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Antibodies
Antibodies used

annotated, are worthless without the appropriate evaluation procedure. Therefore it does not make sense to publish the data as such. We are happy to answer any
reasonable request for the data and to provide access to the raw data and to explain and assist in the application of the data analysis procedures.

We did not use predetermined sample sizes. Measurements were repeated n times and the results were averaged. This process was repeated
until the standard error of the mean was less or equal 10% of the mean value.

No data were excluded from the measurements.

Experiments were performed at least three times. All attempts to replicate were successful.

Randomization was intrinsic, because we performed measurements on single cells, which were selected randomly from sample preparations
each comprising hundreds of cells. Each single cell experiment was repeated at least three times on independent sample preparations.

Blinding was not relevant to our study, because all experiments using single cells were evaluated using a complex data analysis procedure,
which was extensively described in the Methods section. This procedure used in the same manner for all experiments and was therefore blind
to a given experimental condition. The experimentalist had no means to influence the performance of the automatic procedure, which was
identical for all different experiments. In other words, the results were determined by automatic routines.

Immune blot:

- RPL10 Monoclonal Antibody (OTI6B11), #TA807662 (Lot: #VD2974632), Thermo Fisher

-I gG-HRP, #sc-2304 (Lot: #C221), Santa Cruz Biotechnology)

- NTF2 Monoclonal Antibody, #sc-271693 (Lot: #B1914), Santa Cruz Biotechnology

- eGFP Monoclonal Antibody F56-6A1.2.3, #MA1-952 (Lot: #TE260472), Thermo Fisher

- Goat anti-Mouse IgG (H+L) Secondary Antibody, HRP, #31430 (Lot: #UJ293428), Thermo Fisher

NTF2 localization:

- mAb414, MMS-120P (#902907), Covance (Biolegend)

- Anti-Mouse IgG (whole molecule)!Atto 488 antibody produced (goat), 62197 (Lot# BCCB9457), Sigma-Aldrich

Sucrose Gradient:

- NMD3 and RPS2 from Zemp, I. et al. Distinct cytoplasmic maturation steps of 40S ribosomal subunit precursors require hRio2. J. Cell
Biol. 185, 1167–1180 (2009).

- RPL23A from Pool, M. R., Stumm, J., Fulga, T. A., Sinning, I. & Dobberstein, B. Distinct modes of signal recognition particle
interaction with the ribosome. Science 297, 1345–8 (2002).




