Chr4:10,004,005-10,085,110

H3K4me1

.

VIT_204s0089901120

ey

H3K4me3

A

H3K27ac

A

10

ATAC-seq .

AT T TS T NPTy Yy ¥ T

Chr11:5,457,991-5,520,256

n—-—a—a-1am———
WIT_211s0018g05280
H3K4me1
ol ot i,
15
H3K4me3
o ‘——-—
o
H3K27ac
" — - -y
ATAC-seq
0 _ww

Chr10:3,435,199-3,471,871

m

2901910

H3K4mel |

ol

15 -

H3K4me3

0

Chr8:16,223,497-16,241,079
s N Hlesss———

{0007 go2120 WIT_208s0007 g02190

5~

0 .‘_.._._._‘.—._____ —

Chr7:2,009,468-2,042,497
s | —

104900860 WIT_207s0104900820

5

o——A——HHHH————HH

WIT_210s0003901920

o~

H3K27ac

[

ATAC-seq

Chr5:17,731,837-17,757,206

H3Kdmel |

B—

WIT_205s0028901515

1B

H3K4me3

Q

0 -

H3K27ac

i

ATAC-seq |



