17978 mnhnikglsmnnvsynrnfktgndqrinhrsfvlngvasagmalrlgyalgtvfvlcasn 60

19606 mngnikglsmnnvsynrnfktgndqrinhrsfvlngvasagmalrlgyalgtvfvlcasn 60
AC12 mngnikglsmnnvsynrnfktgndqrinhrsfvlngvasaqialrlgyalgtvfvlcasn 60
skok 1 skokskokskokoksoksoksoksok ok ok ok ok kokskokskokskokskokskok koK ¢ skeoksoksokskokskskakokokokkokok
17978 tyaavidnsaktleqqtaqtnvaalpaitvkaeqddtyaggqvsskssvgflgnktamet 120
19606 tyaavidnstktleqqtaqtnvaalpaitvkaeqddtyaggqvatssnvgflgskkfldt 120
AC12 tyaavidnsaktleqqtaqtnvaalpaitvkaeqddtyaggqvsskssvgflgnktvmet 120
: Tk, TS
17978 pfntiaytekyiadqgakditdviaktdpsifstgaygviaesyairgfrsssvaagrdt 180
19606 pfntisytdkyiedkgakditeviaatdpsiytngasggwsenyyirgyasst———--ndm 176
AC12 pfntiaytdtyiadkqakditsviaktdpsvftnaasggwsenyyirgfessp————sdm 176
skokokokok koK D L kok K Ekskoksokok L kokok Sokokok D 5 T k ko kuk skkk: okk *
17978 smgglygiaplyraspemferidvilkgpsamlngmppgstlggtvnlvpkragddpltrf 240
19606 smnglfgitpfyrtspemfgrvevikgpsallngmppagsvggtvnlvtkyaadepfarl 236
AC12 smnglfgitpyyrtspemfekinvlkgpsallngmpptgsiggtvdlttkratdepltrl 236
ok ok DRk Ik ek Dokkokk 1 Diekkekokolok Dolokkokk 4 1 DRoRkk DK,k k skIkl Dkl
17978 tttymsdsqfgghldigrrfgenkefgvrfnsvyrdgegpikeqektthlfslgldwrgd 300
19606 tttymsdaqfgghvdvgrrfgenkefgvringmyrdgdaavndgskesrlfslgldwgge 296
AC12 tttymsdsqfgghldvgrrfgsdkefgvranavyrdgsgpvekqdlktelfslgmdwhgd 296
skokokskokakok 1ok Dk DRokdokk, DRRRRRK K. DRKokKL LTIk, 1 ukkkokk IRk K
17978 narlsadlytsrdhadginrgltilpgvnlpkapnpdtllnptwtvyntrdtggmirgey 360
19606 narvfvdaydaldhvdgvtrgvnvstavgipkppkadtllspdwgsvetkdkgamirgey 356
AC12 rarvstdlytskdrvdgvtrginlgkdiaipkppkpetllnpdwsfvdigdkgamirgey 356
SkkDouk ok 1okILokkD L kKDL Dokk ki kK. k kK Tk k. skkkokkok
17978 dlndkwmayatagmskteyntlgaakteigneagdikfniahlgfkyerksaevglrgkf 420
19606 dfsdqlmayaaygqstteykyngasagtitsstgtlsstlgqlafdvdkksadagfkgkf 416
AC12 dltnnvmgyatygqskteykyngamsatvldntgtfqts1gq1tfnvdkksadvglkgkf 416
kiaoii ockokk: ok kokkk: o Rk T Dk k. 1okl kD Dkekk
17978 dtgavkhalalnathyretddeagirqgfpeg-drvtniyn—--pnwgskpnrvpiapifs 477
19606 etgsvkhqwvanatyynhtqddygyriipgfsdpvitniydpnpnwgpkpeftpp-flfh 475
AC12 ntgavghquvnatyykhnqddygvrnvagae——wttnlyd——plwgkavpfnap llsn 471
DRkIk k. ckkkika .. kD ok X kKIkD ok kk
17978 nkenltsvgladtmsvlqdqvqltlglrygnivteslngqgvrningrydknaitpaaai 537
19606 stlstssfgladtlsfaqdkvqltlglrhqtvkatss———-— vntlpenaksattpgval 530
AC12 selqlnsygladtlsfledrlqltlgvryqevessnlfv——ptstltkykknattpgaal 529
. Sk okkckolok Dk, Dk DRRRRKIKRIK 11 o kok kK. Lk
17978 lvkandhvslyanyieglssggtvptgqnyenegqifspfktkgmetgikidsgnftntf 597
19606 likatdkisvyanyiegltkgdgapat--asnpgeifppgktkqgelglkvdlgtfahtl 588
AC12 1fkatdkvsiyanyiegltkgdaaplt-—aanyptifapyktkqtefgvkfdqgtfahtl 587 % ATCC ATCC AC12
koK KD DK DRRRKRRAK D LK, WK k kk ok kkkk kK KIkKLk K.k: k! identity 17978 19606
17978 svfqiksrnsyvikstdekiksiygadgeqrnrgvewgfygspvdnirvmggltyidpki 657
19606 safeitkpssyldpsklvnnlptfvsdgeqrnrgiewsffgspiehvrimggftyldpel 648
AC12 slfelkkpsaytdlvt ————— niytsggeqrnrgiewsffgspienvrimggasyiepev 642 ATCC 100.00 59.84 61.92
K kik.. .1k T r L skokokskookok Tokok koKD 11 kKR 1k K 17978
17978 tktriaselgnvvagvpkvgaklgiegdvsyipg-1ltltanataaskqyiyndnstsvpg 716
19606 tktksggndghtavavpkngaklgaewdtqvaqgtltlsgninavskqyinaentlsvpg 708 ATCC
AC12 tktaigsnegnmavgvpktqgklgvewdnevaqgvltlssnatavskqyidgentlhipg 702 19606 59.84 100.00 70.28
kKK a1 KD w . kb kokkk K K k ookkokiak kokkkkk kD Dk
17978 revygigaryntkiaqfpvtirgnidnltnksywsmpgftnimlgaprtyllsatidf 774
19606 rtlldvgarystkvedhpvtfraniynltnkaywagpgqltnlalgaprtymlsvsydf 766 AC12 61.92 70.28 100.00
AC12 rtlidvgaryktsisnhpitfkadinnlmnkaywgmpklsnlalgaprtymlsvsydf 760
k1oL Dkkkkaka D DakIKIDL Ik Skk SkkIdek, kIlDkk skkkokdokkidek, §okk

Fig S8. Sequence comparison among three A. baumannii BauA variants.

The sequences of three BauA variants from 4. baumannii ATCC 17978, ATCC 19606, and AC12 were aligned
using Clustal Omega, and the calculated identity matrix was shown as a table.
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