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Supplemental Figure Legends

Supplemental Figure S1. Dynamic change of the body weight of the mice in both MS and Ctrl groups.

Data are presented as the mean + SEM (n=4 for Ctrl group, n=5 for MS group).

Supplemental Figure S2. miRNA target gene prediction analysis derived 298 genes potentially
targeted by both miR-346 and miR-493 in rodents, including CCND1.

Supplemental Figure S3. GO terms (A) and KEGG pathways (B) analysis of the 298 target genes of
miR-346 and miR-493 showing most significant pathways including neuron regulation, cell apoptosis

& death regulation and cancer-related regulation.

Supplemental Figure S4. A. The cell cycle analysis of 4T1 cells with or without treatment of
corticosterone. B. Quantitative analysis of the cells at different phases in A. Data are presented as

the mean + SEM (n=3). **p<0.01.
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