A. Integration of second GAP45 gene into Pfs47
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C. Uncloned population:

B11 3D7 gap45:ha3:loxP::  gap45:ha3:loxP::
parental line ~ comp_gap45[WT] comp_gap45[G2A]
2000 30+31 30+32 30431  30+32 | 30+31  30+32

(INTG) (WT) (INTG) (WT) (INTG)  (WT)
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1000 g

D. Selected gap45:ha3:loxP::comp_gap45[G2A] clones:

Clone 01 Clone 02
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Clone 03 B11 3D7 parental line
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