Description of Additional Supplementary Files

Supplementary Data 1: Details from simulations and summaries of the Ugandan cohort and its results.

Simulation details and results summaries; Ugandan cohort trait summaries, trait correlation matrix, fine
mapped regions details, functional annotation of top SNPs in particular regions, top models for two
single-trait approaches and coinciding flashfm results.

Supplementary Data 2: Summary of single and multi-trait finemapping results for 56 regions in the
Ugandan cohort.

These regions have genetic associations for at least two of the 33 cardiometabolic traits. Both single trait
fine-mapping and flashfm results are given for the top models (with model PP), as well as number of
SNPs in each SNP group, and the LD between SNP groups (for both fine-mapping methods).

Supplementary Data 3: Flashfm results for all 56 regions that met criteria for fine-mapping.

For each region, SNPs from each flashfm SNP group are listed, together with base pairs position
(GRCh37/hg19 assembly), alleles, and RAF in Ugandan samples.

Supplementary Data 4: FINEMAP results for all 56 regions that met criteria for fine-mapping.

For each region, SNPs from each FINEMAP SNP group are listed, together with base pairs position
(GRCh37/hg19 assembly), alleles, and RAF in Ugandan samples.



