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Figure S1. Arrhenius plot of growth of 12, 13-diepi-F430.
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Figure S2. Representative MRM chromatograms of methyl esterified coenzyme F430 extracted from 

the marine sediments.
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Figure S3. Degradation curves of native F430 with/without mineral matrices at the conditions of 34°C, 

pH7 and 60°C, pH7.

Figure S4. Powder XRD patterns of sediment and coal used in F430 degradation experiment.
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Figure S5. Peak deconvolution to quantify coenzyme F430 and its epimers.


