
5.99 4.84 3.69 2.54 1.39 0.24 0.91 2.06 3.21 4.36 5.51
LDA SCORE (log 10)

Faecalibacterium_g
Ruminococcaceae_f
Lachnospiracea_incertae_sedis_g
Odoribacter_g
Ruminococcus2_g
Holdemanella_g
Eggerthella_g
Campylobacteraceae_f
Campylobacter_g
Phascolarctobacterium_g
Acidaminococcaceae_f
Paraprevotella_g
Prevotellaceae_f
Campylobacterales_o
Epsilonproteobacteria_c
Helicobacteraceae_f
Helicobacter_g
Senegalimassilia_g
Parabacteroides_g
Sutterella_g
Prevotella_g
Haemophilus_g
Pasteurellales_o
Pasteurellaceae_f
Veillonella_g

Victivallis_g
Lentisphaeria_c

Lentisphaerae_p
Victivallales_o

Victivallaceae_f
Barnesiella_g

Anaerotruncus_g
Parvibacter_g

Eubacteriaceae_f
Enterorhabdus_g

Anaerofustis_g
ClostridiumXI_g
ClostridiumIV_g

Blautia_g
ClostridiumXlVa_g

Ruminococcus_g
Romboutsia_g

Peptostreptococcaceae_f

DM0w DM12w

A



6.03 4.86 3.69 2.52 1.35 0.18 0.99 2.16 3.33 4.50 5.67
LDA SCORE (log 10)

Faecalibacterium_g
Lachnospiracea_incertae_sedis_g
Lachnoanaerobaculum_g
Roseburia_g
Holdemanella_g
Gemmiger_g
Campylobacter_g
Campylobacteraceae_f
Bifidobacteriales_o
Bifidobacteriaceae_f
Ruminococcus2_g
Actinobacteridae_sc
Butyricimonas_g
Gammaproteobacteria_c
Sutterella_g
Butyricicoccus_g
Eggerthella_g
Enterobacteriaceae_f
Enterobacteriales_o
Oribacterium_g
Acidaminococcaceae_f
Phascolarctobacterium_g
Intestinibacter_g
Paraprevotella_g
Selenomonadales_o
Negativicutes_c
Bacteroidetes_p
Bacteroidales_o
Bacteroidia_c
Collinsella_g
Anaerostipes_g
Parabacteroides_g
Senegalimassilia_g
Klebsiella_g
Veillonella_g
Fusicatenibacter_g
Slackia_g
Prevotella_g
Veillonellaceae_f
Prevotellaceae_f
Fusobacteriia_c
Fusobacterium_g
Fusobacteriales_o
Fusobacteriaceae_f
Fusobacteria_p
Haemophilus_g
Bacteroides_g
Bacteroidaceae_f
Pasteurellales_o
Pasteurellaceae_f

Pseudoflavonifractor_g
Barnesiella_g

Lentisphaeria_c
Victivallaceae_f

Victivallales_o
Lentisphaerae_p

Victivallis_g
Parvibacter_g

Intestinimonas_g
Anaerotruncus_g

Alphaproteobacteria_c
Anaerovorax_g

Clostridiales_IncertaeSedisXIII_f
Enterorhabdus_g

Acetatifactor_g
Flavonifractor_g

Clostridiumsensustricto_g
Clostridiaceae1_f

ClostridiumIV_g
Ruminococcus_g

Romboutsia_g
Peptostreptococcaceae_f

GQD0w GQD12wB



6.02 4.87 3.72 2.57 1.42 0.27 0.88 2.03 3.18 4.33
LDA SCORE (log 10)

Faecalibacterium_g
Ruminococcaceae_f
Lachnospiracea_incertae_sedis_g
Roseburia_g
Gemmiger_g
Enterobacter_g
Ruminococcus2_g
Campylobacteraceae_f
Campylobacter_g
Veillonellaceae_f
Slackia_g
Gordonibacter_g
Selenomonadales_o
Negativicutes_c
Lachnoanaerobaculum_g
Phascolarctobacterium_g
Acidaminococcaceae_f
Veillonella_g
Intestinibacter_g
Klebsiella_g
Oribacterium_g
Fusicatenibacter_g
Collinsella_g
Enterobacteriaceae_f
Enterobacteriales_o
Streptococcaceae_f
Streptococcus_g
Paraprevotella_g
Butyricicoccus_g
Gammaproteobacteria_c
Holdemanella_g
Pasteurellales_o
Haemophilus_g
Pasteurellaceae_f
Eggerthella_g
Prevotella_g
Senegalimassilia_g
Proteobacteria_p
Butyricimonas_g
Fusobacteriia_c
Fusobacteriales_o
Fusobacterium_g
Fusobacteriaceae_f
Fusobacteria_p
Anaerostipes_g
Prevotellaceae_f
Parabacteroides_g
Sutterella_g
Sutterellaceae_f
Betaproteobacteria_c
Burkholderiales_o

Alloprevotella_g
Pseudoflavonifractor_g

Eubacterium_g
Eubacteriaceae_f

Parvibacter_g
Alphaproteobacteria_c

Intestinimonas_g
Rhizobiales_o

Phyllobacteriaceae_f
Barnesiella_g

Acetatifactor_g
Enterorhabdus_g
Anaerotruncus_g

ClostridiumIV_g
ClostridiumXI_g
Flavonifractor_g

Oscillibacter_g
Romboutsia_g

Blautia_g
Ruminococcus_g

Peptostreptococcaceae_f

Met0w Met12wC
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LDA SCORE (log 10)

Lachnospiraceae_f
ClostridiumXlVa_g
Blautia_g
ClostridiumXI_g
Parvibacter_g

Bacilli_c
Lactobacillus_g

Lactobacillaceae_f
Lactobacillales_o

Stomatobaculum_g
Acetatifactor_g

DM12w NC12w
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LDA SCORE (log 10)

Gammaproteobacteria_c
Butyricicoccus_g
Anaerofustis_g
Actinobacteridae_sc
Butyricimonas_g

Acetatifactor_g
Flavonifractor_g

DM12w GQD12w
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LDA SCORE (log 10)

Coprococcus_g
Terrisporobacter_g
Parasutterella_g
Sutterellaceae_f

Anaerotruncus_g
Flavonifractor_g

Alphaproteobacteria_c
Oscillibacter_g

DM12w Met12w

F
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Gammaproteobacteria_c

Anaerostipes_g

ClostridiumXI_g
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