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Fig S8. Sequence comparison among three A. baumannii BauA variants. 

The sequences of three BauA variants from A. baumannii ATCC 17978, ATCC 19606, and AC12 were aligned 
using Clustal Omega, and the calculated identity matrix was shown as a table.  

 

%  
identity 

ATCC 
17978 

ATCC 
19606 AC12 

ATCC 
17978 100.00 59.84 61.92 

ATCC 
19606 59.84 100.00 70.28 

AC12 61.92 70.28 100.00 


