HBYV core protein is in flux between cytoplasmic, nuclear, and nucleolar compartments
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Figure S9. Capsid blot and pgRNA quantification of mutants of putative nucleolar retention signals. a)
Lysates from cell transfected with L1144 or nucleolar retention signal Cp mutants were analyzed by non-
denaturing agarose gel followed by western blot with anti-Cp antibodies. All mutants showed bands
corresponding to the size of capsid as in wild type LJ144. The shift in the migration of the R98A mutation
may be due to the change in surface charge. b) Mutant cell lysates were analyzed for core associated-
pgRNA. RNA copies were normalized against the capsid band in the capsid blot.



