S13 Table: Instrumental variables of total cholesterol. SNP is the rsID of genetic variants; Al is
the effect allele; A2 is the other allele; beta is the effect size of A1 on the exposure; se is the standard
error of beta; pval is the p value of beta; F is the F statistics.

SNP Al A2 beta se pval F
rs10088180 A G 0.023 0.004  6.02E-10 3249
rs10102164 A G 0.030 0.004  4.60E-11  49.00
rs10128711 C T 0.031 0.004  1.06E-11  50.97
rs10258022 G A 0.024 0.004  9.89E-11  45.56
rs1030431 A G 0.038 0.004  5.41E-22 104.37
rs10403668 G A 0.039 0.005 2.41E-13 6147
rs10495907 A G 0.035 0.005  3.09E-11  47.89
rs10773003 A G 0.037 0.006  4.08E-09  40.48
rs10774708 G A 0.021 0.004 4.71E-08 36.34
rs1077514 T C 0.030 0.005  6.40E-09 33.51
rs10900221 A G 0.026 0.004  7.96E-09  38.68
rs11085752 A C 0.034 0.005  2.53E-09 42.25
rs11650232 G A 0.023 0.004  1.77E-09  38.98
rs11679386 C T 0.039 0.006  2.23E-11 4437
rs117733303 G A 0.130 0.021 1.15E-08  37.42
rs11784762 G A 0.033 0.005  4.02E-08 36.22
rs12412743 C T 0.030 0.005  6.98E-10  40.20
rs12625035 C T 0.028 0.005  3.62E-09 35.01
rs12660382 T C 0.027 0.005  4.96E-09 33.44
rs12908474 C T 0.040 0.006  6.09E-12  48.28
rs12921986 G A 0.047 0.007  2.42E-10 44.70
rs13027175 G T 0.065 0.011  2.23E-09 35.67
rs13075746 G A 0.036 0.006  3.84E-08  32.97
rs1337247 C A 0.038 0.006  4.76E-11  42.93
rs1384614 A G 0.037 0.006  1.36E-08  32.88

rs138777 A G 0.021 0.004 4.74E-08  33.45
rs1473886 G T 0.024 0.004  5.06E-10 45.47
rs1501910 G A 0.037 0.005 1.30E-12  54.46
rs1594895 T C 0.026 0.005  3.18E-08  33.13
rs16979595 A G 0.030 0.005  5.42E-09 35.05
rs17035630 A G 0.040 0.006  2.16E-12  48.04
rs17120035 C T 0.066 0.007  7.33E-22  88.90
rs17135399 G A 0.051 0.008  7.39E-11  40.16
rs17398765 G A 0.073 0.007  9.90E-24 101.10
rs17508045 T C 0.039 0.006  1.13E-08 38.91
rs17651629 C T 0.032 0.006  3.85E-08  30.16
rs1800562 G A 0.057 0.008 1.91E-12 53.84
rs1800961 C T 0.106 0.010  1.34E-24 110.56
rs1801701 T C 0.050 0.006  8.30E-15 64.26
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rs9989419 G A 0.032 0.004  1.03E-15 74.33




