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S10 Fig. Dissection of pst_E1 region 
(A) Schematic illustration of analyzed truncation series, with transcription start sites (kinked 
arrows), untranslated regions (grey boxes), coding region (yellow boxes) and introns (white 
boxes) indicated.  
(B) Scatter plots of the results obtained by flow cytometry after RMCE with SR9rg cells and 
incubation at the indicated temperatures. 


