A

Line WT, cDNA ATGGAAGAGCTGCCTGAAATTTCAAAAGAATTCATCGAACCGATATTACCATGTCTGGGTTTATTGAGAAATGCCCATATTTTGATTTATGCACATGGAAAACCTTTTTGG
601 bp AATGAAAAATGTCATTTGACCTTAAACATAGTTTCAGTTGTAACTTATCTATTTTCTTTGACTATGTATATGGGAAAAGTATT TAGAGGAGAATTACAACTTGAGGAGTTGGCTT]
exonl * exon2: ATGTTATCAGCGTTTATGTCGTCAGTGTACAAG * GTAAGCTAATTTTTTTTAAACTTTATTTCTTAAAATAGTGTTTATTGTTGAACAAACCATAACGGATTTTATTCTATTTGAC
AAAGCCAAAAATATTACTCTATCCTCTGCATTACTATTCAAACATCACGTCGACCTCGTTCTCACGTCACAAAACTCTCAAATATACCAGAACATCCCAATTTCCCGTACATTTT
TCCTGCATATAATATTTTCTCTAAATTCAAAGAACAAAAGACGTTTTCGCCAACGTTTTATATCAACACCTTGCATACGGAAACATGCTGTATACTCTTAACTGAACTCTGAATT
TCTCAGCCATCCTCAAAGGTTCGGTTGTCGTCCTTTACAAGAAGGAAATAAGGGCTATAATCCTGCAGCTGGGAGGTATGTGGAGGATGGAACATCTAACTGAAGTACAGA
TTAACAAGAAGAATACGTTACTGAGGAGACTAAAGTTCTGTTATGCAGTTTTCTACTGGATTAATATGATTGGATCCTGGCAATACATACTGGCTCCTTTATTGGAAACAGTTA
CCCGCAAATTTATTTTACTGCAGGAATGTGGGCTGTTACTTCCATTTTCTTGCAGCTTTCCTTTTGATCCTACTGGGAACTGGGCAAGATATATCGGTGTATATATTTTTGAGA

CTTACAGCA
exon1 mutation coding region indels exon2 mutation
LineWT, A (NA): GGGAAAAGTATTTAGAGGAGAATTACAACTTGAGGAGTTGGCTT NA GGGCTATAATCCTGCAGCTGGGAGGTATGTGGAGGATGGAACATCTAA
Line 38, A (420): | GGGAAAAGTATTTAGAGGAGAATTACAA:: -440bp+20bp |: GGATTATTTGGAGAATTATTTGGAGGATGGAACATCTAA
Line 10, A (445): | GGGAAAAGTATTTAGAGGAGAATTAC - 445 bp AGGATGGAACATCTAA
Line 2, A(441): | GGGAAAAGTATTTAGAGGAGAA -446 bp + 5bp GTATTTGGAGGATGGAACATCTAA

"GGGAAAAGTATTTAGAGGAGAATTACAAGGATTATTTGGAGAATTATTTGGAGGATGGAACATCTAAC

“ ) A f \ i ﬂ Y A
Line 38, A(420): l\\ /\ V) w \f\! U Af\ l\\[\[ \/ \‘J )!\1”/\‘% AR i\ ”, N'MU (L‘ ’”AKMH W \’ }/‘J[/

"GGGAAAAGTATTTAGAGGAGAATTACAGGATGGAACATCTAAC

o . Y
Line 10, A (445): \/\/\N“«"/ 5/\1\ j’““ W \ﬂ \x\/ \A(j \"‘/W A\ ﬂ‘["f\/\f \ﬁ\)’(\«f\, !J,\Jh[".ﬁé

"GGGAAAAGTATTTAGAGGAGAAGTATTTGGAGGATGGAACATCTAAC

Line 2, A(441):




