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Supplementary Information Text 
 
Materials and Methods 
 
BMDM isolation  
BMDMs were isolated similarly as described before. Briefly, bone marrow from 6-12 
weeks old male animals. After lysis with AKC lysis buffer, cells were plated in petri 
dishes, cultured with media containing RPMI, 20% FBS, 30% L-929 conditional medium, 
and 1% penicillin/streptomycin or anti-anti. Macrophages were digested with versine and 
plated with macrophage serum free medium.  
 
For activation of macrophages, cells were treated with vehicle, Dex (1uM), iBRD9 (3 or 
10uM), dBRD9 (250nM) or combination for overnight, followed by stimulation of LPS 
(100ng/ml, Sigma) for 3 hours, before harvested for RNA-seq. 
 
Animals 
All mice were housed in a 12hr light, 12 hour dark cycle. Mouse experiments were 
approved by IACUC at Salk Institute and IACUC at Mayo Clinic Arizona. Brd9F/F mice are 
generated by Biocytogen. LoxP sites were inserted in by CRISPR mediated homologous 
recombination in C57Bl6 background. LysM-Cre mice were from Jackson Laboratory 
(Cat. No. 004781). C57bl6 mice were from Jackson Laboratory (Cat. No. 000664) For 
high fat diet treatment, mice were fed with 60% fat diet paste (Bio-Serv S1850) for at 
least 16 weeks before serum or tissue were collected. 
 
Immunoprecipitation 
Briefly, cells are lysed using ice-cold lysis buffer (HEPES 20mM pH8, EDTA 0.2mM, 
NaCl 0.3 mM, NP40 0.5%, 15% glycerol) for 15 min, and after centrifuge the supernatant 
was collected. For Flag-tagged BRD9, immunoprecipitations were performed using Flag-
magnetic beads (Sigma, M8823) for 1.5 hr at 4C. For other immunoprecipitations, 
primary antibodies were incubated with lysate for 2 hr followed by Protein A magnetic 
beads (Life Technologies, 10001D). After 3 washes with wash buffer (HEPES 10mM 
pH8, EDTA 0.2 mM, NaCl 0.3 mM, NP40 0.1%, 15% glycerol), the beads were boiled 
with NuPage LDS sample buffer and the lysate were stored at -20°C.  
 
ChIP-seq 
RAW264.7 cells were pre-treated with vehicle, Dex (1uM), or Dex+dBRD9 (250nM) for 
overnight and then treated with LPS (100ng/mL) for 3 hours. 20 million cells were then 
harvested for each ChIP assay. The experimental procedure for ChIP was as previously 
described(1). Briefly, after fixation, nuclei from were isolated, lysed, and sheared with a 
Covaris Ultrasonicator ME220 to yield DNA fragment sizes of 200–1,000 bp followed by 
immunoprecipitation. Antibody used for ChIP-seq: GR (Cell Signaling, Cat. No. 12041).  
 
RNA-seq 
RNA were extracted using Trizol. Samples were then processed by Novogene Co. Ltd. A 
total amount of 1 µg RNA per sample was used as input material for the RNA sample 
preparations.  
 
CUT&RUN 
RAW264.7 cells were pre-treated with vehicle, Dex (1uM), or Dex+dBRD9 (250nM) for 
overnight and then treated with LPS (100ng/mL) for 3 hours. 0.1 million cells were used 
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for each CUT&RUN. The experimental procedure for CUN&RUN was previously 
described. Antibody used for CUT&RUN: BRD9 (Active Motif, Cat. No. 61537). 
 
RNA-seq Analysis 
Raw data (raw reads) of FASTQ format were firstly processed through fastp. In this step, 
clean data (clean reads) were obtained by removing reads containing adapter and poly-
N sequences and reads with low quality from raw data. At the same time, Q20, Q30 and 
GC content of the clean data were calculated. All the downstream analyses were based 
on the clean data with high quality. Paired-end clean reads were aligned to the reference 
genome using the Spliced Transcripts Alignment to a Reference (STAR) software. 
FPKM of each gene was calculated based on the length of the gene and reads count 
mapped to this gene. Differential expression analysis between two conditions/groups 
(three biological replicates per condition) was performed using DESeq2 R package. 
DESeq2 provides statistical routines for determining differential expression in digital 
gene expression data using a model based on the negative binomial distribution. The 
resulting P values were adjusted using the Benjamini and Hochberg’s approach for 
controlling the False Discovery Rate (FDR). Genes with an adjusted P value < 0.05 and 
fold change >1.5 found by DESeq2 were assigned as differentially expressed. 
 
ChIP-Seq Analysis 
Sequencing was performed using Illumina technology to generate paired-end reads for 
each sample. Sequence data quality was determined using FastQC software. 
Bowtie2(v2.3.3.1) (--very-sensitive) was used to map ChIP-seq reads to the mouse 
reference genome GRCm38. Duplicate reads were filtered out using the MarkDuplicate 
function from Picard tools v.2.17.0 (http://broadinstitute.github.io/picard/). RPKM-
normalized bigWig files were generated with bamCoverage from deepTools v3.3.2. 
ChIP-Seq peaks were called using findPeaks within HOMER using default parameters 
for TF (-style factor). De novo and known motif analyses were carried out using the 
findMotifsGenome.pl module of the HOMER package with the “-size given” option. 
 
CUT&RUN Analysis 
Paired-end reads were trimmed and quality-filtered using cutadapt (V2.8). Trimmed 
qualified reads were aligned to mouse reference genome GRCm38 using bowtie2 
(v2.3.3.1) with options: --end-to-end --very-sensitive --no-mixed --no-discordant --
phred33 -I 10 -X 700. Only reads that were uniquely mapped were retained for further 
analysis. PCR duplicated reads were removed using “MarkDuplicates.jar” from Picard 
tools v.2.17.0. RPKM-normalized bigWig files were generated with bamCoverage from 
deepTools v3.3.2. Heatmaps were generated using computeMatrix and plotHeatmap 
from deepTools v3.3.2. CUT&RUN peaks were called using findPeaks within HOMER 
using default parameters for TF (-style factor). The identified peaks for BRD9 were 
further screened against ‘mouse blacklisted’ genomic regions, mitochondrial DNA, and 
pseudo-chromosomes. Known motif finding on identified peaks was done by Homer 
findMotifsGenome.pl using parameter ‘-size given’. 
 
H&E staining 
H&E staining was performed by UCSD pathology core and Mayo Clinic pathology core.  

Incucyte imaging 
BMDM were cultured in 96 wells. Vehicle, iBRD9, and/or LPS were added together with 
Cas3/7 green dye for apoptosis (cat. No. 4440). Live imaging was carried out in Incucyte 
S3 Live Cell Analysis system. Brightfield and GFP images were collected every four 
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hours for 3 days. Quantitative analysis of cas3/7 positive objects were done using 
Incucyte base software.  
 
Bio-plex 
Mouse serum from HFD treated BRD9 WT and BRD9 KO mice were used for Bioplex 
mouse 23-plex cytokine assay.  
 
Western blotting 
Cells were washed with ice-cold PBS and lysed using ice-cold lysis buffer (HEPES 
20mM pH8, EDTA 0.2mM, NaCl 0.3 mM, NP40 0.5%, 15% glycerol) and cocktail 
protease inhibitor (Sigma-Aldrich,124469). Protein concentrations in the extracts were 
measured using Bradford and were made equal in different samples with the extraction 
reagent. Lysates were mixed with sample loading buffer and denatured at 95°C for 10 
minutes. Samples were separated by SDS-PAGE, transferred onto PVDF membrane. 
Immunoblot analysis was performed with BRD9 antibody (Active Motif, Cat. No. 61537) 
and secondary anti-rabbit antibodies conjugated to horseradish peroxidase (HRP). 
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Figure S1. Inhibition of BRD9 compromises oxidized LDL induced  neutral lipid 
accumulation in BMDMs. (n=3, *P<0.05, error bars show s.e.m.). 
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Figure S2. Inflammation is reduced in LysM-Cre;Brd9F/F mice treated with high fat 
diet. 

A) HE staining of inflammatory crown-like structures (CLS) in epididymal white 
adipose tissue from Brd9F/F  and LysM-Cre;Brd9F/F mice.  

B) Quantification of CLS in the epididymal white adipose tissue H&E staining 
sections from LysM-Cre;Brd9F/F and control mice (n=4, **P<0.01, error bars show 
s.e.m.) 

C) Circulating proinflammatory markers MCP-1b (Ccl4) and IL-12 are significantly 
reduced in HFD-treated LysM-Cre;Brd9F/F mouse serum samples. (n=5, *P<0.05, 
error bars show s.e.m.). 
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Figure S3. Metabolic phenotyping of LysM-Cre;Brd9F/F mice. 

A) Overnight fasting glucose of high fat diet fed Brd9F/F and LysM-Cre;Brd9F/F mice 
(n=5).  

B) Intraperitoneal glucose tolerance test (IPGTT) of high fat diet fed Brd9F/F and 
LysM-Cre;Brd9F/F mice (n=4-8). 

C) Area under curve (AUC) of IPGTT in (B). 
D) Insulin tolerance test (ITT) of high fat diet fed Brd9F/F and LysM-Cre;Brd9F/F mice 

(n=3-5). 
E) Area under curve (AUC) of ITT in (B). 
F) Weight of Brd9F/F and LysM-Cre;Brd9F/F mice after 5 months high fat diet (n=5-11, 

*P<0.05). 
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Figure S4. Overlap of dBRD9/iBRD9-regulated and dexamethasone-regulated 
genes suggests the co-regulation by BRD9 and GR. 

A) Overlap of dBRD9 and iBRD9 regulated and dexamethasone (dex) regulated 
genes. 

B) Gene ontology analysis shows that class A, containing genes repressed by both 
iBRD9/dBRD9 or dex, are the most related to inflammatory process. 
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Figure S5. dBRD9 and Dex synergistically repress genes related to the 
inflammatory process. 

A) Pie charts show the fraction of Dex-induced or Dex-repressed genes that can be 
further regulated by addition of dBRD9. 

B) Gene ontology of categories in A). Class A genes, which are synergistically 
repressed by both Dex and dBRD9, are mostly related to inflammatory 
responses. 

C) TRRUST prediction of putative upstream regulators of all categories of genes in 
A). 
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Figure S6. CUT&RUN profile of BRD9. 
A) Left: Heatmap of all BRD9 peaks in LPS+Dex. Right: binding intensity of BRD9 at 

the same location in LPS+Dex+dBRD9. 
B) Motif analysis of all motifs enriched in the BRD9 peaks in LPS+Dex. 
C) Enriched motifs in individual categories of GR peaks listed in Figure 4A. 
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6HT(G6E14097)/HRPHU
1H-
1168 -2.691H+03 0.0000 15869
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HRPeU KQRZQ MRWif EQUichPeQW ReVXOWV
(/UeVeaUch/OabV/bPe/Zei]/P238739/cXWUXQ/X202SC21020981-Z01-
F001/cXWadaSWeU2//hRPeUcaOOSeakV/PRWif/CXWR_7)
HRPHU de nRYR 0RWLI 5HVXOWV

 GHQH 2QWRORJ\ EQULFKPHQW 5HVXOWV
 KQRZQ 0RWLI EQULFKPHQW 5HVXOWV (W[W ILOH)

 7RWDO 7DUJHW 6HTXHQFHV = 54711, 7RWDO BDFNJURXQG 6HTXHQFHV = 54126
 

5DQN 0RWLI 1DPH 3-
YDOXH

ORJ 3-
SYDOXH

T-YDOXH
(BHQMDPLQL)

# 7DUJ
6HTXH
ZLWK
0RWLI

1
A
C
T
G
C
A
T
G
T
C
G
A
ACGTACTGCGTAATCGACGTGTACCGTAGACTAGTC FRV(E=I3)/76C-FRV-CKI3-

6HT(G6E110950)/HRPHU
1H-
2584 -5.952H+03 0.0000 9372.

2
C
T
A
G
T
C
G
A
G
C
A
T
C
A
T
G
G
C
T
A
T
A
G
C
C
G
A
T
G
T
A
C
C
T
G
A
A
G
C
T JXQB(E=I3)/DHQGULWLFCHOOV-JXQE-CKI3-

6HT(G6E36099)/HRPHU
1H-
2538 -5.846H+03 0.0000 8962.

3
A
C
T
G

C
T
A
G

T
C
G
A
CG
A
T
CA
T
G
GC
T
AATCGCGATGTACGCTAAGCTGTAC FUD1(E=I3)/B7549-FUD1-CKI3-

6HT(G6E46166)/HRPHU
1H-
2508 -5.777H+03 0.0000 8981.

4
C
T
A
G
T
C
G
A
ACGTACTGCGTAATGCACGTGTACCGTAAGCTGATCGTAC AWI3(E=I3)/GB0-A7F3-CKI3-

6HT(G6E33912)/HRPHU
1H-
2508 -5.776H+03 0.0000 9971.

5
T
G
C
A
A
G
C
T
C
T
G
A
A
T
C
G
GA
C
T
CT
A
G
GT
A
C
GATCGTCAAGTCGTACGACTCTAGATCGGCATCATGCATGGATCGTACCTGA C7CF(=I)/CD4+-C7CF-CKI3-

6HT(BDUVNLBHWBDO.)/HRPHU
1H-
2497 -5.750H+03 0.0000 4805.

6
C
A
T
G
C
T
A
G
T
C
G
A
ACGTACTGCGTATAGCCGATTGACCGTAAGCTGATC FUD2(E=I3)/6WULDWXP-FUD2-CKI3-

6HT(G6E43429)/HRPHU
1H-
2418 -5.568H+03 0.0000 8200.

7
C
T
A
G
T
C
G
A
C
G
A
T
A
C
T
G
C
G
T
A
T
A
C
G
A
G
C
T
T
G
A
C
G
C
T
A
A
C
G
T
G
A
T
C
T
A
G
C FRVO2(E=I3)/373L1-FRVO2-CKI3-

6HT(G6E56872)/HRPHU
1H-
2381 -5.483H+03 0.0000 6664.

8
C
A
G
T
T
G
C
A
ACGTACTGCGTAATCGCGATTGACCGTAACGT BA7F(E=I3)/7K17-BA7F-CKI3-

6HT(G6E39756)/HRPHU
1H-
2374 -5.469H+03 0.0000 9908.

9
T
C
G
A
ACGTCATGGCTATAGCCGATGTACGCTAACGTATGC A3-1(E=I3)/7KLR0DF-38.1-CKI3-

6HT(G6E21512)/HRPHU
1H-
2250 -5.182H+03 0.0000 10367

10
C
T
A
G
T
C
G
A
ACGTACTGCGTATAGCCGATGTACCGTAAGCTGATCGTAC JXQ-A31(E=I3)/K562-FJXQ-CKI3-

6HT(G6E31477)/HRPHU
1H-
2119 -4.880H+03 0.0000 5336.

11
T
A
G
C
A
G
T
C

T
G
A
C
A
G
T
C
C
T
A
G
A
T
C
G
A
G
T
C
CA
T
G
TG
A
C
AGTCGTACAGTCAGTCGCATCTAGATCGGCATACTGATCGGATC B25I6(=I)/K562-C7CFL-CKI3-

6HT(G6E32465)/HRPHU
1H-
1895 -4.365H+03 0.0000 5353.

12
C
T
G
A
A
G
T
C
C
G
A
T
AG
C
T
A
T
G
C
GT
A
C
A
C
G
T
A
T
C
G
C
A
G
T
G
C
A
T EOI4(E76)/B0D0-EOI4-CKI3-

6HT(G6E88699)/HRPHU
1H-
1581 -3.641H+03 0.0000 12958

13
T
C
G
A
TA
G
C
TGC
A
ACTGACTGCGTACGTACTAGGACTTACG E761(E76)/JXUNDW-E761-CKI3-

6HT(G6E17954)/HRPHU
1H-
1388 -3.197H+03 0.0000 12463

14
GC
T
AAGTCTACGTGCAATCGTCAGGCTATCGATCAGAGCT ELF5(E76)/747D-ELF5-CKI3-

6HT(G6E30407)/HRPHU
1H-
1260 -2.903H+03 0.0000 9512.

15
CG
T
A
TA
C
G
TC
G
A
ACTGACTGCGTACGTATACGAGCTTACG 38.1(E76)/7KLR0DF-38.1-CKI3-

6HT(G6E21512)/HRPHU
1H-
1257 -2.896H+03 0.0000 7567.

16
T
C
G
A
C
T
G
A
T
A
G
C
T
G
A
C
TC
A
G
T
C
A
G
C
G
T
A
C
G
T
A
T
C
A
G
A
G
C
T E791(E76)/GI6748-E791-CKI3-

6HT(G6E22441)/HRPHU
1H-
1254 -2.888H+03 0.0000 14904

17
T
C
G
A
T
C
G
A
T
A
G
C
G
T
A
C
T
C
A
G
T
A
C
G
C
G
T
A
C
G
T
A
T
C
A
G
A
G
C
T GAB3A(E76)/JXUNDW-GAB3D-CKI3-

6HT(G6E17954)/HRPHU
1H-
1219 -2.808H+03 0.0000 10969

18
A
G
T
C
C
T
G
A
A
G
T
C
C
G
A
T
CA
G
T
GA
T
C
AT
G
CACTGATCGGACT FOL1(E76)/CD8-FLI-CKI3-

6HT(G6E20898)/HRPHU
1H-
1181 -2.721H+03 0.0000 12472

19
A
T
G
C
A
G
T
C
C
T
G
A
A
G
T
C
CG
A
T
ACGTAGTCAGTCACGTATCGGACTACGT EWY2(E76)/E6-E571-CKI3-

6HT(G6E59402)/HRPHU
1H-
1171 -2.698H+03 0.0000 10757

20
T
C
G
A
TA
G
C
GTC
A
ACTGACTGCGTACGTACTAGAGCTTCAG E5G(E76)/9CD3-E5G-CKI3-

6HT(G6E14097)/HRPHU
1H-
1168 -2.691H+03 0.0000 15869
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C
G
T
A
C
G
T
A
C
G
T
A
G
C
A
T
G
C
A
T
TACGGTACGACTACTGCGTAATCGACGTGTACCGTAAGCT 6HT(G6E31477)/HRPHU 279

47
G
T
A
C
CA
G
T
ACTGACTGACTGGATCACTGACGTACTGACTGAGTCGATC KLF6(=I)/3DAC-KLF6-CKI3-

6HT(G6E64557)/HRPHU
1H-
275 -6.353H+02 0.0000 9036.

48
G
T
C
A
G
C
A
T
ACT
G
GT
A
C
G
A
C
T
AC
T
G
GC
T
A
A
T
C
G
CAGTGTACCGTAAGCT 1UI2(E=I3)/L\PSKREODVW-1UI2-CKI3-

6HT(G6E37589)/HRPHU
1H-
273 -6.301H+02 0.0000 924.0

49
T
C
A
G
TCA
G
GCT
A
CGT
ATACGGACTTCAGTCGACTGACGTATACGGACT I5F8(I5F)/BMDM-I5F8-CKI3-

6HT(G6E77884)/HRPHU
1H-
270 -6.231H+02 0.0000 3164.

50
T
G
C
A
T
C
G
A
T
C
G
A
ACGTCATGCGTAAGTCTCAGACGTGTACCGTAAGCT C5EB5(E=I3)/L1CD3-C5EB5.95-CKI3-

6HT(G6E137775)/HRPHU
1H-
265 -6.125H+02 0.0000 3056.

51
T
A
C
G
T
C
G
A
G
A
C
T
A
C
T
G
CT
G
A
A
G
T
C
T
C
A
G
GA
C
T
T
G
A
C
C
T
G
A AWI1(E=I3)/K562-A7F1-CKI3-

6HT(G6E31477)/HRPHU
1H-
262 -6.053H+02 0.0000 5034.

52
A
T
G
C

T
C
A
G
T
C
G
A
G
C
A
T
A
C
T
G
C
G
T
A
A
G
T
C
T
C
A
G
G
A
C
T
T
G
A
C
C
G
T
A
A
G
C
T AWI2(E=I3)/373L1-AWI2-CKI3-

6HT(G6E56872)/HRPHU
1H-
253 -5.841H+02 0.0000 2854.

53
C
T
A
G
T
C
G
A
CGA
T
CT
A
G
GCA
T
C
A
G
T
CTAGGATCCGTAGTCA CEB3:A31(E=I3)/7KLRMDF-CEB3E-CKI3-

6HT(G6E21512)/HRPHU
1H-
252 -5.808H+02 0.0000 5118.0

54
T
C
G
A
GCATACTGCTGAAGTCTCAGGACTGTACCGTAAGCTAGTCGATC F-JXQ-C5E(E=I3)/K562-FJXQ-CKI3-

6HT(G6E31477)/HRPHU
1H-
241 -5.563H+02 0.0000 2607.

55
CT
A
G
G
T
A
C
AGTCTGCAAGTCCTGAAGTCAGTCAGTCGCTA KOI4(=I)/PE6-KOI4-CKI3-

6HT(G6E11431)/HRPHU
1H-
232 -5.358H+02 0.0000 3839.

56
T
C
A
G
T
G
A
C
GTA
C
TG
C
A
GTA
C
CT
A
G
GTACATGCAGTCGTCAAGTCGACT KOI9(=I)/GBM-KOI9-CKI3-

6HT(G6E62211)/HRPHU
1H-
230 -5.299H+02 0.0000 4258.

57
C
T
A
G
CTA
G
CGTACGTATACGCGATCTAGCTGACTGACGTATACGGACT 38.1:I5F8(E76:I5F)/SDC-IUI8-CKI3-

6HT(G6E66899)/HRPHU
1H-
221 -5.108H+02 0.0000 1984.

58
T
C
A
G
G
A
C
T
C
A
G
T
C
T
G
A
A
G
C
T
C
T
A
G
G
A
C
T
T
G
C
A
C
T
G
A
A
G
T
C HLF(E=I3)/H6C-HLF.FODJ-CKI3-

6HT(G6E69817)/HRPHU
1H-
219 -5.056H+02 0.0000 5321.

59
T
C
G
A
GC
A
T
ACG
T
CT
A
G
GT
A
C
TC
G
A
G
C
A
T
TG
A
C
TC
G
A
A
C
G
T CKRS(E=I3)/MEF-CKRS-CKI3-

6HT(G6E35681)/HRPHU
1H-
215 -4.958H+02 0.0000 1758.

60
C
T
A
G
T
C
A
G
C
A
G
T
TC
A
G
ACTGACTGGATCCTAGACTGCTAGTCAGATGC KLF14(=I)/HEK293-KLF14.GF3-CKI3-

6HT(G6E58341)/HRPHU
1H-
194 -4.478H+02 0.0000 13744

61
T
C
G
A
TA
G
C
GT
C
A
ACTGCTAGCGTACGATACTGACGTACTGACTGACGT E76:581;(E76,5XQW)/JXUNDW-581;1-CKI3-

6HT(G6E17954)/HRPHU
1H-
194 -4.477H+02 0.0000 1195.0

62
T
C
A
G
T
A
G
C
GA
C
T
CA
T
G
C
T
G
A
A
T
C
G
G
C
A
T
GT
A
C
CG
T
A
A
C
T
G
T
A
G
C
T
G
C
A MDIK(E=I3)/C2C12-MDIK-CKI3-

6HT(G6E36030)/HRPHU
1H-
192 -4.437H+02 0.0000 2443.

63
C
G
T
A
C
G
T
A
C
G
T
A
G
C
A
T
G
C
A
T
A
C
T
G
G
T
A
C
G
A
C
T
C
T
A
G
G
C
T
A
T
A
C
G
G
A
C
T
T
G
A
C
C
G
T
A
A
G
C
T 1FE2L2(E=I3)/HHSG2-1FE2L2-CKI3-

6HT(EQFRGH)/HRPHU
1H-
191 -4.403H+02 0.0000 882.0

64
T
C
G
A
ACGTACTGCTGAAGTCTCAGAGCTGTACCGTAAGCTGATCTCGA JXQD(E=I3)/K562-JXQD-CKI3-6HT/HRPHU 1H-

167 -3.852H+02 0.0000 1071.

65
C
T
G
A
T
A
C
G
G
C
A
T
A
G
C
T
A
G
C
T
A
G
T
C
T
C
G
A
A
C
T
G
C
A
G
T
AGC
T
AG
C
T
GA
T
C I5F3(I5F)/BMDM-IUI3-CKI3-

6HT(G6E67343)/HRPHU
1H-
166 -3.835H+02 0.0000 2651.

66
T
C
A
G
CGTAAGTCAGCTCGTAAGTCCTGACGTAAGTCGCATAGTCAGTCAGTCCTGAACTGTGCATCGACATGATCGGATC 5RQLQ(7HA3)/E6-7KDS11-CKI3-

6HT(G6E51522)/HRPHU
1H-
160 -3.704H+02 0.0000 556.0

67
T
A
G
C
GC
T
A
TC
G
A
CTG
A
AGTCAGTCCTGAAGTCCGTACTAG 581;(5XQW)/H3C7-5XQ[1-CKI3-

6HT(G6E22178)/HRPHU
1H-
159 -3.682H+02 0.0000 5272.

68
A
T
G
C
A
T
C
G
T
A
C
G
AGC
T
ATC
G
CTG
A
AGT
C
CTA
G
AGC
T
ATG
C
CTG
A
AT
G
C C5E(E=I3)/3URPRWHU/HRPHU 1H-

147 -3.386H+02 0.0000 1952.

69
C
G
A
T
TAC
G
GA
T
C
GC
T
A
T
C
A
G
G
A
C
T
C
G
A
T
G
T
A
C
GA
T
C
G
T
C
A
T
C
G
A
T
G
A
C
C
G
T
A
C
T
A
G
G
A
C
T
C
T
A
G
C
T
A
G
GT
A
C
AGTCCGTA C7CF-6DWHOOLWHEOHPHQW(=I?)/CD4+-C7CF-

CKI3-6HT(BDUVNLBHWBDO.)/HRPHU
1H-
146 -3.383H+02 0.0000 423.0

70
T
C
A
G
A
G
C
T
ATG
CCGTAAGCTTCAGCAGTACTGCTGAAGTC MI7F(EHLH)/MDVWCHOOV-MI7F-CKI3-

6HT(G6E48085)/HRPHU
1H-
138 -3.190H+02 0.0000 6346.

71 581;1(5XQW)/JXUNDW-581;1-CKI3- 1H- -3.064H+02 0.0000 7145.
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HRPeU KQRZQ MRWif EQUichPeQW ReVXOWV
(/UeVeaUch/OabV/bPe/Zei]/P238739/cXWUXQ/X202SC21020981-Z01-
F001/cXWadaSWeU2//hRPeUcaOOSeakV/PRWif/CXWR_7)
HRPHU de nRYR 0RWLI 5HVXOWV

 GHQH 2QWRORJ\ EQULFKPHQW 5HVXOWV
 KQRZQ 0RWLI EQULFKPHQW 5HVXOWV (W[W ILOH)

 7RWDO 7DUJHW 6HTXHQFHV = 54711, 7RWDO BDFNJURXQG 6HTXHQFHV = 54126
 

5DQN 0RWLI 1DPH 3-
YDOXH

ORJ 3-
SYDOXH

T-YDOXH
(BHQMDPLQL)

# 7DUJ
6HTXH
ZLWK
0RWLI

1
A
C
T
G
C
A
T
G
T
C
G
A
ACGTACTGCGTAATCGACGTGTACCGTAGACTAGTC FRV(E=I3)/76C-FRV-CKI3-

6HT(G6E110950)/HRPHU
1H-
2584 -5.952H+03 0.0000 9372.

2
C
T
A
G
T
C
G
A
G
C
A
T
C
A
T
G
G
C
T
A
T
A
G
C
C
G
A
T
G
T
A
C
C
T
G
A
A
G
C
T JXQB(E=I3)/DHQGULWLFCHOOV-JXQE-CKI3-

6HT(G6E36099)/HRPHU
1H-
2538 -5.846H+03 0.0000 8962.

3
A
C
T
G

C
T
A
G

T
C
G
A
CG
A
T
C
A
T
G
GC
T
AATCGCGATGTACGCTAAGCTGTAC FUD1(E=I3)/B7549-FUD1-CKI3-

6HT(G6E46166)/HRPHU
1H-
2508 -5.777H+03 0.0000 8981.

4
C
T
A
G
T
C
G
A
ACGTACTGCGTAATGCACGTGTACCGTAAGCTGATCGTAC AWI3(E=I3)/GB0-A7F3-CKI3-

6HT(G6E33912)/HRPHU
1H-
2508 -5.776H+03 0.0000 9971.

5
T
G
C
A
A
G
C
T
C
T
G
A
A
T
C
G
GA
C
T
CT
A
G
GT
A
C
GATCGTCAAGTCGTACGACTCTAGATCGGCATCATGCATGGATCGTACCTGA C7CF(=I)/CD4+-C7CF-CKI3-

6HT(BDUVNLBHWBDO.)/HRPHU
1H-
2497 -5.750H+03 0.0000 4805.

6
C
A
T
G
C
T
A
G
T
C
G
A
ACGTACTGCGTATAGCCGATTGACCGTAAGCTGATC FUD2(E=I3)/6WULDWXP-FUD2-CKI3-

6HT(G6E43429)/HRPHU
1H-
2418 -5.568H+03 0.0000 8200.

7
C
T
A
G
T
C
G
A
C
G
A
T
A
C
T
G
C
G
T
A
T
A
C
G
A
G
C
T
T
G
A
C
G
C
T
A
A
C
G
T
G
A
T
C
T
A
G
C FRVO2(E=I3)/373L1-FRVO2-CKI3-

6HT(G6E56872)/HRPHU
1H-
2381 -5.483H+03 0.0000 6664.

8
C
A
G
T
T
G
C
A
ACGTACTGCGTAATCGCGATTGACCGTAACGT BA7F(E=I3)/7K17-BA7F-CKI3-

6HT(G6E39756)/HRPHU
1H-
2374 -5.469H+03 0.0000 9908.

9
T
C
G
A
ACGTCATGGCTATAGCCGATGTACGCTAACGTATGC A3-1(E=I3)/7KLR0DF-38.1-CKI3-

6HT(G6E21512)/HRPHU
1H-
2250 -5.182H+03 0.0000 10367

10
C
T
A
G
T
C
G
A
ACGTACTGCGTATAGCCGATGTACCGTAAGCTGATCGTAC JXQ-A31(E=I3)/K562-FJXQ-CKI3-

6HT(G6E31477)/HRPHU
1H-
2119 -4.880H+03 0.0000 5336.

11
T
A
G
C
A
G
T
C

T
G
A
C
A
G
T
C
C
T
A
G
A
T
C
G
A
G
T
C
CA
T
G
TG
A
C
AGTCGTACAGTCAGTCGCATCTAGATCGGCATACTGATCGGATC B25I6(=I)/K562-C7CFL-CKI3-

6HT(G6E32465)/HRPHU
1H-
1895 -4.365H+03 0.0000 5353.

12
C
T
G
A
A
G
T
C
C
G
A
T
A
G
C
T
A
T
G
C
G
T
A
C
A
C
G
T
A
T
C
G
C
A
G
T
G
C
A
T EOI4(E76)/B0D0-EOI4-CKI3-

6HT(G6E88699)/HRPHU
1H-
1581 -3.641H+03 0.0000 12958

13
T
C
G
A
TA
G
C
TG
C
A
ACTGACTGCGTACGTACTAGGACTTACG E761(E76)/JXUNDW-E761-CKI3-

6HT(G6E17954)/HRPHU
1H-
1388 -3.197H+03 0.0000 12463

14
GC
T
AAGTCTACGTGCAATCGTCAGGCTATCGATCAGAGCT ELF5(E76)/747D-ELF5-CKI3-

6HT(G6E30407)/HRPHU
1H-
1260 -2.903H+03 0.0000 9512.

15
CG
T
A
TA
C
G
TC
G
A
ACTGACTGCGTACGTATACGAGCTTACG 38.1(E76)/7KLR0DF-38.1-CKI3-

6HT(G6E21512)/HRPHU
1H-
1257 -2.896H+03 0.0000 7567.

16
T
C
G
A
C
T
G
A
T
A
G
C
T
G
A
C
T
C
A
G
T
C
A
G
C
G
T
A
C
G
T
A
T
C
A
G
A
G
C
T E791(E76)/GI6748-E791-CKI3-

6HT(G6E22441)/HRPHU
1H-
1254 -2.888H+03 0.0000 14904

17
T
C
G
A
T
C
G
A
T
A
G
C
G
T
A
C
T
C
A
G
T
A
C
G
C
G
T
A
C
G
T
A
T
C
A
G
A
G
C
T GAB3A(E76)/JXUNDW-GAB3D-CKI3-

6HT(G6E17954)/HRPHU
1H-
1219 -2.808H+03 0.0000 10969

18
A
G
T
C
C
T
G
A
A
G
T
C
C
G
A
T
C
A
G
T
GA
T
C
AT
G
CACTGATCGGACT FOL1(E76)/CD8-FLI-CKI3-

6HT(G6E20898)/HRPHU
1H-
1181 -2.721H+03 0.0000 12472

19
A
T
G
C
A
G
T
C
C
T
G
A
A
G
T
C
CG
A
T
ACGTAGTCAGTCACGTATCGGACTACGT EWY2(E76)/E6-E571-CKI3-

6HT(G6E59402)/HRPHU
1H-
1171 -2.698H+03 0.0000 10757

20
T
C
G
A
TA
G
C
GTC
A
ACTGACTGCGTACGTACTAGAGCTTCAG E5G(E76)/9CD3-E5G-CKI3-

6HT(G6E14097)/HRPHU
1H-
1168 -2.691H+03 0.0000 15869
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21

CG
T
A
T
A
G
C
TA
G
C
TG
C
A
ACTGCTAGCGTACGTATCAGGACT EHF(E76)/LR9R-EHF-CKI3-

6HT(G6E49402)/HRPHU
1H-
1098

-2.529H+03 0.0000 13510

22
C
G
T
A
T
G
A
C
TA
G
C
TG
C
A
ACTGACTGCGTACGTATCAGGACT ELF3(E76)/3DAC-ELF3-CKI3-

6HT(G6E64557)/HRPHU
1H-
1007 -2.320H+03 0.0000 8739.

23
C
G
A
T
T
A
C
G
T
G
A
C
GA
C
T
CAT
G
CGT
A
T
A
C
G
ACGTGTACCTGA BDFK2(E=I3)/OCIL\7-BDFK2-CKI3-

6HT(G6E44420)/HRPHU
1H-
997 -2.298H+03 0.0000 3446.

24
C
T
G
A
T
A
G
C
T
G
A
C
T
C
A
G
C
T
A
G
G
T
C
A
C
G
T
A
T
C
A
G
A
G
C
T
T
C
A
G E794(E76)/HHSG2-E794-CKI3-

6HT(ENCODE)/HRPHU
1H-
971 -2.236H+03 0.0000 12061

25
C
G
T
A
C
T
G
A
C
G
T
A
C
T
A
G
TC
G
A
CTA
G
ACTGCGTACGTATACGAGCTATCG 6SLB(E76)/OCIL<3-63IB-CKI3-

6HT(G6E56857)/HRPHU
1H-
889 -2.047H+03 0.0000 4022.

26
C
T
G
A
T
G
C
A
T
A
G
C
TG
A
C
TA
C
G
TC
A
G
CT
G
A
GC
T
A
T
C
A
G
G
A
C
T ELF1(E76)/JXUNDW-ELF1-CKI3-

6HT(65A014231)/HRPHU
1H-
861 -1.985H+03 0.0000 6864.

27
T
G
C
A
T
C
G
A
T
A
G
C
GT
A
C
TCA
G
CTA
G
GTC
A
GC
T
A
TC
A
G
G
A
C
T E76(E76)/3URPRWHU/HRPHU 1H-

752 -1.733H+03 0.0000 4897.

28
TG
C
A
CT
G
A
AT
G
C
GTC
A
ACTGACTGCGTACGTACTAGAGCT EWV1-GLVWDO(E76)/CD4+-3ROII-CKI3-

6HT(BDUVNLBHWBDO.)/HRPHU
1H-
732 -1.687H+03 0.0000 4247.

29
TC
G
A
AGC
T
ACGTACGTAGTCAGTCACGTATCGGACTATCG E:6:E5G-IXVLRQ(E76)/CADOBE61-

E:6:E5G-CKI3-6HT(65A014231)/HRPHU
1H-
653 -1.504H+03 0.0000 7155.

30
G
A
T
C
T
C
G
A
A
G
T
C
C
G
A
T
C
G
A
T
A
G
T
C
AT
G
C
AC
T
G
A
T
C
G
G
A
C
T EON1(E76)/HHOD-EON1-CKI3-

6HT(G6E31477)/HRPHU
1H-
650 -1.498H+03 0.0000 6619.

31
G
A
T
C
C
T
G
A
A
G
T
C
CGA
T
CG
A
T
GA
T
C
AGTCACTGATCGAGCT EON4(E76)/HHOD-EON4-CKI3-

6HT(G6E31477)/HRPHU
1H-
564 -1.300H+03 0.0000 6281.

32
T
A
C
G
CTA
G
A
T
G
C
GA
T
C
GTA
C
AGTCCTAGAGTCAGTCAGTCGTACAGTC 6S1(=I)/3URPRWHU/HRPHU 1H-

492 -1.134H+03 0.0000 4184.

33
T
C
A
G
C
T
A
G
CTA
G
ACTGACTGGATCACTGACTGCTAGCTAGAGTCGATC KLF1(=I)/H8DE32-KLF1-

CXWQ5XQ(G6E136251)/HRPHU
1H-
477 -1.099H+03 0.0000 9087.

34
T
G
C
A
CT
G
A
AGTCGTCAACTGACTGCGTACGTACTGAAGCT E:6:FLI1-IXVLRQ(E76)/6KBNBMC-E:6:FLI1-

CKI3-6HT(65A014231)/HRPHU
1H-
459 -1.058H+03 0.0000 6020.

35
G
A
C
T

T
C
A
G
CTA
G
AGTCAGTCGTACAGTCCTGAAGTCAGTCAGTCGACTAGTCACTGATGC KLF3(=I)/MEF-KOI3-CKI3-

6HT(G6E44748)/HRPHU
1H-
437 -1.007H+03 0.0000 5803.

36
C
T
G
A
T
C
A
G
CA
G
T
CTA
G
ACTGCTAGGATCATCGACTGCTGATCAGGATC 6S5(=I)/PE6-6S5.FODJ-CKI3-

6HT(G6E72989)/HRPHU
1H-
411 -9.467H+02 0.0000 9782.

37
A
G
T
C
C
T
A
G
CT
A
G
A
G
T
C
GA
T
C
GTA
C
AGT
C
CT
A
G
AGTCAGTCAGTCGTAC 6S2(=I)/HEK293-6S2.HGF3-CKI3-

6HT(EQFRGH)/HRPHU
1H-
379 -8.745H+02 0.0000 12767

38
CTG
A
A
T
G
C
CGT
A
ACGTAGTCAGTCACGTACTGATCGGCAT 63DEF(E76)/9CD3-63DEF-CKI3-

6HT(65A014231)/HRPHU
1H-
368 -8.493H+02 0.0000 8778.

39
T
C
G
A
ACGTACGTCTGAGATCTCAGGACTGTCACGTAAGCTGTCACTAGAGCTACGTTCGA NFIL3(E=I3)/HHSG2-NFIL3-CKI3-

6HT(EQFRGH)/HRPHU
1H-
324 -7.481H+02 0.0000 4626.

40
T
A
C
G
T
C
G
A
CAGTACTGGCTAATGCCGATGTACCGTAACTGTAGCCGTA NF-E2(E=I3)/K562-NFE2-CKI3-

6HT(G6E31477)/HRPHU
1H-
315 -7.268H+02 0.0000 1078.

41
T
G
C
A
AGCTACGTCTAGGATCCTAGGATCGTCACTGAAGTC CEB3(E=I3)/7KLRMDF-CEB3E-CKI3-

6HT(G6E21512)/HRPHU
1H-
302 -6.973H+02 0.0000 4673.

42
C
G
T
A
CTA
G
ACTGACTGGACTCTAGCAGTCTAGCATGGATC KLF5(=I)/LR9R-KLF5-CKI3-

6HT(G6E49402)/HRPHU
1H-
301 -6.945H+02 0.0000 11160

43
T
G
A
C
CT
A
G
TCA
G
GTC
A
CGT
A
T
C
A
G
C
G
A
T
TC
A
G
T
C
G
A
T
G
C
A
C
T
G
A
T
A
G
C 38.1-I5F(E76:I5F)/BFHOO-38.1-CKI3-

6HT(G6E21512)/HRPHU
1H-
298 -6.883H+02 0.0000 10696

44
T
A
G
C
C
T
A
G
T
C
G
A
GA
C
T
AC
T
G
C
T
G
A
A
G
T
C
T
C
A
G
G
C
A
T
TG
A
C
C
T
G
A
A
G
C
T AWI7(E=I3)/373L1-AWI7-CKI3-

6HT(G6E56872)/HRPHU
1H-
293 -6.748H+02 0.0000 3860.

45
T
G
C
A
AGC
T
CAT
G
CG
T
A
AGC
T
ACTGGATCGTCACGTAAGCT AWI4(E=I3)/MEF-AWI4-CKI3-

6HT(G6E35681)/HRPHU
1H-
280 -6.453H+02 0.0000 2259.

46 BDFK1(E=I3)/K562-BDFK1-CKI3- 1H- -6.431H+02 0.0000 962.0
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T
A
C
G

CT
G
A
CTA
GTCGACGTAAGTCCTGAATCGGCATTAGCGACTACTGACGTAGCTAGTCGACT 6HT(G6E32465)/HRPHU

172
T
A
C
G
A
T
G
C
GA
C
T
ACTGAGCTAGTCGTCATGCAACGTAGTCGCTATGCA 3NQR[1(HRPHRER[)/E6-3UHS1-CKI3-

6HT(G6E63282)/HRPHU 1H-7 -1.756H+01 0.0000 1356.

173
T
A
C
G
T
G
C
A
AGTCCGTAACGTTGACACGTACTGACTGGCAT 7CF4(EHLH)/6H6<5<-7CF4-CKI3-

6HT(G6E96915)/HRPHU 1H-7 -1.737H+01 0.0000 8296.

174
AC
T
G
GA
C
T
AGT
C
CTG
A
G
A
T
C
TC
A
G
ATG
C
G
A
C
T
A
G
T
C
A
T
G
C
T
A
G
C
AG
C
T
AT
C
G
TG
C
A 3A;5(3DLUHG,HRPHRER[),FRQGHQVHG/GM12878-

3A;5-CKI3-6HT(G6E32465)/HRPHU 1H-7 -1.714H+01 0.0000 653.0

175
G
T
A
C
GA
T
C
C
A
G
T
AGTCAGTCAGTCTGCAGATCCTGAATGCGTCAACGT :71(=I)/KLGQH\-:71-CKI3-

6HT(G6E90016)/HRPHU 1H-7 -1.702H+01 0.0000 3791.

176
TG
A
CGTCAAGTCGCTACTAGAGTCCTGACATGACTGCTAGTACGTCAG =LF2(=I)/E6C-=LF2-CKI3-

6HT(653197560)/HRPHU 1H-7 -1.696H+01 0.0000 2666.

177
C
T
A
G
T
A
C
G
G
A
T
C
GT
C
A
TG
C
A
ACGTTGCAGCTATCGATGCA HR[D9(HRPHRER[)/CKLFNHQM6G-HR[D9.FODJ-

CKI3-6HT(G6E86088)/HRPHU 1H-7 -1.645H+01 0.0000 14168

178
C
G
T
A
CT
G
A
CTA
G
C
G
T
A
CGTAAGTCCGTACAGTGCATGTCACGATACTGACGTGCATGATC 3G5(N5)/EQGR6WURPDO-3G5-CKI3-

6HT(G6E69539)/HRPHU 1H-6 -1.572H+01 0.0000 1266.

179
A
C
T
G
A
C
G
T
C
A
T
G
A
T
C
G
ATC
G
TG
A
C
ACTGATCGATCGTGCACTGACGTA E2F3(E2F)/MEF-E2F3-CKI3-

6HT(G6E71376)/HRPHU 1H-6 -1.508H+01 0.0000 3436.

180
AGTCGTACAGCTCTAGAGTCCGATACTGCGTAACTGGTCA =LF(=I)/CHUHEHOOXP-=IC1.2-CKI3-

6HT(G6E60731)/HRPHU 1H-6 -1.452H+01 0.0000 4759.

181
T
G
C
A
G
C
A
T
C
G
A
T

C
G
T
A
C
A
G
T
ACT
G
GT
A
C
CGTACTGAAGCTGTCAACTGCTAGGTCACGATACTGGTACTGCACGTAAGCT CEB3:CEB3(E=I3)/MEF-CKRS-CKI3-

6HT(G6E35681)/HRPHU 1H-6 -1.433H+01 0.0000 679.0

182
C
T
G
A
T
C
A
G
G
T
A
C
TG
C
A
AGTCCGTAAGTCACTGACGTACTG MN7(EHLH)/HHSG2-MN7-CKI3-

6HT(EQFRGH)/HRPHU 1H-6 -1.428H+01 0.0000 5889.

183
C
G
T
A
C
T
G
A
T
A
C
G
G
A
C
T
G
A
T
C
TC
G
A
GA
T
C
GA
T
C
T
G
C
A
G
A
C
T
T
C
G
A
C
G
T
A
A
T
C
G
A
G
T
C
C
G
A
T
C
G
T
A
C
G
T
A
G
T
C
A
C
G
T
A
C
T
A
G 36E(6NA3F)/K562-P6WDUW-6HT/HRPHU 1H-6 -1.404H+01 0.0000 2723.

184
A
T
G
C
T
A
C
G
A
G
T
C
GA
C
T
T
G
C
A
C
T
G
A
G
A
C
T
A
C
G
T
CT
G
A
T
C
A
G LH;9(HRPHRER[)/HFW116-LH;9.95-CKI3-

6HT(G6E116822)/HRPHU 1H-5 -1.302H+01 0.0000 7059.

185
CG
A
T
C
T
A
G
T
C
G
A
AG
C
T
C
G
A
T
C
T
G
A
CGTAAGCTACTGCTAGATGCGATC HR[E4(HRPHRER[)/E6-HR[E4-CKI3-

6HT(G6E34014)/HRPHU 1H-5 -1.231H+01 0.0000 891.0

186
G
C
A
T
G
C
A
T
C
T
G
A
A
C
G
T
CTG
A
ACGTCGTACGTACGTAAGTCGTCAGTCA FR[I1(FRUNKHDG)/LXQJ-FR[I1-CKI3-

6HT(G6E77951)/HRPHU 1H-5 -1.228H+01 0.0000 4390.

187
T
C
G
A
T
G
A
C
GC
A
T
AG
C
T
CA
G
T
GA
T
CGCTAGATCGACTACGTGCATAGTC 35DM1(=I)/HHOD-35DM1-CKI3-

6HT(G6E31477)/HRPHU 1H-5 -1.209H+01 0.0000 3268.

188
C
T
A
G
T
A
C
G
GA
C
T
T
G
C
A
TG
C
A
CG
A
T
T
A
C
G
C
T
G
A
T
C
G
A
C
T
G
A HR[D10(HRPHRER[)/CKLFNHQM6G-

HR[D10.FODJ-CKI3-6HT(G6E86088)/HRPHU 1H-5 -1.193H+01 0.0000 2746.

189
TC
G
A
AGTCCGTAATCGATGCCGATACTGAGTCAGCTACTG 7FI12(EHLH)/GM12878-7FI12-CKI3-

6HT(G6E32465)/HRPHU 1H-5 -1.186H+01 0.0000 5162.

190
CTA
G
CA
T
G
CAT
G
AGC
TGACTCGTAGATCAGCTGTCAATGCTCGACTAGCATGACGTAGTCCTGA L;5E(N5),D54/5A:-L;5E.ELRWLQ-CKI3-

6HT(G6E21512)/HRPHU 1H-5 -1.179H+01 0.0000 276.0

191
C
G
T
A
TAG
C
AGT
C
CT
A
G
CA
G
T
CT
A
G
C
T
G
A
GTA
C
G
C
A
T
TCG
A
CGTAGCATAGCTCTAGTCGA 3A;3:FKH5-IXVLRQ(3DLUHG,HRPHRER[)/5K4-

3A;3:FKH5-CKI3-6HT(G6E19063)/HRPHU 1H-5 -1.151H+01 0.0000 1099.

192
T
C
A
G
T
C
A
G
T
A
G
C
AGTCCTGAAGTCCTAGACGTACTGATCG F-M\F(EHLH)/PE6-FM\F-CKI3-

6HT(G6E11431)/HRPHU 1H-4 -1.149H+01 0.0000 2911.0

193
CTA
GCGTAGTCACGTAAGTCGATCAGCTCTAGCGTAACGTGTCAGATC 6L[2(HRPHRER[)/NHSKURQ3URJHQLWRU-6L[2-

CKI3-6HT(G6E39837)/HRPHU 1H-4 -1.124H+01 0.0000 5077.

194
T
G
A
C

T
C
G
A
C
T
G
A
C
T
G
A
ATG
C
GA
T
C
CT
A
G
TAC
G
G
A
C
T
G
A
C
T
G
A
T
C
T
C
G
A
C
T
G
A
C
T
G
A
ATG
C
GA
T
C
CT
A
G
ATC
GGACTGACT 7FIFS2O1(C32)/PE6-7FIFS2O1-CKI3-

6HT(G6E11431)/HRPHU 1H-4 -1.079H+01 0.0000 777.0

195
T
A
C
G
T
A
G
C
G
C
T
A
CGATCTAGACGTCAGTCAGTGCTAAGTCGTCAGCAT FO;K2(FRUNKHDG)/82O6-FO;K2-CKI3-6HT(E-

M7AB-2204)/HRPHU 1H-4 -1.075H+01 0.0000 2939.

196 5HYHUE(N5),D52/5A:-5HYHUED.ELRWLQ-CKI3- 1H-4 -1.053H+01 0.0001 734.0
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