Figure S2 (Kim et al.)
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EcoRYV digestion
WT: 887, 3700 bp
cyrlA:NAT:887,4773 bp

Expected size 5°: 1665 bp, Internal: 908 bp, 3™: 1627 bp
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Expected size 5™ 1321 bp, Internal: 169 bp, 3': 1478 bp Hincll digestion
WT: 705, 1099 bp

bcyl1A::NAT: 705, 1625 bp
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Expected size 5': 1452 bp, Internal: 802 bp, 3': 1342 bp WT: 3299 bp
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Expected size 5': 1485 bp, Internal: 880 bp, 3": 1514 bp Hincll digestion
WT: 1836, 2172 bp

tpk2A::NAT: 3391 bp

YSBA25
YSBA24
YSBA25
WT

YSBA24
YSBA25

WT

YSBA24

wT YSBA24 YSBA25

WT

tpk1A::HYG tpk2A:NAT

Hincll digestion
WT: 3147 bp
tpk1A::HYG tpk2A::NAT: 4440 bp

Expected size 5°: 1413 bp, Internal: 802 bp, 3": 1301 bp



