogeneous nuclear ribonucleoprotein L
Heterogeneous nuclear ribonucleoprotein L-like
Heterogeneous nuclear ribonucleoprotein M
Heterogeneous nuclear ribonucleoprotein U
Heterogeneous nuclear ribonucleoprotein U-like protein 1
Heterogeneous nuclear ribonucleoprotein U-like protein 2
Protein Hook homolog 3

Homeobox protein Hox-D8

Haptoglobin

Heterochromatin protein 1-binding protein 3
Hippocalcin-like protein 1

Hypoxanthine-guanine phosphoribosyltransferase
Hemopexin

Histidine-rich glycoprotein

Heat shock factor-binding protein 1
Corticosteroid 11-beta-dehydrogenase isozyme 1
3-hydroxyacyl-CoA dehydrogenase type-2
Estradiol 17-beta-dehydrogenase 11
Very-long-chain 3-oxoacyl-CoA reductase
Peroxisomal multifunctional enzyme type 2
Hydroxysteroid dehydrogenase-like protein 2
Heat shock protein HSP 90-alpha

Heat shock protein HSP 90-beta

Endoplasmin

Heat shock 70 kDa protein 12A

Heat shock 70 kDa protein 12B

Heat shock 70 kDa protein 1A

Heat shock 70 kDa protein 1B

Heat shock-related 70 kDa protein 2

Heat shock 70 kDa protein 4



Heat shock 70 kDa protein 4L

78 kDa glucose-regulated protein

Heat shock cognate 71 kDa protein

Stress-70 protein, mitochondrial

Heat shock protein beta-1

Heat shock protein beta-6

Heat shock protein beta-7

Heat shock protein beta-8

60 kDa heat shock protein, mitochondrial

10 kDa heat shock protein, mitochondrial

Basement membrane-specific heparan sulfate proteoglycan core protein
Heat shock protein 105 kDa

Serine protease HTRA1

E3 ubiquitin-protein ligase HUWE1

Hypoxia up-regulated protein 1

Isoamyl acetate-hydrolyzing esterase 1 homolog
Isoleucine--tRNA ligase, cytoplasmic

Isoleucine--tRNA ligase, mitochondrial

Inhibitor of carbonic anhydrase

Intercellular adhesion molecule 1

Intercellular adhesion molecule 2

Insulin-degrading enzyme

Isocitrate dehydrogenase [NADP] cytoplasmic

Isocitrate dehydrogenase [NADP], mitochondrial

Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial
Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial
Interferon-induced 35 kDa protein homolog
Immunoglobulin-binding protein 1

Insulin-like growth factor-binding protein complex acid labile subunit
Insulin-like growth factor-binding protein 6

Insulin-like growth factor-binding protein 7

Ilg gamma-2B chain C region

Ilg gamma-1 chain C region secreted form

Ilg mu chain C region

Ig kappa chain C region

Inhibitor of nuclear factor kappa-B kinase-interacting protein
Inhibitor of nuclear factor kappa-B kinase-interacting protein
Inhibitor of nuclear factor kappa-B kinase subunit beta
Interleukin enhancer-binding factor 2

Interleukin enhancer-binding factor 3

Integrin-linked protein kinase



Acetolactate synthase-like protein

MICOS complex subunit Mic60

Inositol monophosphatase 1

Inverted formin-2

Indolethylamine N-methyltransferase
Inositol polyphosphate 1-phosphatase

Type | inositol 3,4-bisphosphate 4-phosphatase
Integrator complex subunit 3

Importin-4

Importin-5

Importin-7

Importin-9

Ras GTPase-activating-like protein IQGAP1
Interferon regulatory factor 2-binding protein-like
Ubiquitin-like protein ISG15

Immunoglobulin superfamily containing leucine-rich repeat protein
Isochorismatase domain-containing protein 1
Isochorismatase domain-containing protein 2A, mitochondrial
Inositol-3-phosphate synthase 1

E3 ubiquitin-protein ligase Itchy

Integrin alpha-1

Integrin alpha-Illb

Integrin alpha-3

Integrin alpha-5

Integrin alpha-6

Integrin alpha-8

Integrin alpha-9

Integrin alpha-V

Integrin beta-1

Integrin beta-3

Integrin beta-5

Integrin beta-6

Inter-alpha-trypsin inhibitor heavy chain H1
Inter-alpha-trypsin inhibitor heavy chain H2
Inter alpha-trypsin inhibitor, heavy chain 4
Integral membrane protein 2B

Inosine triphosphate pyrophosphatase
Inositol 1,4,5-trisphosphate receptor type 1
Inositol 1,4,5-trisphosphate receptor type 3
Isovaleryl-CoA dehydrogenase, mitochondrial
Tyrosine-protein kinase JAK1



Junctophilin-2

Junction plakoglobin

KN motif and ankyrin repeat domain-containing protein 2
Lysine--tRNA ligase

Katanin p60 ATPase-containing subunit A-like 2
E3 ubiquitin-protein ligase KCMF1
Potassium channel subfamily K member 4
Protein O-glucosyltransferase 3
Lysine-specific histone demethylase 1B
3-ketodihydrosphingosine reductase

KH domain-containing, RNA-binding, signal transduction-associated protein 1
Far upstream element-binding protein 2
WASH complex subunit strumpellin
Kinesin-like protein KIF13A

Kinesin-like protein KIF3A

Kinesin heavy chain isoform 5A
Kinesin-1 heavy chain

Kinesin light chain 1

Kallikrein 1-related peptidase b27
Histone-lysine N-methyltransferase 2A
Kininogen-1

Importin subunit alpha-3

Importin subunit alpha-7

Importin subunit beta-1

GTPase KRas

Keratin, type | cuticular Ha3-I

Keratin, type Il cuticular Hb1

Keratin, type Il cuticular Hb3

Keratin, type Il cuticular Hb5
Keratin-associated protein 14
Keratin-associated protein 15-1
Keratin-associated protein 19-3
Keratin-associated protein 19-5
Keratin-associated protein 3-1
Keratin-associated protein 7-1
Keratin-associated protein 8-1

Kinectin

Trans-L-3-hydroxyproline dehydratase
Beta-lactamase-like protein 2

Laminin subunit alpha-2

Laminin subunit alpha-4



Laminin subunit alpha-5

Laminin subunit beta-1

Laminin subunit beta-2

Laminin subunit gamma-1

Lysosome-associated membrane glycoprotein 1
Lysosome-associated membrane glycoprotein 2
Ragulator complex protein LAMTOR1

Ragulator complex protein LAMTORS

LanC-like protein 2

Cytosol aminopeptidase

Leucine--tRNA ligase, cytoplasmic

LIM and SH3 domain protein 1

Plastin-2

LIM domain-binding protein 3

L-lactate dehydrogenase A chain

L-lactate dehydrogenase B chain

Leukocyte cell-derived chemotaxin 1

LEM domain-containing protein 2

Prolyl 3-hydroxylase 3

LETM1 and EF-hand domain-containing protein 1, mitochondrial
LETM1 domain-containing protein 1

Galectin-1

Galectin-3

Galectin-3-binding protein

Legumain

Leukemia inhibitory factor receptor

LIM and calponin homology domains-containing protein 1
LIM and senescent cell antigen-like-containing domain protein 1
LIM and senescent cell antigen-like-containing domain protein 2
Lysosomal acid lipase/cholesteryl ester hydrolase
Hormone-sensitive lipase

Protein ERGIC-53

Vesicular integral-membrane protein VIP36

LIM and cysteine-rich domains protein 1

Lipase maturation factor 2

Prelamin-A/C

Lamin-B1

Lamin-B2

Leiomodin-1

Leucyl-cystinyl aminopeptidase

Lon protease homolog, mitochondrial



Protein-lysine 6-oxidase

Lysyl oxidase homolog 1

Lysyl oxidase homolog 3

Lipoprotein lipase

Lipoma-preferred partner homolog

Prolow-density lipoprotein receptor-related protein 1
Alpha-2-macroglobulin receptor-associated protein
Leucine-rich PPR motif-containing protein, mitochondrial
Leucine-rich repeat-containing protein 17

Leucine-rich repeat-containing protein 39

Leucine-rich repeat-containing protein 40

Leucine-rich repeat-containing protein 4C

Leucine-rich repeat-containing protein 59

Leucine-rich repeat flightless-interacting protein 1

U6 snRNA-associated Sm-like protein LSm3

U6 snRNA-associated Sm-like protein LSm5

U6 snRNA-associated Sm-like protein LSm7

Leukotriene A-4 hydrolase

Latent-transforming growth factor beta-binding protein 1
Latent-transforming growth factor beta-binding protein 2
Latent-transforming growth factor beta-binding protein 3
Latent-transforming growth factor beta-binding protein 4
Putative RNA-binding protein Luc7-like 2

Luc7-like protein 3

Lumican

Latexin

Lymphocyte antigen 6A-2/6E-1

Lymphocyte antigen 6C1

Acyl-protein thioesterase 1

Acyl-protein thioesterase 2

LYR motif-containing protein 5

Cation-dependent mannose-6-phosphate receptor
Microtubule-actin cross-linking factor 1
O-acetyl-ADP-ribose deacetylase MACROD1
Alpha-mannosidase 2C1

Mesencephalic astrocyte-derived neurotrophic factor
Amine oxidase [flavin-containing] A

Amine oxidase [flavin-containing] B
Microtubule-associated protein 1A
Microtubule-associated protein 1B
Microtubule-associated proteins 1A/1B light chain 3A



Microtubule-associated proteins 1A/1B light chain 3B
Microtubule-associated protein 1S

Dual specificity mitogen-activated protein kinase kinase 1
Dual specificity mitogen-activated protein kinase kinase 3
Dual specificity mitogen-activated protein kinase kinase 4
Mitogen-activated protein kinase kinase kinase 19
Microtubule-associated protein 4
Microtubule-associated protein 6

MAP7 domain-containing protein 1

Mitogen-activated protein kinase 1

Mitogen-activated protein kinase 14

Mitogen-activated protein kinase 3
Microtubule-associated protein RP/EB family member 1
Microtubule-associated protein RP/EB family member 2
Microtubule-associated protein RP/EB family member 3
Methionine--tRNA ligase, cytoplasmic

MARVEL domain-containing protein 1
S-adenosylmethionine synthase isoform type-2

Matrin-3

Mitochondrial antiviral-signaling protein

Myoglobin

Methyl-CpG-binding domain protein 2

Mannose-binding protein A

Mannose-binding protein C

Muscleblind-like protein 1

Lysophospholipid acyltransferase 7

Myelin basic protein

Cell surface glycoprotein MUC18

Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial
Methylcrotonoyl-CoA carboxylase beta chain, mitochondrial
Methylmalonyl-CoA epimerase, mitochondrial

Multiple coagulation factor deficiency protein 2 homolog
Mast cell protease 3

Mast cell protease 4

Calcium uniporter protein, mitochondrial

Malate dehydrogenase, cytoplasmic

Malate dehydrogenase, mitochondrial
Magnesium-dependent phosphatase 1

NADP-dependent malic enzyme

Methyl-CpG-binding protein 2

Trans-2-enoyl-CoA reductase, mitochondrial



Multiple epidermal growth factor-like domains protein 6
Protein MEMO1

Methionine aminopeptidase 2
Microfibrillar-associated protein 2
Microfibril-associated glycoprotein 4
Microfibrillar-associated protein 5

Lactadherin

Mitofusin-2

Monoglyceride lipase

Matrix Gla protein

Microsomal glutathione S-transferase 1
Microsomal glutathione S-transferase 3
Protein-methionine sulfoxide oxidase MICAL1
Protein-methionine sulfoxide oxidase MICAL2
MICAL-like protein 1

Macrophage migration inhibitory factor

MICOS complex subunit Mic10

Malectin

Methylmalonic aciduria type A homolog, mitochondrial
Membrane magnesium transporter 1

MMS19 nucleotide excision repair protein homolog
Meiosis-specific nuclear structural protein 1
Mannosyl-oligosaccharide glucosidase

6.8 kDa mitochondrial proteolipid

Mitochondrial pyruvate carrier 1

Mitochondrial pyruvate carrier 2

55 kDa erythrocyte membrane protein
3-mercaptopyruvate sulfurtransferase

Myelin protein PO

Macrophage mannose receptor 1

C-type mannose receptor 2

Mas-related G-protein coupled receptor member F
Methylthioribose-1-phosphate isomerase

39S ribosomal protein L12, mitochondrial

28S ribosomal protein S36, mitochondrial

Protein MRVI1

Moesin

Mitochondrial peptide methionine sulfoxide reductase
Methionine-R-sulfoxide reductase B3, mitochondrial
S-methyl-5-thioadenosine phosphorylase
Mitochondrial amidoxime reducing component 2



ATP synthase protein 8

Mitochondrial carrier homolog 2
Cytochrome c oxidase subunit 2
Mitochondrial fission regulator 1-like
C-1-tetrahydrofolate synthase, cytoplasmic
Monofunctional Cl-tetrahydrofolate synthase, mitochondrial
NADH-ubiquinone oxidoreductase chain 4
NADH-ubiquinone oxidoreductase chain 5
Serine/threonine-protein kinase mTOR
Myotrophin

Metaxin-1

Metaxin-2

Murinoglobulin-1

Major urinary protein 1
Methylmalonyl-CoA mutase, mitochondrial
Major vault protein

Myeloid-associated differentiation marker
Myb-binding protein 1A

C-Myc-binding protein

Myeloid differentiation primary response protein MyD88
UPF0160 protein MYG1, mitochondrial
Myosin-10

Myosin-11

Myosin-11

Myosin-14

Myosin-4

Myosin-9

Myosin light chain 1/3, skeletal muscle isoform
Myosin regulatory light chain 12B

Myosin light polypeptide 6

Myosin light polypeptide 6

Myosin regulatory light polypeptide 9
Myosin light chain kinase, smooth muscle
Unconventional myosin-XVllla
Unconventional myosin-la

Unconventional myosin-Ic

Unconventional myosin-Id

Unconventional myosin-IXb

Myoferlin

Ig kappa chain V-Ill region PC 7210

Ig heavy chain V region MOPC 47A



Ilg gamma-2A chain C region secreted form
Ig alpha chain C region

Ilg gamma-3 chain C region

UPF0600 protein C50rf51 homolog
Uncharacterized protein Clorf198 homolog
Ester hydrolase C11orf54 homolog

N-alpha-acetyltransferase 15, NatA auxiliary subunit
N-acetylated-alpha-linked acidic dipeptidase 2

Nascent polypeptide-associated complex subunit alpha
NEDD8-activating enzyme E1 regulatory subunit
Alpha-N-acetylgalactosaminidase

Nicotinamide phosphoribosyltransferase

Nucleosome assembly protein 1-like 1

Nucleosome assembly protein 1-like 4

Alpha-soluble NSF attachment protein

Gamma-soluble NSF attachment protein

Nicotinate phosphoribosyltransferase

Asparagine--tRNA ligase, cytoplasmic

Neurocalcin-delta

Neural cell adhesion molecule 1

Neutral cholesterol ester hydrolase 1

Nck-associated protein 1

Nucleolin

Nicalin

Protein NDRG1

Protein NDRG2

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 1
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 10, mitochondrial
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 3
Cytochrome c oxidase subunit NDUFA4

NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 5
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 6
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 9, mitochondrial
NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4
NADH dehydrogenase [ubiquinone] complex |, assembly factor 7



NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1

NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10
NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3

NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4

NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 5, mitochondrial
NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 6

NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 7

NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9

NADH dehydrogenase [ubiquinone] 1 subunit C2

NADH-ubiquinone oxidoreductase 75 kDa subunit, mitochondrial

NADH dehydrogenase [ubiquinone] iron-sulfur protein 2, mitochondrial
NADH dehydrogenase [ubiquinone] iron-sulfur protein 3, mitochondrial
NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial
NADH dehydrogenase [ubiquinone] iron-sulfur protein 5

NADH dehydrogenase [ubiquinone] iron-sulfur protein 6, mitochondrial
NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondrial
NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial
NADH dehydrogenase [ubiquinone] flavoprotein 1, mitochondrial
NADH dehydrogenase [ubiquinone] flavoprotein 2, mitochondrial
NADH dehydrogenase [ubiquinone] flavoprotein 3, mitochondrial

LIM zinc-binding domain-containing Nebulette

E3 ubiquitin-protein ligase NEDD4

NEDDS

Neurofilament medium polypeptide

Negative elongation factor D

Nestin

Nexilin

Nuclear factor 1 B-type

Nuclear factor 1 C-type

Nuclear factor 1 X-type

NFU1 iron-sulfur cluster scaffold homolog, mitochondrial

Ephexin-1

NHP2-like protein 1

Nidogen-1

Nidogen-2

NIF3-like protein 1

Ninjurin-1

Nitrilase homolog 1

Omega-amidase NIT2

NLR family member X1

Nucleoside diphosphate kinase A



Nucleoside diphosphate kinase B

Nucleoside diphosphate kinase 3

NmrA-like family domain-containing protein 1
Glycylpeptide N-tetradecanoyltransferase 1
NAD(P) transhydrogenase, mitochondrial
Non-POU domain-containing octamer-binding protein
Nucleolar protein 58

Neurogenic locus notch homolog protein 3
Protein NOV homolog

Probable aminopeptidase NPEPL1
Puromycin-sensitive aminopeptidase
Nucleophosmin

Nephronectin

Nephronectin

Neuroplastin

NAD(P)H dehydrogenase [quinone] 1
Ribosyldihydronicotinamide dehydrogenase [quinone]
Vesicle-fusing ATPase

NSFL1 cofactor p47

5(3)-deoxyribonucleotidase, cytosolic type
5-nucleotidase

Netrin-1

Nucleobindin-1

Nucleobindin-2

Nuclear migration protein nudC
Diphosphoinositol polyphosphate phosphohydrolase 3-beta
U8 snoRNA-decapping enzyme

8-0x0-dGDP phosphatase NUDT18

Cleavage and polyadenylation specificity factor subunit 5
Nucleoside diphosphate-linked moiety X motif 6
Peroxisomal coenzyme A diphosphatase NUDT7
Nuclear mitotic apparatus protein 1

Nuclear pore complex protein Nup133

Nuclear pore complex protein Nup155

Nuclear pore complex protein Nup160

Nuclear pore complex protein Nup93

Nuclear transport factor 2

Protein NYNRIN

Ornithine aminotransferase, mitochondrial
OCIA domain-containing protein 1
2-oxoglutarate dehydrogenase, mitochondrial



Mimecan

Obg-like ATPase 1

Osteomodulin

Dynamin-like 120 kDa protein, mitochondrial

Alpha-1-acid glycoprotein 1

Oxysterol-binding protein 1

Oxysterol-binding protein-related protein 11
Oxysterol-binding protein-related protein 3
Oxysterol-binding protein-related protein 9

Probable tRNA N6-adenosine threonylcarbamoyltransferase
Oligosaccharyltransferase complex subunit OSTC
Osteoclast-stimulating factor 1

Ubiquitin thioesterase OTUB1

Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial
Serine/threonine-protein kinase OSR1

Protein disulfide-isomerase

Proliferation-associated protein 2G4

Polyadenylate-binding protein 1

Polyadenylate-binding protein 2

Protein kinase C and casein kinase substrate in neurons protein 2
Platelet-activating factor acetylhydrolase IB subunit alpha
Platelet-activating factor acetylhydrolase IB subunit beta
Multifunctional protein ADE2

Serine/threonine-protein kinase PAK 2

Palladin

Paralemmin-1

Peroxisomal N(1)-acetyl-spermine/spermidine oxidase
Papilin

Bifunctional 3-phosphoadenosine 5-phosphosulfate synthase 2
Protein deglycase DJ-1

Poly [ADP-ribose] polymerase 12

Alpha-parvin

Beta-parvin

PRKC apoptosis WT1 regulator protein

Protein polybromo-1

Pre-B-cell leukemia transcription factor-interacting protein 1
Pyruvate carboxylase, mitochondrial

Poly(rC)-binding protein 1

Poly(rC)-binding protein 2

Propionyl-CoA carboxylase alpha chain, mitochondrial



Propionyl-CoA carboxylase beta chain, mitochondrial

Phosphoenolpyruvate carboxykinase [GTP], mitochondrial
Protein-L-isoaspartate(D-aspartate) O-methyltransferase

Procollagen C-endopeptidase enhancer 1

Prenylcysteine oxidase

Prenylcysteine oxidase-like

Choline-phosphate cytidylyltransferase A

Programmed cell death protein 10

Programmed cell death protein 5

Programmed cell death protein 6

Programmed cell death 6-interacting protein

Parkinson disease 7 domain-containing protein 1

cGMP-inhibited 3,5-cyclic phosphodiesterase A

cGMP-specific 3,5-cyclic phosphodiesterase

Platelet-derived growth factor receptor beta

Pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondrial
Pyruvate dehydrogenase E1 component subunit beta, mitochondrial
Pyruvate dehydrogenase protein X component, mitochondrial

Protein disulfide-isomerase A3

Protein disulfide-isomerase A4

Protein disulfide-isomerase A5

Protein disulfide-isomerase A6

[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 1, mitochondrial
[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 2, mitochondrial
[Pyruvate dehydrogenase (acetyl-transferring)] kinase isozyme 3, mitochondrial
PDZ and LIM domain protein 1

PDZ and LIM domain protein 3

PDZ and LIM domain protein 4

PDZ and LIM domain protein 5

PDZ and LIM domain protein 7

[Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitochondrial
Sister chromatid cohesion protein PDS5 homolog A

Sister chromatid cohesion protein PDS5 homolog B

Decaprenyl-diphosphate synthase subunit 2

Pyridoxal-dependent decarboxylase domain-containing protein 1

Pyridoxal kinase

Astrocytic phosphoprotein PEA-15

Phosphatidylethanolamine-binding protein 1

Platelet endothelial cell adhesion molecule

Peflin

Xaa-Pro dipeptidase



Peroxisomal biogenesis factor 19

Peroxisomal targeting signal 1 receptor

Platelet factor 4

Prefoldin subunit 2

Prefoldin subunit 5

Prefoldin subunit 6

ATP-dependent 6-phosphofructokinase, liver type
ATP-dependent 6-phosphofructokinase, muscle type
ATP-dependent 6-phosphofructokinase, platelet type
Profilin-1

Phosphoglycerate mutase 1

6-phosphogluconate dehydrogenase, decarboxylating
Phosphoglycerate kinase 1
6-phosphogluconolactonase

Phosphoglucomutase-1

Phosphoglucomutase-2

Phosphoacetylglucosamine mutase
Phosphoglucomutase-like protein 5

Phosphoglycolate phosphatase

Membrane-associated progesterone receptor component 1
Membrane-associated progesterone receptor component 2
Prohibitin

Prohibitin-2

D-3-phosphoglycerate dehydrogenase

Phytanoyl-CoA dioxygenase domain-containing protein 1
Peptidase inhibitor 15

Phosphatidylinositol 4-kinase alpha
Phosphatidylinositol-binding clathrin assembly protein
GPI transamidase component PIG-S
Phosphatidylinositol 3-kinase regulatory subunit alpha
Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1
Phosphatidylinositol 5-phosphate 4-kinase type-2 alpha
Pirin

Phosphatidylinositol transfer protein alpha isoform
Phosphatidylinositol transfer protein beta isoform
Presequence protease, mitochondrial

Pyruvate kinase PKM

Pyruvate kinase PKM

Serine/threonine-protein kinase N1

HRAS-like suppressor 3

Cytosolic phospholipase A2



1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-1
1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase beta-3
1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase delta-1
Plectin

Plasminogen

Perilipin-1

Perilipin-3

Perilipin-4

Procollagen-lysine,2-oxoglutarate 5-dioxygenase 3

Proteolipid protein 2

Plastin-3

Phospholipid scramblase 3

Plexin domain-containing protein 2

Plexin-B2

Protein PML

Mitochondrial-processing peptidase subunit alpha

Pinin

Purine nucleoside phosphorylase

Podocan

GDP-fucose protein O-fucosyltransferase 2

Protein O-glucosyltransferase 1

DNA-directed RNA polymerases |, Il, and Ill subunit RPABC3

Serum paraoxonase/arylesterase 1

Serum paraoxonase/arylesterase 2

Serum paraoxonase/lactonase 3

NADPH--cytochrome P450 reductase

Periostin

Periostin

Inorganic pyrophosphatase

Inorganic pyrophosphatase 2, mitochondrial

Peptidyl-prolyl cis-trans isomerase A

Peptidyl-prolyl cis-trans isomerase B

Peptidyl-prolyl cis-trans isomerase C

Peptidyl-prolyl cis-trans isomerase D

Periplakin

Protein phosphatase 1B

Protein phosphatase methylesterase 1

Serine/threonine-protein phosphatase PP1-alpha catalytic subunit
Serine/threonine-protein phosphatase PP1-beta catalytic subunit
Serine/threonine-protein phosphatase PP1-gamma catalytic subunit
Protein phosphatase 1 regulatory subunit 12A



Protein phosphatase 1 regulatory subunit 12B

Protein phosphatase 1 regulatory subunit 12C

Protein phosphatase 1 regulatory subunit 14A

Protein phosphatase 1 regulatory subunit 7

Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform
Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform
Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform
Serine/threonine-protein phosphatase 2A activator

Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit alpha isoform
Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit gamma isoform
Serine/threonine-protein phosphatase 6 catalytic subunit
Serine/threonine-protein phosphatase 6 regulatory subunit 3

Palmitoyl-protein thioesterase 1

PRA1 family protein 2

Peroxiredoxin-1

Peroxiredoxin-2

Thioredoxin-dependent peroxide reductase, mitochondrial

Peroxiredoxin-4

Peroxiredoxin-5, mitochondrial

Peroxiredoxin-6

Prolargin

Prolyl endopeptidase

5-AMP-activated protein kinase catalytic subunit alpha-1

cAMP-dependent protein kinase catalytic subunit alpha

5-AMP-activated protein kinase subunit gamma-1

cAMP-dependent protein kinase type |-alpha regulatory subunit
cAMP-dependent protein kinase type ll-alpha regulatory subunit
cAMP-dependent protein kinase type ll-beta regulatory subunit

Protein kinase C alpha type

Protein kinase C delta type

Protein kinase C delta-binding protein

Glucosidase 2 subunit beta

cGMP-dependent protein kinase 1

Interferon-inducible double-stranded RNA-dependent protein kinase activator A
Vitamin K-dependent protein C

Endothelial protein C receptor

Proline synthase co-transcribed bacterial homolog protein
Pre-mRNA-processing factor 19

Pre-mRNA-processing-splicing factor 8

Peripherin

Ribose-phosphate pyrophosphokinase 1



Phosphoribosyl pyrophosphate synthase-associated protein 1
Protein PRRC1

Prosaposin

PC4 and SFRS1-interacting protein

Proteasome subunit alpha type-1

Proteasome subunit alpha type-2

Proteasome subunit alpha type-3

Proteasome subunit alpha type-4

Proteasome subunit alpha type-5

Proteasome subunit alpha type-6

Proteasome subunit alpha type-7

Proteasome subunit beta type-1

Proteasome subunit beta type-2

Proteasome subunit beta type-3

Proteasome subunit beta type-4

Proteasome subunit beta type-5

Proteasome subunit beta type-6

Proteasome subunit beta type-7

26S protease regulatory subunit 4

26S protease regulatory subunit 7

26S protease regulatory subunit 6A

26S protease regulatory subunit 6B

26S protease regulatory subunit 8

26S protease regulatory subunit 10B

26S proteasome non-ATPase regulatory subunit 1
26S proteasome non-ATPase regulatory subunit 11
26S proteasome non-ATPase regulatory subunit 12
26S proteasome non-ATPase regulatory subunit 13
26S proteasome non-ATPase regulatory subunit 14
26S proteasome non-ATPase regulatory subunit 2
26S proteasome non-ATPase regulatory subunit 3
26S proteasome non-ATPase regulatory subunit 4
26S proteasome non-ATPase regulatory subunit 5
26S proteasome non-ATPase regulatory subunit 6
26S proteasome non-ATPase regulatory subunit 7
26S proteasome non-ATPase regulatory subunit 8
26S proteasome non-ATPase regulatory subunit 9
Proteasome activator complex subunit 1
Proteasome activator complex subunit 2
Proteasome assembly chaperone 1

Polypyrimidine tract-binding protein 1



Polypyrimidine tract-binding protein 2
Pentatricopeptide repeat domain-containing protein 3, mitochondrial
Phosphotriesterase-related protein
Prostaglandin E synthase 2

Prostaglandin E synthase 3

Prostaglandin F2 receptor negative regulator
Prostacyclin synthase

Prostaglandin reductase 1

Prostaglandin reductase 2

Prostaglandin G/H synthase 1

Parathymosin

Protein tyrosine phosphatase type IVA 2
Tyrosine-protein phosphatase non-receptor type 11
Tyrosine-protein phosphatase non-receptor type 12
Tyrosine-protein phosphatase non-receptor type 23
Receptor-type tyrosine-protein phosphatase C
Polymerase | and transcript release factor
Peptidyl-tRNA hydrolase 2, mitochondrial
Poly(U)-binding-splicing factor PUF60
Transcriptional activator protein Pur-alpha
Peroxidasin homolog

Paxillin

Glycogen phosphorylase, brain form

Glycogen phosphorylase, liver form

Glycogen phosphorylase, muscle form
Glutamine-tRNA ligase

Dihydropteridine reductase

Protein QIL1

Protein quaking

Ras-related protein Rab-10

Ras-related protein Rab-11B

Ras-related protein Rab-12

Ras-related protein Rab-14

Ras-related protein Rab-18

Ras-related protein Rab-1A

Ras-related protein Rab-1B

Ras-related protein Rab-21

Ras-related protein Rab-27B

Ras-related protein Rab-2A

Ras-related protein Rab-34

Ras-related protein Rab-35



Ras-related protein Rab-5A

Ras-related protein Rab-5B

Ras-related protein Rab-5C

Ras-related protein Rab-6B

Ras-related protein Rab-7a

Ras-related protein Rab-8A

Ras-related protein Rab-8B

Ras-related C3 botulinum toxin substrate 1
UV excision repair protein RAD23 homolog B
Ras-related protein Ral-A

RNA-binding protein Raly

GTP-binding nuclear protein Ran
Ran-specific GTPase-activating protein

E3 SUMO-protein ligase RanBP2

Ran GTPase-activating protein 1
Ras-related protein Rap-1A

Ras-related protein Rap-1b

Ras-related protein Rap-2c

Retinoic acid receptor responder protein 2
Arginine--tRNA ligase, cytoplasmic
Ribonucleoprotein PTB-binding 1
Histone-binding protein RBBP4
Histone-binding protein RBBP7

Putative hydrolase RBBP9

RNA-binding protein 14

Probable RNA-binding protein 19
RNA-binding protein 25

RNA-binding protein 3

RNA-binding protein 39

RNA binding motif protein, X-linked-like-1
Retinol-binding protein 1

Retinol-binding protein 4

RNA-binding protein with multiple splicing
RNA-binding protein with multiple splicing 2
Regulator of chromosome condensation
Reticulocalbin-2

Reticulocalbin-3

Retinol dehydrogenase 11

Retinol dehydrogenase 14

Radixin

Receptor expression-enhancing protein 5



Oligoribonuclease, mitochondrial
Regulator of G-protein signaling 18
Transforming protein RhoA
Rho-related GTP-binding protein RhoB
Rho-related GTP-binding protein RhoC
Rho-related GTP-binding protein RhoQ
Mitochondrial Rho GTPase 1

RILP-like protein 1

Regulator of microtubule dynamics protein 1
Regulator of microtubule dynamics protein 3
Ribonuclease 4

Ribonuclease inhibitor
Aminopeptidase B

Rho-associated protein kinase 1
Rho-associated protein kinase 2
Replication protein A 32 kDa subunit
Ribulose-phosphate 3-epimerase

60S ribosomal protein L10

60S ribosomal protein L10a

60S ribosomal protein L11

60S ribosomal protein L12

60S ribosomal protein L13

60S ribosomal protein L13a

60S ribosomal protein L14

60S ribosomal protein L15

60S ribosomal protein L17

60S ribosomal protein L18

60S ribosomal protein L18a

60S ribosomal protein L19

60S ribosomal protein L21

60S ribosomal protein L22

60S ribosomal protein L23

60S ribosomal protein L23a

60S ribosomal protein L24

60S ribosomal protein L26

60S ribosomal protein L27

60S ribosomal protein L27a

60S ribosomal protein L28

60S ribosomal protein L29

60S ribosomal protein L3

60S ribosomal protein L30



60S ribosomal protein L31

60S ribosomal protein L32

60S ribosomal protein L34

60S ribosomal protein L35

60S ribosomal protein L35a
60S ribosomal protein L36

60S ribosomal protein L37a
60S ribosomal protein L38

60S ribosomal protein L39

60S ribosomal protein L4

60S ribosomal protein L5

60S ribosomal protein L6

60S ribosomal protein L7

60S ribosomal protein L7a

60S ribosomal protein L8

60S ribosomal protein L9

60S acidic ribosomal protein PO
60S acidic ribosomal protein P1
60S acidic ribosomal protein P2
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2
40S ribosomal protein S10

40S ribosomal protein S11

40S ribosomal protein S12

40S ribosomal protein S13

40S ribosomal protein S14

40S ribosomal protein S15

40S ribosomal protein S15a
40S ribosomal protein S16

40S ribosomal protein S17

40S ribosomal protein S18

40S ribosomal protein S19

40S ribosomal protein S2

40S ribosomal protein S20

40S ribosomal protein S21

40S ribosomal protein S23

40S ribosomal protein S24

40S ribosomal protein S25

40S ribosomal protein S26
Ubiquitin-40S ribosomal protein S27a
40S ribosomal protein S27-like



40S ribosomal protein S28

40S ribosomal protein S29

40S ribosomal protein S3

40S ribosomal protein S3a

40S ribosomal protein S4, X isoform
40S ribosomal protein S5

40S ribosomal protein S6

Ribosomal protein S6 kinase alpha-3
40S ribosomal protein S7

40S ribosomal protein S8

40S ribosomal protein S9

40S ribosomal protein SA
Regulatory-associated protein of mTOR
GTP-binding protein RAD

Ras-related protein R-Ras
Ribosome-binding protein 1

Ras suppressor protein 1

RNA 3-terminal phosphate cyclase
tRNA-splicing ligase RtcB homolog
Reticulon-1

Reticulon-2

Reticulon-3

Reticulon-4

Reticulon-4

RNA transcription, translation ad transport factor protein
RUN and FYVE domain-containing protein 1
RuvB-like 1

Ryanodine receptor 1

Protein S100-A1l

Protein S100-A10

Protein S100-A11

Protein S100-A13

Protein S100-A3

Protein S100-A4

Protein S100-A5

Protein S100-A6

Protein SAAL1

Phosphatidylinositide phosphatase SAC1
SUMO-activating enzyme subunit 1
Scaffold attachment factor B2
Deoxynucleoside triphosphate triphosphohydrolase SAMHD1



Sorting and assembly machinery component 50 homolog
GTP-binding protein SAR1a

GTP-binding protein SAR1b

Serine--tRNA ligase, cytoplasmic

Secretory carrier-associated membrane protein 1

Scavenger receptor class A member 5

Lysosome membrane protein 2

Saccharopine dehydrogenase-like oxidoreductase

Secl family domain-containing protein 1

Short coiled-coil protein

Non-specific lipid-transfer protein

Retinoid-inducible serine carboxypeptidase

Secernin-1

Secernin-2

Signal peptide, CUB and EGF-like domain-containing protein 3
Succinate dehydrogenase [ubiquinone] flavoprotein subunit, mitochondrial
Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial
Succinate dehydrogenase cytochrome b560 subunit, mitochondrial
Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, mitochondrial
Serum deprivation-response protein

Signal peptidase complex catalytic subunit SEC11A

Protein SEC13 homolog

Vesicle-trafficking protein SEC22b

Protein transport protein Sec23A

Protein transport protein Sec23B

SEC23-interacting protein

Protein transport protein Sec31A

Protein transport protein Sec31B

Protein transport protein Sec61 subunit alpha isoform 1
Selenium-binding protein 1

Selenoprotein M

Selenoprotein O

Selenoprotein T

Selenide, water dikinase 1

Selenoprotein P

Septin-11

Septin-2

Septin-5

Septin-6

Septin-7

Septin-8



Septin-9

Plasminogen activator inhibitor 1 RNA-binding protein
Alpha-1-antitrypsin 1-1
Alpha-1-antitrypsin 1-2
Alpha-1-antitrypsin 1-3
Alpha-1-antitrypsin 1-4
Alpha-1-antitrypsin 1-5

Serine protease inhibitor A3K

Serine protease inhibitor A3M

Serine protease inhibitor A3N
Corticosteroid-binding globulin

Leukocyte elastase inhibitor A

Serpin B6

Antithrombin-II|

Heparin cofactor 2

Glia-derived nexin

Pigment epithelium-derived factor
Alpha-2-antiplasmin

Plasma protease C1 inhibitor

Serpin H1

Protein SET

Histone-lysine N-methyltransferase SETD7
Splicing factor 1

Splicing factor 3A subunit 1

Splicing factor 3A subunit 2

Splicing factor 3B subunit 1

Splicing factor 3B subunit 3

Splicing factor 3B subunit 4

14-3-3 protein sigma

Splicing factor, proline- and glutamine-rich
Secreted frizzled-related protein 1
Sideroflexin-1

Sideroflexin-3

Alpha-sarcoglycan

Beta-sarcoglycan

Delta-sarcoglycan

Epsilon-sarcoglycan

Gamma-sarcoglycan
Sphingosine-1-phosphate lyase 1

Small glutamine-rich tetratricopeptide repeat-containing protein alpha
SH3 domain-binding glutamic acid-rich-like protein



SH3 domain-binding glutamic acid-rich-like protein 3
SH3 domain-containing protein 21

Endophilin-A2

Endophilin-B1

Endophilin-B2

SH3 and PX domain-containing protein 2A

Serine hydroxymethyltransferase

Single-minded homolog 2

NAD-dependent protein deacetylase sirtuin-2
Superkiller viralicidic activity 2-like 2

S-phase kinase-associated protein 1

Solute carrier family 12 member 6

Neutral amino acid transporter B(0)

Tricarboxylate transport protein, mitochondrial
Mitochondrial dicarboxylate carrier

Mitochondrial 2-oxoglutarate/malate carrier protein
Calcium-binding mitochondrial carrier protein Aralarl
Mitochondrial carnitine/acylcarnitine carrier protein
Calcium-binding mitochondrial carrier protein SCaMC-1
Phosphate carrier protein, mitochondrial

ADP/ATP translocase 1

Mitochondrial coenzyme A transporter SLC25A42
ADP/ATP translocase 2

Solute carrier family 25 member 51

Long-chain fatty acid transport protein 1
Equilibrative nucleoside transporter 1

Solute carrier family 2, facilitated glucose transporter member 1
4F2 cell-surface antigen heavy chain

Choline transporter-like protein 2

Band 3 anion transport protein

Sodium bicarbonate cotransporter 3

Slit homolog 3 protein

Sarcolemmal membrane-associated protein
Probable global transcription activator SNF2L2
SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A menr
SWI/SNF complex subunit SMARCC2

Structural maintendce of chromosomes protein 1A
Structural maintendce of chromosomes protein 3
Essential MCU regulator, mitochondrial
SPARC-related modular calcium-binding protein 1
Sphingomyelin phosphodiesterase 4



Acid sphingomyelinase-like phosphodiesterase 3a
Acid sphingomyelinase-like phosphodiesterase 3b
Smoothelin

WDA40 repeat-containing protein SMU1
Gamma-synuclein

Staphylococcal nuclease domain-containing protein 1
U5 small nuclear ribonucleoprotein 200 kDa helicase
U1 small nuclear ribonucleoprotein 70 kDa

U1 small nuclear ribonucleoprotein A

Small nuclear ribonucleoprotein-associated protein B
U2 small nuclear ribonucleoprotein B

Small nuclear ribonucleoprotein Sm D1

Small nuclear ribonucleoprotein Sm D3

Small nuclear ribonucleoprotein E

Small nuclear ribonucleoprotein F

Small nuclear ribonucleoprotein G
Alpha-1-syntrophin

Beta-1-syntrophin

Beta-2-syntrophin

Sorting nexin-1

Sorting nexin-12

Sorting nexin-17

Sorting nexin-18

Sorting nexin-2

Sorting nexin-3

Sorting nexin-4

Sorting nexin-5

Sorting nexin-6

Sorting nexin-9

Superoxide dismutase [Cu-Zn]

Superoxide dismutase [Mn], mitochondrial
Extracellular superoxide dismutase [Cu-Zn]

Sorbin and SH3 domain-containing protein 1
Sorbin and SH3 domain-containing protein 2
Vinexin

Sorbitol dehydrogenase

Sclerostin

C-Jun-amino-terminal kinase-interacting protein 4
SPARC

SPARC-like protein 1

Signal peptidase complex subunit 2



Spondin-1

Sepiapterin reductase

Spectrin alpha chain, erythrocytic 1

Spectrin alpha chain, non-erythrocytic 1

Spectrin beta chain, erythrocytic

Spectrin beta chain, non-erythrocytic 1
Sulfide:quinone oxidoreductase, mitochondrial
Sorcin

Spermidine synthase

Signal recognition particle 14 kDa protein

Signal recognition particle 54 kDa protein

Signal recognition particle receptor subunit alpha
Sushi-repeat-containing protein SRPX
Serine/arginine repetitive matrix protein 1

Serrate RNA effector molecule homolog
Serine/arginine-rich splicing factor 1
Serine/arginine-rich splicing factor 10
Serine/arginine-rich splicing factor 2
Serine/arginine-rich splicing factor 3
Serine/arginine-rich splicing factor 6
Serine/arginine-rich splicing factor 7

Lupus La protein homolog

Single-stranded DNA-binding protein, mitochondrial
Sarcospan

Translocon-associated protein subunit alpha
Translocon-associated protein subunit delta
Hsc70-interacting protein

Lactosylceramide alpha-2,3-sialyltransferase

Signal transducer and activator of transcription 3
Metalloreductase STEAP3

Stromal interaction molecule 1
Stress-induced-phosphoprotein 1
Serine/threonine-protein kinase 24
STE20/SPS1-related proline-alanine-rich protein kinase
Erythrocyte band 7 integral membrane protein
Stomatin-like protein 2, mitochondrial

Stonin-1

Serine-threonine kinase receptor-associated protein
Steryl-sulfatase
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A
Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3B



Syntaxin-12

Syntaxin-16

Syntaxin-7

Syntaxin-binding protein 1

Syntaxin-binding protein 3

Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial
Succinyl-CoA ligase [ADP/GDP-forming] subunit alpha, mitochondrial
Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial
Suppressor of G2 allele of SKP1 homolog

Extracellular sulfatase Sulf-1

SUN domain-containing protein 1

SUN domain-containing protein 2

Sulfite oxidase, mitochondrial

Surfeit locus protein 4

Sushi domain-containing protein 2

Supervillin

Syncoilin

Heterogeneous nuclear ribonucleoprotein Q

Nesprin-1

Nesprin-2

Synemin

Synaptopodin

Synaptopodin-2

Transgelin

Transgelin-2

Transgelin-3

Transaldolase

Tapasin

TAR DNA-binding protein 43

Threonine--tRNA ligase, cytoplasmic

TBC1 domain family member 1

Tubulin-specific chaperone D

Transcription elongation factor A protein 1
Transcription elongation factor B polypeptide 1
Transcription elongation factor B polypeptide 2
Transcobalamin-2

T-complex protein 1 subunit alpha

Testin

Serotransferrin

Transforming growth factor beta-1-induced transcript 1 protein
Transforming growth factor-beta-induced protein ig-h3



Protein-glutamine gamma-glutamyltransferase 2

Tyrosine 3-monooxygenase

Thrombospondin-1

Thrombospondin type-1 domain-containing protein 4
THUMP domain-containing protein 1

Thy-1 membrane glycoprotein

Mitochondrial import inner membrane translocase subunit Tim13
Mitochondrial import inner membrane translocase subunit TIM44
Mitochondrial import inner membrane translocase subunit TIM50
Metalloproteinase inhibitor 3

Tubulointerstitial nephritis antigen-like

Tight junction protein ZO-1

Transketolase

Talin-1

Talin-2

Transmembrane and coiled-coil domain-containing protein 1
Transmembrane emp24 domain-containing protein 10
Transmembrane emp24 domain-containing protein 2
Transmembrane emp24 domain-containing protein 9
Transmembrane protein 14C

Protein kish-A

Transmembrane protein 256

Transmembrane protein 43

Tropomodulin-1

Tropomodulin-3

Lamina-associated polypeptide 2, isoforms beta/delta/epsilon/gamma
Lamina-associated polypeptide 2, isoforms alpha/zeta
Thymosin beta-10

Thymosin beta-4

Transmembrane and TPR repeat-containing protein 3
Thioredoxin-related transmembrane protein 1
Thioredoxin-related transmembrane protein 2
Thioredoxin-related transmembrane protein 4

Tenascin

Tumor necrosis factor alpha-induced protein 8
Transportin-1

Transportin-2

Transportin-3

Tensin-2

Target of Myb protein 1

TOM1-like protein 2



Mitochondrial import receptor subunit TOM22 homolog
Mitochondrial import receptor subunit TOM34
Mitochondrial import receptor subunit TOM5 homolog
Mitochondrial import receptor subunit TOM70
DNA topoisomerase 2-alpha

DNA topoisomerase 2-beta

Torsin-1A-interacting protein 1
Torsin-1A-interacting protein 2

Torsin-1B

Torsin-3A

Tumor protein D52

Tumor protein D54

Triosephosphate isomerase

Tropomyosin alpha-1 chain

Tropomyosin alpha-3 chain

Tropomyosin alpha-4 chain

Tripeptidyl-peptidase 1

Tubulin polymerization-promoting protein
Tubulin polymerization-promoting protein family member 3
Nucleoprotein TPR

Tumor protein p63-regulated gene 1-like protein
EKC/KEOPS complex subunit Tprkb
Translationally-controlled tumor protein

Heat shock protein 75 kDa, mitochondrial
Trafficking protein particle complex subunit 2
Trafficking protein particle complex subunit 3
Trafficking protein particle complex subunit 6B

E3 ubiquitin-protein ligase TRIM23

Transcription intermediary factor 1-beta
Tripartite motif-containing protein 47

Triple functional domain protein
Cdc42-interacting protein 4

Thyroid receptor-interacting protein 6
Multifunctional methyltransferase subunit TRM112-like protein
CCA tRNA nucleotidyltransferase 1, mitochondrial
Translin

Translin-associated protein X

Tetraspanin-4

Tetraspanin-9

Translocator protein

Thiosulfate sulfurtransferase



Tetratricopeptide repeat protein 28
Tetratricopeptide repeat protein 38
Tubulin--tyrosine ligase-like protein 12
Titin

Transthyretin

Tubulin alpha-1A chain

Tubulin alpha-1B chain

Tubulin alpha-1C chain

Tubulin alpha-4A chain

Tubulin beta-2B chain

Tubulin beta-3 chain

Tubulin beta-4A chain

Tubulin beta-4B chain

Tubulin beta-5 chain

Tubulin beta-6 chain

Elongation factor Tu, mitochondrial
Twinfilin-1

Twinfilin-2

Thioredoxin

Thioredoxin, mitochondrial

Thioredoxin domain-containing protein 17
Thioredoxin domain-containing protein 5
Thioredoxin-like protein 1

Thioredoxin reductase 1, cytoplasmic
Splicing factor U2AF 35 kDa subunit
Splicing factor U2AF 65 kDa subunit
UDP-N-acetylhexosamine pyrophosphorylase-like protein 1
Ubiquitin-like modifier-activating enzyme 1
SUMO-activating enzyme subunit 2
NEDD8-activating enzyme E1 catalytic subunit
Ubiquitin-like modifier-activating enzyme 5
Ubiquitin-associated protein 2-like
Ubiquitin-conjugating enzyme E2 D2
SUMO-conjugating enzyme UBC9
Ubiquitin-conjugating enzyme E2 K
Ubiquitin-conjugating enzyme E2 L3
Ubiquitin-conjugating enzyme E2 N
Ubiquitin-conjugating enzyme E2 variant 2
Ubiquitin-protein ligase E3C

Ubiquitin conjugation factor E4 A
Ubiquitin conjugation factor E4 B



Ubiquitin-like protein 5

Ubiquilin-1

Ubiquilin-2

E3 ubiquitin-protein ligase UBR4

UBX domain-containing protein 1

UBX domain-containing protein 6

Ubiquitin carboxyl-terminal hydrolase isozyme L1
Ubiquitin carboxyl-terminal hydrolase isozyme L3
Mitochondrial brown fat uncoupling protein 1
Ubiquitin-fold modifier-conjugating enzyme 1
Ubiquitin fusion degradation protein 1 homolog
Ubiquitin-fold modifier 1

UDP-glucose 6-dehydrogenase
UDP-glucose:glycoprotein glucosyltransferase 1
UTP--glucose-1-phosphate uridylyltransferase
UDP-glucuronosyltransferase 1-9

Uridine 5-monophosphate synthase

Protein unc-45 homolog A

Regulator of nonsense transcripts 1

Cytochrome b-c1 complex subunit 9

Cytochrome b-c1 complex subunit 10

Cytochrome b-c1 complex subunit 7

Cytochrome b-c1 complex subunit 1, mitochondrial
Cytochrome b-c1 complex subunit 2, mitochondrial
Cytochrome b-c1 complex subunit Rieske, mitochondrial
Cytochrome b-c1 complex subunit 6, mitochondrial
Cytochrome b-c1 complex subunit 8
Uroporphyrinogen decarboxylase

Up-regulated during skeletal muscle growth protein 5
General vesicular transport factor p115

Ubiquitin carboxyl-terminal hydrolase 14

Ubiquitin carboxyl-terminal hydrolase 15

Ubiquitin carboxyl-terminal hydrolase 20

Ubiquitin carboxyl-terminal hydrolase 4

Ubiquitin carboxyl-terminal hydrolase 5

Ubiquitin carboxyl-terminal hydrolase 7

Probable ubiquitin carboxyl-terminal hydrolase FAF-X
Protein VAC14 homolog

Vesicle-associated membrane protein-associated protein A
Vesicle-associated membrane protein-associated protein B
Valine--tRNA ligase



Vasorin

Vasodilator-stimulated phosphoprotein

Synaptic vesicle membrane protein VAT-1 homolog
Synaptic vesicle membrane protein VAT-1 homolog-like
Prefoldin subunit 3

Versican core protein

Vinculin

Transitional endoplasmic reticulum ATPase
Voltage-dependent anion-selective channel protein 1
Voltage-dependent anion-selective channel protein 2
Voltage-dependent anion-selective channel protein 3
Vimentin

Vitamin K epoxide reductase complex subunit 1
Vitamin K epoxide reductase complex subunit 1-like protein 1
Vacuolar protein-sorting-associated protein 25
Vacuolar protein sorting-associated protein 26B
Vacuolar protein sorting-associated protein 28 homolog
Vacuolar protein sorting-associated protein 29
Vacuolar protein sorting-associated protein 35

VPS35 endosomal protein-sorting factor-like

Vacuolar protein-sorting-associated protein 36
Vacuolar protein sorting-associated protein 45
Vacuolar protein sorting-associated protein 4A
Vacuolar protein sorting-associated protein 4B
Vacuolar protein sorting-associated protein VTA1 homolog
Vitronectin

von Willebrand factor A domain-containing protein 1
von Willebrand factor A domain-containing protein 5A
von Willebrand factor A domain-containing protein 5B2
von Willebrand factor A domain-containing protein 8
von Willebrand factor

Tryptophan--tRNA ligase, cytoplasmic

WW domain-binding protein 2

WD repeat-containing protein 1

WD repeat-containing protein 47

WD repeat-containing protein 61

Wolframin

WNT1-inducible-signaling pathway protein 2

Xanthine dehydrogenase/oxidase

Xin actin-binding repeat-containing protein 1

Xaa-Pro aminopeptidase 1



Exportin-1

Xyloside xylosyltransferase 1

Tyrosine--tRNA ligase, cytoplasmic
Nuclease-sensitive element-binding protein 1
Tyrosine-protein kinase Yes

Synaptobrevin homolog YKT6

14-3-3 protein beta/alpha

14-3-3 protein epsilon

14-3-3 protein gamma

14-3-3 protein eta

14-3-3 protein theta

14-3-3 protein zeta/delta

Mitogen-activated protein kinase kinase kinase MLT
Zinc finger CCCH domain-containing protein 4
Zinc finger protein 36, C3H1 type-like 1

Zinc finger protein 58

CAAX prenyl protease 1 homolog
Centromere/kinetochore protein zw10 homolog
Zyxin







































1plex, mitochondrial



X, mitochondrial

complex, mitochondrial
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