Supplementary Figure 1
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Supplementary Figure 2

Chr Coor Gene(s) ReGgei(I;r?(s)
910299976 [ 10] 94455543 HHEX three_plus
€g14987431 | 10] 94455650 HHEX three_plus
cg07856667 E 94455710 None intergenic
€g26194475 E 94455895 None intergenic
cg08260245 E 51016501 PHKB-CPT1B, CPT1B, CPT1H |ntragenic, intragenic, promotel
€g10490842 | 22] 51016604 PHKB-CPT1B, CPT1B, CPT1§ |ntragenic, intragenic, promote|
cg19112186 E 51016638 PHKB-CPT1B, CPT1B, CPT1H [ntragenic, intragenic, promote
cg10770023 E 51016644 PHKB-CPT1B, CPT1B, CPT1H |ntragenic, intragenic, promotel
€g05156901 E 51016646 PHKB-CPT1B, CPT1B, CPT1H |ntragenic, intragenic, promotel
€g24363820 | 22] 51016703 PHKB-CPT1B, CPT1B, CPT1§ |ntragenic, intragenic, promote|
cg00047287 E 51016899 CHKB-CPT1B, CPT1B intragenic, promoter
cg09481121 ? 78985425 CMYAS5 promoter
€g00611789 | 5 | 78985432 CMYAS promoter
911438310 | 5 | 78985434 CMYAS promoter
€g10257870 E 78985484 CMYA5 promoter
cg03546977 5 78985489 CMYA5 promoter
909655403 | 5 | 78985495 CMYAS promoter
cg15197065 | 5 | 78985562 CMYAS promoter
€g04154027 | 5 | 78985588 CMYAS promoter
0g23279355 | 5 | 78985502 CMYAS5 promoter
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Supplementary Figure 3

CMYAS (ENSGO00000164309.10) and rs4441859 (5_/8996244_A_G_b37)
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CPT1B (ENSG00000205560.8) and rs131758 (22_51017082_T_A_b37)
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