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Fig. S1 Sample performance obtained for three storage time groups (green line at median). The absolute sample performance (each sample is
represented as circle) was plotted against storage time prior to MPS analysis. In general, the total number of reads per sample was comparable for
the majority of specimens included in each storage time group. Overall, sample performance was almost halved for samples falling in storage time
group Il (median: 65092 reads) compared to those included in group | (median: 116903 reads). The decrease in sample performance did not
adversely affect downstream data analysis.
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